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SEQUENCE LISTING 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 



<110> Garvan Institute of Medical Research 

<120> Assay for bipolar affective disorder 

<130> 501972 

<160> 72 

<170> Patentin version 3.1 

<210> 1 

<211> 170001 

<212> DNA 

<213> genomic DNA comprising the human FAT gene 

<220> 

<221> variation ' 

<222> (80217) . . (80217) 

<223> S = G or C 



<220> 

<221> variation 

<222> (148199) . . (148199) 

<223> W = T or A 



<220> 

<221> variation 

<222> (130625) . . (130625) 

<223> Y = T or C 



<220> 

<221> variation 

<222> (130613) . , (130613) 

<223> Y T or C 



<220> 

<221> variation 

<222> (139968) . . (139968) 

<223> K = T or G 



<220> 

<221> variation 

<222> (142199) , . (142199) 

<223> R ^ A or G 



<220> 

<221> variation 

<222> (142460) . . (142460) 

<223> R = A or G 



<220> 
<221> 
<222> 
<223> 



variation 



(145782) . . (145782) 
S = C or G 
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<220> 

<221> variation 

<222> (146008) . . (146008) 

5 <223> R = A or G 



10 



<220> 
<221> 
<222> 
<223> 



variation 
(146012) . . (146012) 
R = A or G 



15 



<220> 
<221> 
<222> 
<223> 



variation 
(148129) . , (148129) 
Y = C or T 



20 



25 



30 



35 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



variation 
(148333) . . (148333) 
Y = C or T 



variation 
(151403) . . (151403) 
M = A or C 



variation 
(153127) . . (153127) 
W = A or T 



40 



<400> 1 
tgtattcttc 



50 



cattaaaaag 
agatctgagc 
45 atagattatt 
tgtaatcgtg 
attagttgtg 
cccgcgcctg 
gcacagcctg 
55 gtttacacca 
aagtttgtga 
acacagatgg 
gcttcaaaaa 
aagtctacca 



60 



agcaaaacaa 
ggagtcttgg 
ctaaaataaa 
cgggtttttt 
tccaaaaatg 
gaactgctgc 
ccttgttcct 
ggcggagcag 
ctactcttgc 
aaatactgaa 
cccgcatagt 
aaagaatcct 
aaaagttatc 



tctttccatg 
cacatgaaaa 
actggaaggt 
tttaagcggg 
aatcagtgca 
ttaatgaaca 
tttccagaag 
cacatgagag 
ttcctgttga 
gttttacaga 
ggaattcaaa 
gaagattttc 
cctcttaata 



aagtttccac 
atgcaatatg 
aatttcataa 
tatttcagat 
gcatgccaag 
tagcaagtat 
cgtctggatc 
ggtgatgctc 
atattcccat 
ataaacattt 
aacttctcat 
agaaatggat 
caatcactat 



gaataattcc 
aacctagcca 
aatgcataaa 
tagctttcta 
ataatgatca 
tcatggccac 
acagtcaccg 
agtggtctaa 
agctaattgt 
ggaatatatt 
ccttttcaga 
tcacttgact 
atttaaaaca 



caggtagatg 
agcaagagtc 
aacattcacc 
tatttggcta 
cagtgacaca 
tctcctggat 
tgtcccgtgt 
gcaccgtgat 
gaaaatactg 
gcaatagcaa 
agaacattaa 
tggcagacta 
cacactaaaa 



60 ■ 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
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taaaaccact attcaaaaat aactatccaa caggaaatat ctggacataa agggaatcga 840 

gaatgttccc acagctaaac cttttcaaaa cacatataca caatcaaaag gcatattgga 900 

5 tacgttttta cctaaatagg atatcttgta attagaacat ttccagaaaa tgggtgcctc 960 

ttaaatatat ttatacaacc tttatctcag tctcttaaat gtacagcata acctcaacat 1020 

tgcctcttca caatagaaat aaatagacca gagatgacac acatactttc aaaaaagaaa 1080 

10 

aacaaaaaac caaaaaataa acagaggtag tccagttatt taggcttctg cagtcaaagt 1140 

actcaactca tttccagaac ctttcatttc acatccaagc aatatgatat cagagagcca 1200 

15 ctgccaaatg aagcacaggt aaatgcattt tatggctatt taatcaaaat gcgctttact 1260 

tcagagaggc attaagagac acgattaagg aggctttcca aaaaaaaaaa aaaatcaaga 1320 

aatgttaaga gtgaagaaac agtaactttt attaaactaa agattcagca atgaggtttt 1380 

20 

gatgggctta tccacacagg tgcQctgccc atataggaca cattaaatac tgaccccggg 1440 

ccgggtttgg tggctcacaa ctgtaatccc agcactttgg gaggccaagg tgcaaaggtt 1500 

25, ( gcttgagtcc aggagtttga gaccagcctg ggcaacatgg caaaaccctg cctctacaaa 1560 

aaatacaaaa actagccagg ggtagtgatg catgcctaca gtaccagcta cttgggatgc 1620 

tgaagtggga ggatggcttg agcccaggag gcagaggctg cagtgagctg agatcatgcc 1680 

30 

actgcattcc agcctggatg acagagagag accctgtctc aaaaataaat gaataaatac 1740 

tgaaccccaa gaaggccttc cttcctggga gctaactcca ggggatggtg gcaccagtct 1800 

35 tggaatatta cgctatcaat aatttagggg gtcctgagaa aataattaag ggggtcctat 18 60 

tttttcatga gatcatttgt agccattatg tgaaatgcac aggactttag ggaactgttg 1920 

ctagagctct tataacatct cccaaaggtg gtgatattat ccgcttacac- tgtaggttta 1980 

40 

tcatctctct gcaaagcact gaaagctagt aggagtacca aaacctccta agacatccca 2040 

ttacatggaa aatcctcttg gaagatacaa agcgtgtcgc tcctgactat cacagttcta 2100 

45 ggtgtttggt aataactcat ccacaaaacg aacgtagtga atgcttatcc cctcaataag 2160 

ctaccaagcg atttcctgaa ctcaaggtac tagaccctgg gctacctttg ctctgttatt 2220 

gtgactagag taattatcac aatcatttta gggattttcc cccctcattg tcaaatgtgg 2280 

50 

ggagggtatg ggctatagaa ttagatgatg ggccgggcgc ggtggctcat gcctgtaatc 2340 

ccagcacttt tggaggccaa ggcaagtggt ttacctgagg tcaggggtcg agggaggtgt 2400 

55 attacctgag gtcaggagtt caagaccagc ctgaccaaca tggcaaaacc ctgtctctac 2460 

taaaaataca aaaattagcc aggcatggtg gcgcgtgcct gtaatctcag ctactctgga 2520 

ggctgaggca ggagaagcgc ttgaacccgg gaggcggagg ttgcagtgag ctgacattgc 2580 

60 

gccattgcac tccagcctgg gcaacaagaa taaaactctg tctaaaaaaa aaaaaaaaaa 2640 

aaaaaaagaa gaattagatg atgatctcat taacacgact ctcttccaca ggatccctca 2700 
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attcattaat 


ctccaaaaaa 


gtaatctgtt 


tagaagattg 


ttgaaacagc 


cttgagtcac 


2760 




ttaagatgat 


ggcataatga 


tcccctgaga 


ctcgccccca 


tatgaaatcc 


ttccacaaga 


2820 


5 


agtatgtttt 


ccctagtctt 


taagcttccc 


tcctcacttc 


ttccacgtct 


gcagtattaa 


2880 




attctataaa 


gatcagtcat 


ccaactcaga 


cggtgctact 


cctagcataa 


gatcagaaaa 


2940 


10 


tgggacaagt 


actcagggtt 


tatgttgctg 


tctctggtgc 


catcgcctca 


ccctcgactc 


3000 


tcaatcttga 


gtgtgggctg 


ctaaaccaaa 


ggcagggatg 


gcagggccta 


atacctttcg 


3060 




cttgcctcta 


ccttccgccc 


ttctgcagtc 


tgctaagggg 


gtcgagccgc 


tcctatcaat 


3120 


15 


gcacctcctg 


ctcttccttg 


cttcagtggg 


agcccagatg 


ggagatgcag 


ggagggaggc 


3180 




tagtgaagac 


atggtatttg 


ttccctggca 


agctacgtgg 


ggatggctgt 


gtccttcagt 


3240 


20 


ggcacatggc 


tgctttctca 


aggtggcgca 


atctgacttt 


ttcttcctgg 


gttctaggaa 


3300 


cgcctccctt 


cccttgtccc 


ttcaggctgt 


gttaaatgtt 


cagctgctac 


tagcatcaag 


3360 




ctgctgccta 


ttcctcccca 


ttcccctctg 


ctaatggttc 


tgacactgta 


gcacttatcg 


3420 


25 


tcagcacccg 


aagggcttat 


taaagcaggt 


ggctggcccc 


aaccccaacg 


tgtgggattc 


3480 




actaggtctt 


gggtggggcc 


cagacattgg 


catttctcac 


aagtctgagg 


ccacctttga 


3540 


30 


aaactgctgc 


tgctttatag 


acacctttgt 


ttacaaggaa 


tataggcaga 


gagtggatgg 


3600 


caactgctgc 


caagaaacca 


ctcccacaat 


tgccaacagc 


tggtttggga 


gagataatta 


3660 




ataggcctgc 


ttgtatcagt 


tagggtccca 


actgcaaaca 


gatggtgcac 


ttcaaatagg 


3720 


35 


ataactccct 


acagccagtc 


agtgaatgtg 


caaacctctc 


aaggccctga 


ggttttgtac 


3780 




tgaagaccta 


agcacacagg 


taagaaattg 


aactctgccc 


gtcttcactc 


attgaaaata 


3840 


40 


gctaacacag 


tcaggtgacc 


aggcgacatg 


gatctgcagg 


ctggctaaaa 


ggcctaagca 


3900 


ggtattccag 


ctgtaccctc 


tgcaacttct 


gtttttttct 


ccaaaagcac 


ttgatggcct 


3960 




tttcctcttc 


attgcactaa 


ttcatcttta 


ctcaaagcat 


gactcttgtg 


attttaagca 


4020 


45 


tctagaaaag 


cttttttgtg 


atggataaaa 


cttttatctt 


accagctgat 


gtatagccca 


4080 




tttctctatt 


actcacgata 


acagctcttc 


tcacttccac 


acatgtgcag 


agcattttcc 


4140 


50 


atttctaggc 


tggaggttat 


atccattctt 


gctactctgt 


ttcttcatat 


acttgtcaaa 


4200 


agagtgttaa 


actgacacac 


tgatagcttt 


caggttacag 


atggtctcga 


tgtggccctg 


4260 




tccaattttc 


cagcattctc 


cttttattta 


tttttatctt 


atttatttat 


ttatttattt 


4320 


55 


atttatttat 


ttatttattt 


tttgagacgg 


agtctcgctc 


tgtccagccc 


agactggagt 


4380 




gcagtggagc 


gatctcagct 


caccacagtc 


tccatcttcc 


gggtttaagt 


gattctccgg 


4440 


60 


cctcagcctc 


ccaagtagct 


gggattacag 


acgcccgcca 


ccatgtccgg 


gtaatttttt 


4500 


tgtatcttta 


gtagagacag 


ggtttcacca 


tgttggtcag 


gctggtctcg 


aatgcctgac 


4560 




ctcaggtaat 


ccacctgcct 


tggccttcca 


aattgttggg 


attacaggca 


tgagccactg 


4620 



wo 2005/071104 



PCT/AU2005/000078 



5 





cgtctggcct 


tgttttgttt 


tgatgttaga 


tattttaata 


gtgacaaata 


ttttaaataa 


4680 




catataaaat 


atttttaagt 


tatgtacaaa 


ataaatacca 


gctactagaa 


acccatttcc 


4740 


5 


catctcagga 


ctagaatata 


cccccttcct 


gcgtatctct 


cctcatcctt 


ttaaaaaacg 


4800 




attatggggc 


tgggcgcaca 


cctgtaatcc 


cagcactttg ggaggccaag 


ttgggggatc 


4860 


10 


acccgaggtc 


gggagttgga 


gaccagcctg 


actaacaagg 


agaaaccctg 


tctgtaataa 


4920 


aaatacaaaa 


aaaaaaaaaa 


actagctggg 


catgttggcg 


catgcctgta 


atcccagcta 


4980 




ctggggaggc 


tgaggcagga 


gaattgcttg 


aatctgggag 


gcagaggttg 


cggtgagcca 


5040 


15 


agatcatgcc 


gttgcactcc 


agcctgggca 


acaagagtga 


aactctgtct 


aaaaaaaaaa 


5100 




aaaaaaaaaa 


aaaaaagcaa 


atatgctatc 


tcttctgtat 


atttccctaa 


gcaacatatt 


5160 


20 


gtttagtttt 


gctggtttgg 


gcacattttc 


tgcaatttgt 


attttccact 


ccctcatagt 


5220 


tctaagaatt 


attcatattg 


ttacatgtaa 


caacagcacg 


ttcattttcc 


ctgtgtaaag 


5280 




ttcataatgg 


gaatatggta 


taaattattt 


attcattctg 


ttgctagata 


cttgagtgtt 


5340 


25 


ttccagtttt 


tgttattatc 


aacaatgctg 


ctgtgaattt 


tcttaaagat 


atttcctggt 


5400 




gtacacgttt 


tagagtttat 


cttgggtctc 


ctaaaactag 


tagtagaatt 


gctaaattat 


5460 


30 


aagatacatg 


catctttatg 


ttatattacc 


atctttataa 


ggtaatatca 


aattgttttc 


5520 


caaagtaatt 


gcaccaactt 


ccagtcctac 


cagtattgta 


tgagctcctg 


ttgacccatg 


5580 




ccctcaccac 


ctgtgatatg 


acatcttgat 


ttttttgcca 


gtatagtttt 


tgtaagagga 


5640 


35 


tattacattt 


ctctaatagc 


tagtgaaatt 


aattatctca 


gccagtcatg 


gtggctcaca 


5700 




cctgtagtcc 


cagcactttg 


ggaggctgag 


gcagatgggt 


tgcttgagct 


gaggagtttg 


5760 


40 


aaaccagcct 


gggcaacata 


gtaaaaagcc 


atctctacaa 


aaaatattag 


aattagccag 


5820 


gcgtggtggc 


atgcacgtat 


agtcccagct 


actcagaggc 


tgaggcggaa 


ggatcactcg 


5880 




accctgggga 


gctggaggag 


ctgcaagtga 


gttgtgattg 


ggccgctgca 


ctccagcctg 


5940 


45 


ggtgataggg 


cgagaccctg 


tcttgaaaat 


aaatgattta 


ttcttagaca 


ctatattagt 


6000 




ttctcagggc 


tgccataaca 


aatgaccaca 


agctgggtgg 


cttaataata 


acaaaaattt 


6060 


50 


attctctcac 


agttctggag 


gctagaaatc 


caaaatcaag 


gtgttggcgg 


ggctgtgctt 


6120 


cctctgaagg 


ctctcagaag 


aatccttgct 


tgcatctcca 


cctcttgctg 


gctccagacg 


6180 




ctccttggct 


tgtgactgca 


tacctcagtc 


tctgcctctg 


cctgcaggtg 


gccttctcct 


6240 


55 


ccatgtgtct 


ctccccggga 


tggctcttct 


aaggatgctt 


gtcattggat 


ttaggaccca 


6300 




cccaaataat 


ccaggatgat 


ctcaagattc 


ttaattacat 


ccgcagagac 


cctgtttcca 


6360 


60 


caaaaggatt 


cacaggttct 


ggggattagg 


acatgtccct 


atggtagtcc 


ccactcaacc 


6420 


cactgcatgt 


acaatcccta 


ttcatatttc 


ctcttcctga 


aatataggtt 


catgattttt 


6480 




ttccattttt 


ctatctaatc 


tctgcctgtt 


tttcttttct 


tttttttttc 


tttttttgag 


6540 
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atgaaatctc 


tatcgcccag 


gaaggagtac 


agtggcacga 


tctcggctca 


ctgcaatctc 


6600 




tgcctcccag 


gttcaagtga 


ttctcctgcc 


tcaacctccc 


cagtagctgg 


gattacaggc 


6660 


5 


acatgccacc 


acgcccagct 


aatttttgca 


tttttagtag 


agacggggtt 


tcaccatgtc 


6720 




gtccaggctg 


atctcgaact 


cctgacctca 


ggtggtccgc 


agtattcata 


caataatata 


6780 


10 


gtattgcttg 


aataatacag 


tattgtatga 


atattctccc 


agtctgtata 


ttttcacatt 


6840 


ttaatagagg 


ttcttaattt 


ttatgtaatt 


gaatttgtta 


atcttttctt 


tcattttaaa 


6900 




aacactttgt 


gttttacaca 


gtaaatcctt 


ccatagtccc 


aaatacatta 


ttttcttata 


6960 


15 


ttttcttcca 


aatcatttga 


caattggcct 


tacagcttta 


cattttaatt 


catcaagaaa 


7020 




atgtttatgt 


ttatagtgtg 


cagtaaggat 


gcaatttttc 


ttttttacgt 


gagtggagat 


7080 


20 


aaccgatgcc 


cctcatcccg 


ccctgatgaa 


tgtctagagc 


agctgtggtt 


accttgtaat 


7140 


aatgtgactg 


caagcttgag 


aataaaggca 


tgacttgaca 


tgactgaggg 


atgggatgcc 


7200 




gtcaacactg 


aagtgaccat 


tagctttatt 


acaaagcaca 


actcaacata 


tatcattgta 


7260 


25 


ttcccagcac 


tttgagaggc 


tgaggctggc 


ggatcacctg 


aggtcaggag 


ttcaagtcca 


7320 




acctggccaa 


catggtgaaa 


ccccgtctct 


actacaaata 


caaaaattag 


ctgggcatgg 


7380 


30 


tggtgggtgc 


ctgtaatacc 


agctactcag 


gaggctgagg 


caggagaatt 


gcttgaaccc 


7440 


aggaagtgaa 


gtttgcagtg 


agccaagatc 


acaacactgc 


actccagcct 


cctgggtgac 


7500 




agagcgacac 


tccgtctcaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaccaa 


7560 


35 


ctaaaaagaa 


taagcaaatc j: J^agatcaacc 


tccctactct 


gataacagca 


tgaaatacgt 


7620 




gctatcctat 


aagctctaat 


acaattttgc 


atacactgaa 


gtctatctct 


agtcaagttt 


7680 


40 


agctataacc 


accagtaact 


tagtgccatt 


caagctgtat 


tttgtgttgc 


atatttgcca 


7740 


gatgacatca 


ttgaataaat 


agagtgtggc 


caacaagccc 


tcaggtttga 


agtcgttctc 


7800 




atccaccagg 


tggatgaatc 


agcagtgccc 


ggtgtggtta 


aggaaactgg 


gcacagttgc 


7860 


45 


attgcatgcc 


tcttcaatta 


atcatgcaaa 


ttagccagtt 


gggtgagaca 


gtccactgaa 


7920 




tccataattt 


catgtctgat 


aaattgaaca 


tgtacataca 


aagagaaatc 


tgaggtctca 


7980 


50 


gaaaacccag 


ttttacaaaa 


tgcatagttc 


ttttttaaac 


caggaaggaa 


ataattgttc 


8040 


aatggaactc 


aatccatcac 


ttctgggcct 


cataaataac 


acaagtcttc 


ctttagaaaa 


8100 




gtcacaatgg 


gggaagaaaa 


caggcccaca 


agctgtatgt 


gctgtattct 


cactgaccag 


8160 


55 


attttgcaag 


tcatttgttg 


gcttagaaag 


tctctagacc 


tgctctgtcc 


aaaatggtag 


8220 




gcgttagcct 


catataactg 


tttaaattta 


aatgaattaa 


aattaaataa 


aattaaaact 


8280 


60 


tcagttcctc 


actttgcact 


agccacctgt 


caggtactca 


gtagtgccac 


ccagggcagc 


8340 


atagatagaa 


cattcccatc 


atcacataga 


gtctttggat 


agaactattc 


tatacatttt 


8400 




cttccagtct 


atgcacaggg 


ttctaacatt 


cgtggtagtc 


cttaatggtt 


taccaagtgt 


8460 
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tttctcatcc 


tcataacatt 


attggtagaa 


agccaataat 


attttattaa 


tagccaataa 


8520 




taatttattc 


caaatttctt 


tatcaattgc 


tgagtagcag 


attccctcaa 


aacatagcaa 


8580 


5 


tttaaacaac 


aaacatttgt 


taactcccat 


catttctgat 


ggtcaggggt 


ctgggtgtgg 


8640 




tcggctgggt 


gatgtggctc 


aggggccctc 


atgagggcac 


aagtcaagat 


gtctgctggg 


8700 


10 


gctgcagtca 


tctgaaggta 


cagctagggc 


tggggaccca 


ctttctagct 


cactcatgtg 


8760 


gctgttagaa 


gaagccttcc 


attcctcatc 


acgtgggctt 


ctggctttcc 


ccagagtgaa 


8820 




taacaggaga 


gactatgaga 


gcgagagcga 


gagagagcca 


ggagagacct 


cggtgtcttt 


8880 


15 


tatagttgct 


gagggttgaa 


tgtgtccccc 


agagctcagg 


tgttgaaaac 


atgatcccca 


8940 




aggtggccgt 


gttgggaggt 


ggggcctagg 


gagaggtatt 


tgggcatggc 


ggcatcaccc 


9000 


20 


tcatgaacag 


attaaggcta 


ttatggaggg 


agtgggttcc 


ttataaaaac 


acaagttcaa 


9060 


tctcctcttg 


ttctttctct 


tgccttctct 


caccctctca 


ccttccacca 


tggaatgctg 


9120 




ataaagagaa 


ggcccttgcc 


aggtgctggg 


ccctcagtct 


tggacttctc 


agcttccaag 


9180 


25 


ggcgtgagcc 


aagcaatttc 


tgttcattgt 


aaattaccca 


gtctgtgcta 


ttctattaca 


9240 




gcagcacaaa 


atggactaag 


acaataacct 


aatctcagaa 


gtgacatcct 


gtcctttctg 


. 9300 


30 


tattattcta 


ttacacagac 


cctggtggat 


aagagatggg 


ggagatgaca 


ccaaagtgtg 


9360 


aggatcagga 


gttaggatcc 


ctgaggctca 


gcttagcgtc 


ttcgctaatc 


acattttagc 


9420 




taatccccca 


ttgccactta 


agaagccaag 


taatttgcga 


agtttacaca 


cagcccgtaa 


9480 


35 


atgtcagccg 


cagaacgctc 


acctcaatcc 


tgacttttag 


ctccgtttct 


ctacagtact 


9540 




ccacctttac 


ccatctagat 


accaccccaa 


cccccttaaa 


caatttggct 


tctaagaaat 


9600 


40 


cgatgacaca 


gatgaataat 


gttaacctgc 


aaatgttaca 


gctaaggttc 


aaaaggtctc 


9660 


agaagcttga 


ttaataacaa 


atgtccctct 


cctttcactg 


ctttttcagg 


acaaaataat 


9720 




cataagacag 


taggaaaaaa 


acagaaagag 


cctgctactg 


acaaagattt 


tctcctgagc 


9780 


45 


caaacttcag 


tcgggctctt 


gcaagccccc 


caggctgtga 


ccttggtgtc 


tgtccttgtt 


9840 




gcacctgcac 


tgaccacttg 


cagcaagagt 


cctgtgagtc 


actttaacca 


gaactcctct 


9900 


50 


cactcgtgat 


gtatcgttgt 


agttgttttc 


catccacaga 


ccctccccac 


tttgctccct 


9960 


ggctgtaaat 


ccccagttct 


cctacttgtg 


tttggagttg 


agcccagtct 


ctctccccac 


10020 




cgtaagaccc 


cactgcagtg 


ccttacagct 


gtctcagtag 


cactgaacac 


atagcctgcc 


10080 


55 


tttccagctt 


cactctactc 


tggaacaaat 


gtctagcaga 


gggaaaaaat 


cagggaaagg 


10140 




ttgttatttg 


ttctgggtct 


ttcatacacc 


taaccacaca 


ggagaggcaa 


tatttcacaa 


10200 


60 


attgttgcat 


agaaaaggat 


ggggtggggc 


agggacaaac 


gatgttcctt 


cctaaacatg 


10260 


caaaacaacc 


aaacccactt 


aaagaatctt 


atccttaact 


cggcacggtc 


ttttttattt 


10320 




tttttggtgg 


tgggggacgg 


agtctcgctc 


tgtcgcccag 


gctggagtgc 


agtggcgcga 


10380 
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tcccggctca 


ctgcaagctc 


cacctcccag 


gttcaagcga 


ttctcctgcc 


tcagcctctc 


10440 




gagtagctgg 


gactacaggt 


gcaagccacc 


acgcccagct 


aatttttttt 


tttttttttt 


10500 


5 


ttttgtattg 


ttagtagaga 


cggggtttca 


ccgtgttagc 


taggatggtc 


ttggtctcct 


10560 




gacctcgtga 


tccacccacc 


tcggcctccc 


aaactgctgg 


gattacaggc 


gtgagccacc 


10620 


10 


gcacccggcc 


aatatggcaa 


aagtcgtaat 


tttttttgaa 


tgattctgtt 


tcaaataaag 


10680 


gtcaaagtgt 


gaacaaagta 


ggccatatca 


ccaaatataa 


gctgacttca 


cttttcgact 


10740 




cgaaatttga 


tattgacagt 


tacaggtaca 


aagaaattca 


aattccaaat 


gttcatagat 


10800 


15 


ttgctgacag 


tcggtgtttc 


cagctgacta 


tttatcctct 


ggtaagtatt 


ggatatctga 


10860 




gtttggttaa 


tattcacttc 


cgggagttcg 


tttacacaat 


tggaaaatat 


actagaaggt 


10920 


20 


tttgggtact 


tgaggaaaga 


gcagtgggag 


cagagaaaaa 


tcttctggtt 


gaacaaataa 


10980 


aatttcatgt 


tcttattttg 


tctgccatta 


tgatagaaca 


atagtctgca 


agactgaata 


11040 




gttttgcatc 


tgaaaacttc 


tttctcactg 


ttatggactg 


aatctttctt 


ccatctcccc 


11100 


25 


agttcatgtg 


ttgaagccct 


aaccctcaat 


gtgactgtat 


ttggaaacag 


ggcctttagg 


11160 




aaggcaatta 


aggttaactg 


aggccataag 


ggtggggcct 


taatccaaca 


ggacttgtat 


11220 


30 


ccttgtaaga 


ggaagacacc 


agagcttgct 


ctctctgtag 


gcacggagca 


aggccatgtg 


11280 


aggatacaca 


gagaatgtgt 


ccacctacaa 


agcaggaaaa 


gaggccacac 


cagaaacgac 


11340 




actgtgggca 


ccttgatctt 


ggattcctag 


ccctcagaaa 


catcagaaaa 


tacatttcta 


11400 


35 


ttatttaagc 


cacccattcg 


atggcatttt 


gttatggcag 


cccaagcaga 


ttggtatact 


11460 




caccattaag 


agaaagcttc 


aagaatcctt 


caatcttatc 


attggagtta 


ggcccaattc 


11520 


40 


ctgctgacca 


atgagctgaa 


gtacatcaat 


ttattttttc 


tttaaaataa 


ttcctaggat 


11580 


attttaaaag 


ggactgctta 


gctgaaatac 


atgatgtcaa 


ctgcaagtaa 


tgctaatccc 


11640 




aacacaactc 


agattaaaca 


atatggaaac 


ctatgctctc 


ccattaaaaa 


caaaacaaaa 


11700 


45 


caaacaaaca 


aaaaaaacac 


atctttagtt 


tgcgtggcct 


acagggatgg 


ttcattcaat 


11760 




gtcatcaagg 


cccttcgtct 


gccttccttg 


gtttaggcct 


catcctcact 


aatcaagata 


11820 


50 


actattgtag 


tcccaaccat 


gacatcctta 


tttttgtctg 


ccattatgat 


agaacaatag 


11880 


tctgcaagac 


tgaatcattt 


tgtatctaaa 


aacttctttc 


tcagataata 


tctcttgtga 


11940 




ttctttctta 


ggagggagga 


attttttttc 


cagaaacctc 


caagaaactt 


cctttaatat 


12000 


55 


ctcactgact 


accattgatc 


aacatgccca 


tgacaagaaa 


tagagaacta 


ccctgatggg 


12060 




tttagataga 


tgatctgtta 


gagaatggat 


gctgagaaaa 


tatcaccata 


cctcattaaa 


12120 


60 


gtttctatat 


aagattagct 


tttgtgacta 


aaaaattcta 


ccaggaaaag 


ggatgagatt 


12180 


taatagtaaa 


gaagtataga 


tagagggaat 


attccaaggg 


taaaattact 


tgttgtcata 


12240 




tgtaaaacag 


aaatggagag 


aaaggagaat 


tggagagaga 


aaaaaacaaa 


acactagtgg 


12300 
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ttccagtcca 


ggaaagagaa 


aagcaaggtc 


tacattgaaa 


tgctgatcat 


gaaatcatgt 


12360 




gacatagtcc 


ttgtcagaat 


tcattgagaa 


tcattggtgt 


gtatttttct 


gctgttcagc 


12420 


5 


ctaaacaagt 


taaaagccag 


actataattt 


ttgaattgaa 


aagcaatgtg 


tctaacagta 


12480 




tgcatatata 


tacatgaaaa 


tatgtaatcc 


aaacaagtaa 


tggatgtgtt 


ttatgtatgt 


12540 


10 


attcctgaac 


acaatcactg 


atgttctcac 


tctgattaaa 


ggacctactt 


ttacacaatt 


12600 


atttatccaa 


actcgtagct 


gctacaagag 


agcattttcc 


tgcagctatt 


atttgatagt 


12660 




tttttgctcc 


cctcctaggc 


caattcttaa 


accacaacac 


tgctgacctt 


tagtgtaaaa 


12720 


15 


ctgtcatggt 


tcctgaaggg 


tgcaaatgag 


gtgcaggcta 


tgaggagcta 


gtgcactata 


12780 




gcaggcaaga 


gtgtttgctc 


tggaggcagc 


cagccttagg 


gttcagtctg 


aaaggtgacc 


12840 


20 


cagtgtgtta 


tttaatctac 


ctcaaacctc 


agttttcatc 


tgtaaaatcg 


gggtagggca 


12900 


ttaattgcta 


atgcttccca 


ggattttgta 


agaatgacat 


gagataatgc 


atataaagaa 


12960 




ggtggaacca 


agtccggagc 


ataactggca 


gtaaatacat 


gttactggcc 


attggttcta 


13020 


25 


cagagcttca 


tagctgagat 


aggagtggca 


gggtgagaca 


cagtaggtaa 


atttgaggag 


13080 




actaatgata 


ttgtagttac 


aattattctt 


tttttttttc 


agatggagtt 


tcgctctggt 


13140 


30 


cgcccaggct 


ggagagcaat 


ggcgcaatct 


cagctcactg 


caacctctgc 


ctcctgggtt 


13200 


caagtgattc 


tcctgcctca 


gcttcctgag 


tagctgggat 


tataggcaca 


caccaccatg 


13260 




cccagctaat 


ttttgtgttt 


ttagtagaga 


cggggttttg 


ccacgttggc 


caggctggtc 


13320 


35 


tggaactcct 


gacctcaggt 


gatccacacg 


cctcggcctc 


ccaaagtgct 


gggattacag 


13380 




gtgcaagcca 


ctgtgcttgg 


ccacaattat 


tctttactgg 


tatctctcac 


aaccagtgag 


13440 


40 


ggagattttg 


tgtgtgtgtg 


tccattttag 


agatctatct 


ttatagagga 


aagtgagatt 


13500 


cccaaaattc 


agttataacc 


aaataaattc 


aaactatata 


tgtcaaagac 


aagattcaaa 


13560 




acaggtcaaa 


acaggtcttc 


taacctcaag 


tgtaatgctc 


tttctactgc 


atacttctat 


13620 


45 


tgagaaagta 


gcttcaatag 


taagttgcca 


gatgacttgt 


tgcctactgt 


tcaaaaggtt 


13680 




agaatctttc 


aatcactgag 


ctggtaaagc 


atcacaaaaa 


ttatatttat 


cttgcaatat 


13740 


50 


ctgttcccaa 


accacctggg 


gatgtttatc 


ttatatttga 


gggacagaat 


gtctacggcc 


13800 


accctactcc 


actatgggtg 


tgtctttaaa 


atgaaagtat 


actttgtacc 


tttttttttt 


13860 




aatggttagc 


cattagtagg 


tgatttgtaa 


tacctccaaa 


tactttccca 


agtgactggt 


13920 


55 


tatggcatca 


gaaatttcat 


gttttaacta 


tagctttaag 


aaagcccttg 


ctataaggca 


13980 




ctgggaaggg 


tggaaggata 


ttattataac 


atactcatac 


ccatagttaa 


ccagcactga 


14040 


60 


ttcccatcag 


attgactagg 


tgtctaatgt 


tctttttttt 


tgagatggag 


tctcgctctg 


14100 


tcaccaggct 


ggagtgcaat 


ggcgccatct 


cagctcactg 


caacctctgc 


ctcccgggtt 


14160 




caagtgattc 


tcctgcctca 


gcctcccgag 


tagctgggat 


tacaggcacc 


cgccaccatg 


14220 



wo 2005/071104 



PCT/AU2005/000078 



10 





cccagctaat 


ttttgtattt 


ttagtagaga 


cggggtttca 


ccatattagc 


caggctggta 


14280 




tcaaaccctt 


tccctcaggt 


gatccacccg 


cctcagacta 


ccaaagtgtt 


gggattacag 


14340 


5 


gcatgagcca 


ccgtgcccag 


ccaggtgtct 


aatgttctaa 


tggctccctc 


tgagagtaca 


14400 




agctgattcc 


ggagaagagc 


tgtatttgaa 


tgcaaagggt 


aaaataattc 


caaggtgcag 


14460 


10 


gggaagtgga 


gagggctgat 


atttcctctc 


acctccagga 


aggggaggcc 


gcaatgggca 


14520 


cacaggcaga 


tgagaaagca 


gtgaaagcag 


cagagagggt 


gggatgccag 


gagtcagtca 


14580 




agcctactta 


gaagtatttg 


gtcctagggc 


tattccaaaa 


aatgtctcag 


aattgtttcc 


14640 


15 


tgctttaaat 


ctatgatttc 


ccctggtttt 


atgagtcagc 


aaagacggaa 


aacaactaaa 


14700 




aggccatgtt 


aatatttctt 


aatcactaaa 


cacacctacc 


tcattaaatc 


ttgggtctta 


14760 


20 


catattttca 


cccagcatat 


tgttggtact 


tgataaatat 


ttgctgaatg 


aatgaatcct 


14820 


tccatgattc 


tgggtcctcc 


cttatacttc 


agaggtgact 


cagtattgga 


cacactgaaa 


-14880 




ttttaatgct 


tgatgtagcc 


ttccataaaa 


tagcagtgtt 


tttaaaggtc 


tagaccaagg 


14940 


25 


tgtccagtgg 


aactctgtca 


tgacgaaaat 


gttctttgat 


ctgctgcgat 


caatacaatt 


15000 




gtcactagcc 


acacatggtc 


actgaaactc 


ggaatgcagc 


tggtgagact 


caggaagtgc 


15060 


30 


cttttaattt 


agtttaactg gaagtagcca 


cagggggcaa 


gtggctgccc 


actacattag 


15120 


cacagctcta 


gaggttctgt 


taaaagtttt 


ctgcccatct 


cactttgaaa 


accagctatt 


15180 




ttgactaata 


tcatcaattg 


ttattcataa 


gttcctgtca 


tttgtgattt 


ttatcttttt 


15240 


35 


taagtaattt 


ggtttattta 


ttacaacttt 


aaagtgagta 


tagcaaacca 


aatggacttc 


15300 




agcgagaagc 


ctctcggggt 


gaatttattg tgaatcattt 


tgaggacttg 


caatatgtgg 


15360 


40 


tcaatttcta 


atttcaacta 


ttgacacaaa 


a^ggagagagc 


ctgtgtagtt 


gaaacaggga 


15420 


agcaggagaa 


gtccgctggg 


cactgacaga 


ctggcctctc 


aagccagcct 


cctccctcct 


15480 




taggaatctg 


gcaccctcta 


gctgccctcg 


gggtctgcag 


gagctctaaa 


atcccttcct 


15540 


45 


atatccctcc 


gtgtcctagc 


tccctggatc 


ctctcctccc 


ttccaaatca 


aaatgtacct 


15600 




tgagggagag 


gcttgggcag 


gaggatctct 


tgagcccagg 


agacctgact 


tgagtctgga 


15660 


50 


gacctgcctg 


gcagaatctc 


caatcagtgg 


tgatgatgct 


gattttatgg 


attaaaaact 


15720 


gagacactgc 


caagaagtga 


gggaagggag 


cgggggaggg 


caggaaaact 


aatattgttt 


15780 




aagtacctac 


tatgtgcgtg 


ctagacactt 


catatgatgc 


tcagtaaaaa 


tgctttgcct 


15840 


55 


gcatgaataa 


ctgttatctc 


cctggcaagt 


agagtgcagt 


atgttttttt 


tttgaatgga 


15900 




taaacacatg 


aatacatttt 


taccacatga 


agcagatatt 


agtcccatat 


cacagatgag 


15960 


60 


gacactgaca 


tttagacaag 


ttatgacttc 


aaggctaaac 


acacacaaca 


ttccaatcac 


16020 


ctaatcttgt 


tctctcctta 


ctgtttagct 


ccctgcccag 


tttcctctgt 


gctcagaatt 


16080 




ttgctcttga 


cctttgtaaa 


agaacgacca gctaaactga 


tcaacatatt 


tataccaacg 


16140 
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gatgcaaata 


tgatagaacc 


gcccccagcc 


cccttttgca 


aggatcttga 


atgttaatga 


16200 




caatcttctg 


gggacaatgt 


caactcacag 


aaatggctcc 


ctcggaattt 


cacgctgttc 


16260 


5 




tttggtactt 


tagtggcatt 


aaaaatatat 


tccacagcag 


atattttcct 


16320 




ggaggctgga 


cacttacata 


aagacgacgc 


attctttata 


aattaaacct 


caacagtgtt 


16380 


10 


tgcatttatc 


taaatggata 


ttatttcgag 


gaggagacag 


tgatttgcgt 


attagcccct 


16440 


atcactaggg 


atgacttgta 


agacacatta 


ggaactggct 


cctcccctat 


cccttcgccc 


16500 




cctcctctca 


gaaccttata 


agcttcagag 


tacggtcaag 


acaagaggag 


cattgggaaa 


16560 


15 


gaatttgaaa 


ataaaaatac 


agctccgtga 


ttttcaacac 


aaagaccacg 


aagagcataa 


16620 




taataagtcg 


tgaaaaaaaa 


ttcacatcca 


gaagttggag 


ggccacaaag 


tacaagtcgt 


16680 


20 


ccaggccagt 


ctgcagagac 


tgttcatgct 


tccgcccagc 


aaaaatctgg 


caggcgacac 


16740 


atcgcgacga 


atttcggctg 


cagaagagga 


agagcatcac 


ctgcagtccg 


cggcgtggga 


16800 




aacgccgccg 


gaggggctcc 


gcgagccggg 


gaagtgcgcg 


cagcggggct 


ccaggcggct 


16860 


25 


ccaggcgctg 


agtgcgagga 


acgcccgcgc 


tcgccggcgc 


ccgggagacg 


cagccgaagg 


16920 




aggagggcgg 


gcgtttcacc 


cgcgccacag 


ctgcggccgg 


ccagagagac 


cgcagaggcc 


16980 


30 


gggacccccg 


cagcctccac 


ggccgctgct 


gccactgtcg 


gggtggcgcg 


cccagccgga 


17040 


gaatcccgtc 


cgcgcccggg 


gcggggggcg 


aggcggggcg 


ctgacgtcac 


ctcccctccc 


17100 




ccaccgcctc 


caagggggag 


ggagtgggga 


aagaggcagc 


gagtcgccgc 


agccggcggc 


17160 


35 


cgcaactcct 


caactcggcg 


gctggctgcc 


tgggcacgtc 


ctgacaaact 


tggctgctcc 


17220 




cgggccctcg 


ttccggcccc 


gcgcactctc 


ttttcgcctg 


cgtttggtgc 


ttaagtttgc 


17280 


40 


cctggtcgga 


agcctccgga 


gatgcggccg 


cctgggtccc 


ggcggcacgg 


acgttggcac 


17340 


tctggttagg 


gacatgctga 


agatcccggg 


gaggcaaagt 


tggtacttca 


aacccggctc 


17400 




ttaacacata 


tctacaccgc 


gaggggatca 


cggagctgcc 


gaggacttta 


gagcccaggg 


17460 


45 


ccgaggactc 


ggctagactg 


gtgagttctt 


tgttcaaatc 


gtgcatgcct 


tttggcattt 


17520 




aagtttaaac 


gttaatgaaa 


ttacgtgggg 


tgtgtggctc 


taagcgagtg 


cggggaagcg 


17580 


50 


tgtgcgccct 


acgggttctc 


ggctccagga 


gctgcgcatc 


cctctggctt 


tgtgcggatc 


17640 


ggcgatgaaa 


gattcgtatg 


catagctttg 


ggagttcata 


aaatacatat 


agagcactgt 


17700 




taaaaagaac 


ttgagaggcg 


atgctgtttg 


tgcattattt 


tgaatgtaac 


ttattatagc 


17760 


55 


aatggtgcct 


agggagggcg 


catcggggcc 


gcgagatttg 


caggggcgca 


gcgccctcta 


17820 




* 

gtccgggcac 


ctggcgaggc 


gcgctccttg 


cagggttctg 


tgcggaggcg 


aacctggacc 


17880 


60 


tccccggcgc 


tcggcgacgt 


gggcgcttgc 


tcaccccagt 


cttcactgac 


cacccacccg 


17940 


ggcccattct 


ttatatgagt 


tacaaaaatc 


agcttgggtg 


gactggatgt 


agaggccgtg 


18000 




ctggaggaaa 


gcgttttgtt 


tctggaaccg 


tctccccaac 


cccctcccta 


atttccacga 


18060 
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gcctttgggg 


acagggttag 


ggagggtcga 


ttatttaaag 


gacaaatgtg 


gaacttgaac 


18120 




cacatttctc 


tctctcatat 


aaaataattc 


gatttgtggt 


agctaatagg 


catgtccatt 


18180 


5 


tcgttctgtt 


ggcgcttaag 


gatcagtaga 


atcgtggcag 


agtcctaagt 


ctgaaatctc 


18240 




catccctggc 


tctcggcggc 


tcctgtggcg 


acgaagtgca 


acttcttcca 


ggcagataga 


18300 


10 


tttctcaggg 


agcctggaaa 


atcgggattc 


ccagacagat 


gtaaaacatc 


tagtaagccc 


18360 


taggaagcgt 


tattacttat 


taattaatgg 


taatcttctc 


caggaattct 


cttgtgccat 


18420 




ttaaaaaaaa 


tcccgtgatt 


ttacgtcagg 


gaatggtatc 


tttgtacttt 


ttttactgtt 


18480 


15 


cttcttttcc 


ccttttagca 


ttactcccgc 


ttcctcgctc 


ccaggaaacg 


gctggagttc 


18540 




cggtgtgttt 


gggttttgct 


gagatttaca 


attcggcaag 


cggcacaagc 


cggttgggct 


18600 


20 


tggagatcag 


gtcacccact 


ttcgaggtgt 


tccatgtatg 


aaattgacct 


gtaagcactt 


18660 


ggagcaatta 


tggccgggac 


aaacacgtct 


ttggatgatg 


gagtttgcat 


ttgctggatg 


18720 




tgtgaatcta 


tgtgtattcc 


aactggtggg 


cagggaatat 


agggctacga 


atcggcacac 


18780 


25 


tcatcttgca 


ggcattattt 


ttccttccca 


gccacaacct 


gctagacacc 


tttattatta 


18840 




ttattttttc 


cggtcacctc 


taagatggct 


tataaggtga 


ctgcgttaac 


tttgaaccca 


18900 


30 


ggaaattctc 


tttcacactt 


gactgccctg 


ccgttcccct 


ccccgccaag 


ctcccctcac 


18960 


cagtcccagg 


gaaatcggat 


ctctttgtct 


tcccagtgtt 


aaaatgcctg 


agtcccacaa 


19020 




actttccgag 


atcaagtccg 


ccctcttgtc 


cgggctgcgt 


cccagcgcct 


ccggccctcc 


19080 


35 


gggcttcggc 


cgagtccgcc 


ctgcgccgag 


cctgcggctg 


gagccctgcc 


cgcaccgggg 


19140 




atgggctccg 


cgcccgggac 


gctcaggctg 


ggcgcccggc 


gcggggagtt 


ctcggagcgg 


19200 


40 


gcttctcggc 


gctggggctt 


cccctctgcc 


taggaacttg 


cagttgtcgg 


cctggggtca 


19260 


cgctttgggg 


cccctggggc 


cgactcccgg 


gctaggaagc 


ccgcgggacg 


ccgcgactgc 


19320 




cttttgtccc 


acaggcctgg 


gcgtccgggg 


tgtcagcggg 


ggaggccagg 


cgcccgcggc 


19380 


45 


ggggagggcc 


tggggtctaa 


ctcggcagaa 


aaaggtcgcg 


ggggaagcgt 


ttccattttc 


19440 




tggggattga 


aggaggaagt 


agattccgac 


ctagctgcat 


tcctttggag 


acctgaagga 


19500 


50 


cgacttcagc 


ccaccaaacc 


ttcgcggacc 


cagagccgcg 


ccattcaaat 


gcagattcag 


19560 


gggctcccag 


aaggctatgg 


aaaagctaaa 


gggatgcctc 


tgggaagctt 


tctcattagg 


19620 




ccccagcctt 


tttttttttt 


tttttttttt 


agctaagcta 


acgtttccct 


ttcttggcag 


19680 


55 


ggagctttcc 


ccaattcctt 


gcacagcgcc 


tgtggctggc 


cgtaactaac 


ctcggcatca 


19740 




caagcctcgc 


cctgcccctc 


ggagccgcgc 


tagaccccgc 


tgggcgcctt 


ctcgtctccc 


19800 


60 


agcacggacc 


tggtgttcgc 


agggactggg 


gctctttggg 


tccgggcggg 


actgcgtggc 


19860 


cgagcccgcg 


gtcccagagc 


cggcagccgg 


ggaaagtggg 


ctcgagtttc 


cgcgcccgag 


19920 




aaatgagcgc 


cggcgccggc 


gggcggggcc 


ggggcggagg 


gatctcctgc 


gctcggggag 


19980 
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cgtgaggcgc 


cggcgccgag 


ctgggcggcc 


gggcgcgggg 


agagggcgcg 


ggagcggctc 


20040 




gtgcggcagg 


taccatgcgg 


acgcgcgagc 


ccggcgaggg 


ccccggcagg 


cccggtccct 


20100 


5 


gctcgggggc 


gcgctgagac 


ggcgggtgag 


ctccacgaga 


gcgccgtcgc 


cacttcgggc 


20160 




caactttgcg 


gttagttcgc 


tggggcgcgg 


gccggcgggc 


gggggcgaga 


gcgtgcagcg 


20220 


10 


cgctgcggtg 


cggactctgt 


gggtgtccgc 


ccggtccccg 


gctcgggctc 


<^ggcgctgcc 


20280 


gaaaacggat 


gagcgcgcga 


cttcccggag 


ggtggagtga 


ctcggtcctt 


cccagttggg 


20340 




aaattcagca 


ctggctaggg 


gggtcccggc 


ggcggagcgg 


gaaaaggagg 


cgaccgcgcg 


20400 


15 


ggaccgatcc 


ggggccattg 


ctggggtccg 


atcctttctg 


acacgccgcc 


ttccctccgg 


20460 




gagctcgccg 


ggctgcgccg 


gcctcgcggt 


ctcctggggc 


atcccgccgt 


ctgcgaaaga 


20520 


20 


cccgctcgct 


gagcggtgca 


cgcgggaggc 


ctgcgcgggg 


ctgccgggtc 


cctgggtctc 


20580 


tgggtgtttg 


cgccctgcag 


gagcgctgcc 


cggaggtgca 


gatgcaaccg 


gtggactgcg 


20640 




gagtgaaggg 


ctgcgaggct 


gcatttcggg 


gctgaacatc 


tgcacaatgt 


gcggtttgtc 


20700 


25 


agtgttttct 


gtcttctctg 


gaggaggaac 


ttctaagatc 


tttttaaaag 


aaagagtttt 


20760 




tggtccttca 


ttgcctttaa 


aaaaaaatgc 


tttcttttag 


agagccagct 


ttctgctgtg 


20820 


30 


tgttagattt 


ttttgttccc 


gctgatgtga 


attgcaaggc 


tttggaaaca 


aggacgcaat 


20880 


tgtatgagtt 


aggaaagtaa 


actcataaat 


attttctatg 


cagttaagtt 


tttttttttg 


20940 




tctgaactgt 


ggtttcatta 


agtggctttt 


gttaagcaat 


tcccgggtgc 


ctgatageEgg,, 


21000 


35 


cgatttttta 


aaagtggata 


ttaacagtga 


ttattagtat 


gagaaaagat 


tgaaaagaaa 


21060 




atgaccttca 


gatattcatt 


tccttttcaa 


aagcagattc 


ttaatgcttc 


gtatattcag 


21120 


40 


atacaggttt 


cgatagttta 


agaaggtatc 


tgtgtgtgag 


aactaggtaa 


tggtgatgtt 


21180 


tttcacacta 


ttcttaatga 


gtttggttat 


gctgtccaac 


acatccagtt 


gttacaggga 


21240 




cgtttgaaaa 


ggtgtttctc 


cagttaatag 


ttaattgtga 


tatttgtct't 


tgtctttttg 


21300 


45 


tcttaggaag 


acagctctga 


ttccacagtt 


agaattattc 


ctttgtattt 


aagatgtaaa 


21360 




aatacttaaa 


gcactatgta 


attttttaaa 


acaacaattg 


gtataagcct 


tgagtgatgc 


21420 


50 


taaacatggc 


atttaacaag 


ctcaaggtaa 


ggtttgattt 


gaatgaagtt 


tgcatttgta 


21480 


taaccatttt 


ttgaaaaatg 


aacaccttaa 


atgagccaaa 


ttctttggca 


ctctggaaag 


21540 




aagtgtggtt 


gttagaggac 


tttataaaat 


catttcgggc 


cacctgtata 


ttcatttgtc 


21600 


55 


tcttttgaag 


tatccccgtt 


gggttctcat 


catgttagta 


gatcatttaa 


atccatggtc 


21660 




cggacaggtg 


ccaacagaaa 


aatgtttaaa 


aattatggcc 


gggcgtagtg 


cctcacgcct 


21720 


60 


gtaaacccag 


ccctatggga 


ggtcgaggcg 


ggcggatcac 


cggaggtcgg 


gggtccgaga 


21780 


ccaacctgac 


caacatggag 


aaaccccgtc 


tctactaaaa 


atacaaaatt 


agcggagtgt 


21840 




ggtggtgcat 


gcctgtaatc 


ccagctactt 


gggaggctga 


ggcaggagaa 


tcgcttcaac 


21900 
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ccgggaggcg 


gaggttgtgg 


taagccgaga 


tcgtgccatt 


gcaattcagc 


ctggggaaaa 


21960 




aaaagaaaag 


aaaaagaaga 


gaagaaaaat 


ctttaaaaat 


tatgcacaaa 


ctaattctgt 


22020 


5 


tttcattccc 


ctgatcatcc 


tctacctttc 


cattgccttt 


agactttgct 


ttgaggtccc 


22080 




tttgaagcag 


tcgtttcttt 


gaatgttaga 


ggtggatagg 


atcttagaga 


ttatgtttt-a 


22140 


10 


acactttacc 


cgcttgcttt 


ccacccaagt 


ttggctgatt 


ttacgtagaa 


tcaatcagcc 


22200 


aaatcaaatt 


agtacattat 


tattgcatta 


gattctgtct 


cagtggcata 


atttgtagcc 


22260 




taaaggacct 


gatttaatag 


cagggagccg 


taaggctgga 


tgtgctgttt 


aatctttatg 


22320 


15 


agtgggattt 


gcgctagata 


attgttcttt 


tgaccaaatt 


atgtagaagt 


tgaagccaaa 


22380 




ctctatcttt 


tggtctcact 


taattgttca 


gtttgcaagt 


gcttatttat 


ccttagacac 


22440 


20 


tggaga'agag 


tttttgaaat 


gagtgatata 


catcagttaa 


gatcaggaag 


ttgccatttt 


22500 


ctcatacctg 


aggggaactt 


ttcatttcaa 


aaatatattc 


tgatgaggaa 


tctgcatatt 


22560 




tcactctttt 


aagtttttta 


agtcatcttt 


tactgtaagt 


cccagattta 


aatacattgc 


22620 


25 


ctgaattctt 


gcttaattcc 


aagggttcat 


tatgtatgtg 


aagataagtc 


tataaagtaa 


22680 




aaataataaa 


ggcttctata 


cactgcttag 


gaaatattag 


tcatgattta 


atctgtatcc 


22740 


30 


ttcatagaat 


attaaggtta 


gagctttgtg 


ataatctgca 


acacagacac 


tgatctggca 


22800. 


ttatctatag 


ccaattttga 


ggcagcgtaa 


ggtgggtggt 


gacctctttc 


tgagctattg 


22860 




gaaatgagtc 


ctctacagag 


cagccacctg 


cagtgttgtt 


accagcctcg 


tggttgtgcc 


22920 


35 


tggattttct 


gttaatttga 


gaaggatgga 


tgttttattt 


tcctatgtta 


tccctctcta 


22980 




tatcccctcc 


ccaacacagt 


cctgcctcac 


atttctcact 


cttaacgctt 


tattcatctg 


23040 


40 


tccatttacc 


aatccaacaa 


tagtggacct 


cctctgtgtc 


aaacattggg 


ccagacacaa 


23100 


catctagtgc 


tgaacaaatc 


gtgtttcctg 


ccctcaagca 


gctcgtagtc 


tgataaggga 


23160 




gaggacaagt 


acacagtctc 


ttatagacca 


gtgtgataag 


agatccattc 


aggtcaaggt 


23220 


45 


ggtccatagc 


agcacctcag 


tgagctgggg 


gatctggggc 


aggtggattt 


aggataatgt 


23280 




gagttctgag 


ggaagtgtga 


atcagagggg 


aacaattcaa 


gcagaggaaa 


tgatgtgtgc 


23340 


50 


aaagcaagtt 


atagaaagca 


tagtgtggct 


tgtggtgtga 


tgagtggaga 


gaaattctga 


23400 


agacctcacc 


gtaccatgtt 


atcttaggaa 


aaggattggc 


ttcttttttt 


tgtctaggta 


23460 




gaacatagag 


aatcttgact 


atgacttaaa 


taatcttatt 


aaaaaaggga 


ggattgtttt 


23520 


55 


tatgaggcag 


aggttaagga 


gagagaaaaa 


gaaagaaacg 


ttgaagagaa 


aggtgaaaac 


23580 




aaataagctg 


tatgtgagga 


gtggagggca 


ggaaacaaag 


aaaatagtaa 


tgtttgcatt 


23640 


60 


atctttcgga 


agggaagagg 


tcaagatgtt 


acattacttt 


agagccttca 


ccactaggtg 


23700 


gtgttattgg 


ctcaagacag 


cttggttact 


gaacttgttg 


caagtctggg 


aagtatgcct 


23760 




ttttgttttg 


aaataagaag 


tagtgttggg 


aaattaggaa 


attagttaga 


ggttagatta 


23820 
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tcaaaggtct 


ttaatgcaag 


gttaaga'atc 


atatacttag 


caggctaagg 


ggaaatactg 


23880 




aatattttca 


agctaaagaa 


taatatcaca 


aagaagtttg 


aataggttga 


ctgggattgg 


23940 


5 


gggcagaaag 


caggaatacc 


aaaagactgt 


aggaatactc 


tgcatgaaca 


aaatacccat 


24000 




tctaactagg 


tggtagcagc 


agaaatgcaa 


agggaaccat 


tttgagaaat 


tgagaaagaa 


24060 


10 


atgtcaagtt 


tggataactt 


ttgagaaatg 


aaggtttgag 


agccaggagg 


ctgtaaagat 


24120 


tttagtccat 


ccttcaattt 


ctcgaataca 


tagagtcgaa 


aggattaagc 


aagttccttg 


24180 




aattcacaca 


gttgattagt 


gacaaagctg 


gagctaggtt 


ccacatttga 


tgttctccca 


24240 


15 


accccttcct 


ttttgtttga 


tttgttagtt 


tgcaaacttg 


gttgatttgg 


gaagtggtga 


24300 




gattggaaaa 


taactggaag 


agctgttatt 


ttgcaatggc 


gaaagggtga 


aaagtctata 


24360 


20 


tagttgtccc 


ttggtctcta 


agggaggttt 


gggattttat 


acccaaatct 


gagaatgctc 


24420 


aagtccctga 


tataaaatgg ggtactattt 


atatttttac 


tgttttattg 


tttattttaa 


24480 




agacgttctc 


aacctgaggt 


tggttggatc 


catggatgca 


gaactcttat 


atagtgaagg 


24540 


25 


ccaatcgtat 


aacttaggtt 


tgatggtatt 


ttaggaggaa 


tgttacgagg 


tgtttgagag 


24600 




aggttagagc 


tgaaattgca 


gatttggtgc 


actgatcctt 


catgatttga 


ggcagagtag 


24660 


30 


atgagatctt 


taagggtggt 


aataaatgca 


tgtggaggaa 


gagttggaag 


acaagtttgt 


24720 


aatgccagag 


ttgtaggtga 


gtcagtgtag 


agtataaaag 


agtatggaag 


agaatcagga 


24780 




gaatgttgtc 


attcattttt 


catacctgtg 


gattgcctct 


ttgttttggg 


ggactctgtg 


24840 


35 


accgaatgaa 


ggatcaggag 


tgttggggag 


gggagtgagt 


ggtgtcaaag 


gtgtcatgaa 


24900 




atcaaggagg 


atgagcactg 


agaaaaggtc 


attggtttga 


cattagcttg 


tgatgcggga 


24960 


40 


acggctgttc 


tgccagggtg gacctgcagg 


atctctgtgg 


agcagcgttt 


ggcggagagg 


25020 


gagttctaag 


gaagccaggg 


cggtgctgtg 


aaactccttt 


tcttgcgatc 


tttgccagta 


25080 




taaaaaaaga 


gaagaataag ' 


agtgtttgtt 


tgaaagaagc 


aaaggtttga 


atgaagttta 


25140 


45 


ttttatttta 


ttttatttta 


tttttttgag 


acggagtctg 


gctctgtcgc 


ccaggctgga 


25200 




gtgcagtggc 


gcaatctcgg 


ctcactgcaa 


gctccgcctc 


ccgggttcaa 


gcgattctcc 


25260 


50 


tgcttcagcc 


tcctgagtag 


ctgggactac 


aggtgcatgc 


caccacgccc 


ggctaatttt 


25320 


tgtattttta 


gtagagacgg 


ggtttcacca 


tgttggccag 


gatggtctca 


atctcttgac 


25380 




ctcatgatct 


gcccacctca 


gcctcccaaa 


gtactgggat 


tacaggcatg 


agccaccgtg 


25440 


55 


tctggccaag 


cttatttttt 


aagtaggaga 


agaacctgtg 


tgtgtgtatg 


gattctgcac 


25500 




aaggtgtcag 


gagtgggagg 


agctgtagaa 


gaggcaggat 


tttgtggtat 


cagagtatct 


25560 


60 


ttatttgcag 


ctagggtggg tggcatctct 


tctgaggtgt 


aagaagagag 


aacaggtgaa 


25620 


gagaacattt 


taagaggagg 


agggaagatg 


gacttttctc 


cctgaagatt 


tccgttttct 


25680 




tgctgtacat 


ggaacattca 


ctttcctggt 


ctgtcattta 


gtgaagggtt 


gaccgaatct 


25740 
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aattatacag ggagcccaat tcaacgtata aaataaagtc ttacttacca acttgggagt 25800 

ggaagaagtg gccattgttg attattggct actctgccaa gatgtcattt aaattacttc 25860 

5 tgtttgtgga gaaaaataca ttagatgaga tgatctccat tcacaagagg tcaacagtcc 25920 

attgagcttc tccttgggca aagtttgtcc tggaatgtgg atgaggagaa agtggttgga 25980 

ggataaggaa tatatagaga ggggaaagaa gagaatagca caggaatgcc tcaccctgcc 2 6040 

10 

agaaatagac acacagccgc tgcctacctg tcctgtcttg tcgttcccag gagcacagaa 2 6100 

caactagaac ccgtcatctt cgtaatgcca acagacatgt tttataggtt catgtagata 26160 

15 actaggtttt atatagaggc tgtttgaaaa ataggacatc tgtttatctt tcttaagggc 26220 

aggaacactt caggaatcta ttttggattg attaaatcat gtacatggtg aagttttctg 26280 

aaaaagccag attgtagttc cacactgtca ttgtcagtaa agaccattct cagggttaaa 26340 

20 

ttggaaccgg tggttgatca tgtgaaggca atatttaaag tatgtcttgc tagagttacc 26400 

agattattgc agccccagtc aaagataaca acatataaat ggagttagca gaagtgatta 26460 

■25 aatgacatat accaagccta aggctgctgc tcaatttcta gggtcacagc ttcctccgtt 26520 

catgctgaaa atcatatgaa gatgggttga aaagaattag tgtacaccca gaaaataaac 26580 

aggatctact cattagtatt tcagtgtaag gatgaaagct tttaaaagta ccgacatggc 26640 

30 

tatgataatt gaactagaaa aatagagagt tttttttttc ctgttgtaaa ttttatttgg 26700 

aatgtctgaa attttagaaa tcattcaaca ttctttttaa tatacagtat ttttaaaaag 26760 

35 ccatttacgc tgggtgcggt ggctcatgcc tgtaatccca gcactttggg aggctgaggt 26820 

gggtggatga cttgcagcca ggaattcgag attagcctgg ccgtctctac taaaatacaa 2 6880 

aagttagctg gtcatggtgg tgcatgcctg- tattcctagc tactcaggag gctgaggcat 26940 

40 

gagaatcgct tgaacccaga aggcagaggt tgcagtgagc cacgattgca ccgctgtgct 27000 

ccagtctagg tgacagaaca agactgtctc caaaacaaac aaacaaacaa aaaaactcgt 270 60 

45 ttacaattca taatctcttg acaacttcat gatcctgctt tgaaaatgtg tttgccggcc 27120 

aggcccagtg gctcacaact gtaatcccaa cattttggga ggtccaggca ggtcgatcag 27180 

ttgagctcag gagttcgaga ccagcctggg caacatggtg aaaccccatc tctacaaaaa 27240 

50 

tacaaaaaat tagctgggca tggtggtacg cccaggtacc ccggaggcgg aggcgggagg 27300 

atcacttgag cctggaaggt tggtgctgca gtgagctatg atggtgccac tgctctccag 27360 

55 cctgggagat agagcaagac cctgtctcgg gggaagaaag atgcttgcaa tttagagatc 27420 

tcttaaaaat actttaaaaa tgtgacactg aactgaactc gaaattccaa attttaatca 27480 

tgagttaaat tctactgacg ctttcactat gttgatagaa aatgagagtg gagaagagca 27540 

60 

cagtgaggga gaacacagag ttctcaactt aataattttg tgtttttatc ataacatgtg 27600 

aaatgaaaag tttaataatg tcctgttcca taaaggctag aatgactact tgtgcttgta 27660 
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agaattgtga 


ccgctcagta 


ataaatatgc 


ggcgtttaac 


agaattggtg 


cattgtgtga 


27720 




tgctgtgtct 


cacctaatgt 


cctgtctctg 


tggcgtgtga 


aacccttcga 


agacttgagc 


27780 


5 


ttgaggtcat 


ctaaacactt 


gaatatatgc 


agttaggttt 


tcagcacagg 


ggctgtgttc 


27840 




tgttttgtga 


agaatgtgca 


gtcacagtaa 


ttgatggaag 


cattttacat 


gaaggtctcc 


27900 


10 


ctaatgaaga 


aatatgaaga 


tattaatatc 


tgatttttac 


tgcaaaagtt 


atttttctgc 


27960 


cgtatttata 


gattttcaga 


gatctatgct 


aaagatattt 


aagctttaga 


ctgggagccc 


28020 




ttctccttca 


aggctagact 


aagtaaacac 


tctttgtttt 


ggcttcggaa 


aatgcatttt 


28080 


15 


agaaatccca 


aattgcagtg 


agtttaagta 


gtgtgatcac 


cttctaaata 


tcaaagtata 


28140 




gcccttggct 


cagatggtct 


ttggagttta 


atttccataa 


gcaaaggagt 


ctaggcgata 


28200 


20 


aggtcctttt 


tagatgaaat 


ggtgttggag 


tctctccccg 


cttcagcttt 


actgtttgtt 


28260 


ttgcatgaga 


gccacagcca 


ttgttttgat 


cagggtggtt 


tttatagtga 


aacctgaatt 


28320 




cgtggttctt 


ggttacatta 


ctgcacggtt 


aacaatgtct 


tccaaaaagt 


gtattttttc 


28380 


25 


atttaataat 


ttattctact 


cacagtagca 


ttctgttagc 


caagtttgca 


gagtacattc 


28440 




aggtttttca 


aagatttcag 


ttaggaatgt 


ggtccacaag 


tccgtcccag 


ctgtattgtg 


28500 


30 


tcccgtgaga 


actgctgagt 


aggatgtgga 


aggtaattgc 


atgtttggga 


atccagttgg 


28560 


ggatgagtgg 


gtggtggtgg 


gggctgtggt 


gggactgagc 


acctgggaca 


gcatggggag 


28620 




agaacagcca 


aagcagtctg 


acgtgttggc 


catggtctgt 


gtgtcttagg 


ggatggaaca 


28680 


35 


gtgccagagc 


cttctggtgg 


ggggatggag 


ggggaagcag 


cgtggcgcat 


cagcaagtac 


28740 




tttttttttt 


gtttttgaga 


cagagtcttg 


ctctgtcacc 


taggctggag 


tgcagtggtg 


28800 


40 


cgatctcagc 


tcagtgcaac 


ctccgtctcc 


cttgttcacg 


cgattctcct 


gcctctgcct 


28860 


cccaagtagc 


tgggactaca 


ggcgcacacc 


accgcaccca 


gctacttttt 


gtatttttag 


28920 




tagagacagg 


gtttcaccat 


gttggccagg 


atggtctcgg 


tctcttgacc 


tcgtgatccg 


28980 


45 


cctgcctcgg 


cctcccgaag 


tgctgggatt 


acaggcgtga 


gccaccgcgc 


ccagctggat 


29040 




tagtgagtat 


ttatattata 


tagaactcca 


agttctaatg 


ttaggcttca 


gctgtagaaa 


29100 


50 


aatctttatt 


tactcactgt 


ttcttatcac 


accactatgc 


tgtggttccc 


tttcctccct 


29160 


cagtggccga 


catctcccct 


gtcagggcct 


cccgtttgga 


cccttcaaat 


cttggggttc 


29220 




tgctcttgga 


tttttttttt 


cttctgcctg 


ctctcttcct 


tggtgatctc 


attcagttct 


29280 


55 


gtggttttaa 


ataccgtctt 


tcatatttag 


acaactctca 


aatttctatc 


tgccggctgg 


29340 




agtctcccac 


atatctgctg 


cccactcaca 


atctttactt 


ggatagcccg 


tagctgttcc 


29400 


60 


catcttaccc 


tgtccaaaac 


tgacctcccg 


atctgctccc 


tgaggctgct 


tctcctcctg 


29460 


tctccctctc 


ggttcctggc 


ccccttgttc 


tctacgctga 


gcagtctttg 


gcatcttctc 


29520 




tggtactgtt 


ctctcctcct 


ttccctccct 


ctccccactc 


cagcatcagg 


caaccttgaa 


29580 
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atagattcac 


aatctgcccc 


ccacccccgt 


tgtgccccag 


cccacacgcg 


ctccacctgt 


29640 




gttgtggctg 


cagcctctga 


ctgctctggt 


cgccctccag 


cttctgccct 


ggctgcccac 


29700 


5 


aggtttttcc 


attttactga 


gaccgtggca 


ctcctcggtt 


cagaatccgc 


tgggggactt 


29760 




ctcatttgat 


tcatactaaa 


ctctaaagtc 


ctaaaaattg tcctttatcc 


atgagtccag 


29820 


10 


acggatcttg 


agaaaaaaaa 


agattcaggt 


tggatgcagt 


ggctcacacc 


tgtaatccta 


29880 


gcagttcggg 


aggccgagtt 


gggcagatcg 


cttgagcctg 


ggtgtttgag 


accagcctgg 


29940 




gcaacgtggt 


gaaaccccgt 


ctctataaaa 


aatacaaaca 


tgagccaggc 


gtgctggtgg 


30000 


15 


ttcctgagta 


tgtaaaattc 


tgtcagtcta 


aatctacaga 


cgcacctata 


gtcccagcta 


30060 




ctcaggaggc 


tgagacgggg 


gcccggaaag 


ctcaaagctt 


cagtgagccg 


tgatcgcgcc 


30120 


20 


actgcactcc 


agcctgggtg 


agagagcgag 


actctgtcta 


aaaaagaaaa 


aaaattgaat 


30180 


aaataaatgg 


aggaagatag 


acaaatcagt 


ttctagaaga 


attataaata 


ttttgagtag 


30240 




cgaaactctc 


tgtctcttaa 


gaatgggcta 


catgcagtga 


cttccttacc 


aagaatacag 


30300 


25 


tacagggagg 


ggtgaaagta 


acctgactgt 


gaggaaacct 


ggcagatact 


acctcagtca 


30360 




cgtggtcagg 


agcagcgtca 


acatcgataa 


atcgtgttga 


ttttacccgc 


ttgctacggt 


30420 


30 


gtggtggaaa 


cgactctacc 


tctgtggctt 


ttctccccaa 


aacagaaccc 


caatctaatc 


30480 


aggagagaaa 


cgtcagattc 


cagttgaggg 


acatcctaca 


aaatacctga 


ctagtacttc 


30540 




tggaaactgt 


ccagatcatt 


aaaagcaagg 


aaaatctgag 


aaacgtacat 


•tccagaggag 


30600 


35 


ccttaggaga 


catgacagct 


aaatgtaagg 


tggtgtcttg 


gaagggattc 


taggatggag 


30660 




agaaggcctt 


gggtaaaatg 


agcaaatttg 


agtgaagtat 


ggactgtagt 


tgatgatgtg 


30720 


40 


tcagtactgg 


tttgttagtt 


gtatctagta 


taatgtacta 


aagtgagatg 


ttaacagtag 


30780 


gggaagctct 


ctttgcaact 


tttctgtaag 


tctaaaagca 


ttctaaaata 


aggtttattt 


30840 




ttaaaaagaa 


cccccttcat 


gataggttct 


ctcccaggat 


gtgccccggc 


cttaccgctg 


30900 


45 


. tccctcaacc 


gctgtgctcc 


agccacgtgg 


tctctttctg gcttccctaa 


tctagtgctt 


30960 




ctctgcgggg 


tgtgactttc 


tgccctagag 


ggtgtttggc 


aatgtctcga 


gatagaggta 


31020 


50 


tttttagtca 


tcacagctgg 


gtgatgaggg 


ggatgccaca 


ggcttcatgc 


tggtggggac 


31080 


* caggaatcat 


attgaacact 


ctacgtttcc 


ccaaagaatc 


taagagttgc 


ccagcatgtc 


31140 




actagtgtaa 


gccctgaccc 


tttggattta 


gggttccctc 


ttttccttca 


ggttcctgac 


31200 


55 


cctggtctct 


ctttgccctg 


ctttagtttt 


ctccttagca 


cttaattatc 


agcatcggat 


31260 




atactctgtt 


tacttgtctg 


tctgtgtctg 


gccaggaaat 


gtatcttcca 


tcaggacttg 


31320 


60 


ttggtaattt 


ggttcacttt 


tgaatcccca 


gcgtctagaa 


ctgcacctga 


tacatagtag 


31380 


atgctcatta 


aacctatgta 


aaaggaatta 


aataattaat 


gaaaggggtg 


agtggatgat 


31440 




aaagacaaca 


catactcatg 


ctaaaaaaaa 


accacagtag 


agaaaaatgc 


cacagtaatc 


31500 
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attccctcag ctacctgttt ctctaccggt tctccagaag ttaccactgt taacagttgc 31560 

ttgtctgcct agacttttct gtccatttta aagtatatcc gtgggtacat tgtatctacc 31620 

5 ccccttctcc tctcttttaa ataaacataa ataggatcag cttcgttttt ccagtttata 31680 

tagctagaca tatgtcaaca tacagagtgc tatcttttaa tggctgcatg ataactttat 31740 

acgtagaatt aagcaaaaat acttctagta cttgcaatag aatcctggta taatattttg 31800 

10 

ttgtacaatg gatgatggta aaaatgtctc ctaaaacata atgtgactcc taaaacaaaa* 318 60 

gacactgctt gctaaacatc atccaagtgt ttctggtttt gtttttttgt ttttgagaca 31920 

15 gagtctagct ctgttgccca ggctggagtg cagtggcgcg atctcggctc actgcaatct 31980 

ctgcctcccg ggttcaagtg attctcctgc ctcagcctct ggagtaactg agattacagg 32040 

cttgctccac catatcctgc taatttttgt atttttagta gagatggggt ttcaccatgt 32100 

20 

tttggccagg ctggtctcga actcctgagc tcaagggatc cggctgcatt ggcctcccaa 32160 

agttctggga ttacaggtgt gagccaccgt gaccagcctc tttatatgta tttttatttc 32220 

25 tagtttgtaa atcccttggg attgggatct ttgtctttta ttccttaaca ccatgcaagg 32280 

ttctgtctga taaggtcctc catacctgta ggttgaactt tttatttgtt ttgataaaat 32340 

tacaagatta ttttataata ttcaaatttc cctgagtatt agaactgttg actaaatgga 32400 

30 

gatacttaaa gagatagttt tgggagaaaa ttgttttctt attttgttta aatgataatt 32460 

gttctcctag aagccaaaaa tctgtctaat ttctgacttt atctggagag gagaaggcat 32520 

35 catagctaaa gaacaagtta gggtggccaa cttgaacgtg gttcaatatc aattaagctt 32580 

taattgcttt aagcacatca ggtctttttt tccccctaag gcaatgactt atggggcaga 32640 

gttggcagta gctaagttaa gatactataa attaatgttg tcgtaccaat ttcaactggg 32700 

40 

ctgtcaaacc caccctccag tttgctcttc atttacctct ggtagcattc acattttgtg 32760 

aatattaatt tgagagtcac tttgcaagat gacagtgctg tcctttgtga agctgtgttg 32820" 

45 atttacaaga tgaatttgtt ggcaaagggg aacagttgat ctgaaaataa ctgtcctgct 32880 

tccctggcca gacctcagcc cagtggactt cgcccacctt cccatttgtc attgttaaag 32940 

gcaacgtttt cttcatttct tcagtttctc tcttttctcc gccagtcacc cagggactgt 33000 

50 

cctgcagagt ctgccaccat gtattaatag actgatttga cccttgacgt gtgttagctt 33060 

agaagattta gcttttgtgt gtgtgtgtca tcttctcatg gaggggccca gggtgacagg 33120 

55 ttgttcgatg ccctgaagat aggagacatt ctgtgaacaa ctggttgttg acagcagtgg 33180 

tgataaaaca ttgatatagt tggtaaagtt tgcttcactg acttagagag gaaaaatgct 33240 

gtttgacatc aggctgctga attctggttt ttcttttgta aattgccttt ctttggggct 33300 

60 

tatgttgctg ataagtatta tacttgatat aattatttta atacttttaa gtagttacat 33360 

agagcgaaat gagacaataa acccttacat tatgtaggga gtgaacttaa ccattcttat 33420 
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acagaaataa 


tataatttca 


ggatacattt 


tgaaatgaga 


ttacaagctg 


ttcttatgga 


33480 




gcgccatgta 


aaaccactgc 


tggtttttgt 


ttttttctga 


attagttgtc 


agaagctttg 


33540 


5 


cattctcaca 


atactgtagg 


ggcattatgt 


ttgccagctt 


ttgatcattt 


aattcattgt 


33600 




atgtaagtaa 


atgtaaacaa 


tgttcattaa 


tttttaacag 


ttgcttatat 


ttgccttaac 


33660 


10 


gatttaaata ' 


taaaaatata 


acttagttgt 


tacagttagt 


agcctttcat 


ttgatactca 


33720 


tgaagatttt 


tgagtcgttt 


aaatatgaaa 


gagaggacct 


tgtcgttcaa 


aaatgaaaag 


33780 




gaagtttttg 


ttaagcttaa 


taattctaga 


catgttacaa 


gaatgttgat 


acttatattg 


33840 


15 


gaaaacatga 


aaaacatccc 


aaaccgttgc 


atttatttat 


attccatgtg 


tatggaaaat 


33900 




atttttttaa 


tgagaagttt 


aaaacaatgt 


acacactttt 


gcttgtttta 


tttccccaag 


33960 


20 


gtaacgattc 


tgatttcttc 


tgtttcagat 


tcccgacagt 


taagcaatgg 


ggagacattt 


34020 


ggctttgctc 


ctgcttctgc 


tccttctctt 


ccaacatttt 


ggagacagtg 


atggcagcca 


34080 




acgacttgaa 


cagactcctc 


tgcagtttac 


acacctcgag 


tacaacgtca 


ccgtgcagga 


34140 


25 


gaactctgca 


gctaagactt 


atgtggggca 


tcctgtcaag 


atgggtgttt 


acattacaca 


34200 




tccagcgtgg 


gaagtaaggt 


acaaaattgt 


ttccggagac 


agtgaaaacc 


tgttcaaagc 


34260 


30 


tgaagagtac 


attctcggag 


acttttgctt 


tctaagaata 


aggaccaaag 


gaggaaatac 


34320 


agctattctt 


aatagagaag 


tgaaggatca 


ctacacattg 


atagtgaaag 


cacttgaaaa 


34380 




aaatactaat 


gtggaggcgc 


gaacaaaggt 


cagggtgcag 


gtgctggata 


caaatgactt 


34440 


35 


gagaccgtta 


ttctcaccca 


cctcatacag 


cgtttcttta 


cctgaaaaca 


cagctataag 


34500 




gaccagtatc 


gcaagagtca 


gcgccacgga 


tgcagacata 


ggaaccaacg 


gggaatttta 


34560 


40 


ctacagtttt 


aaagatcgaa 


cagatatgtt 


tgctattcac 


ccaaccagtg 


gtgtgatagt 


34620 


gttaactggt 


agacttgatt 


acctagagac 


caagctctat 


gagatggaaa 


tcctcgctgc 


34680 




ggaccgtggc 


atgaagttgt 


atgggagcag 


tggcatcagc 


agcatggcca 


agctaacggt 


34740 


45 


gcacatcgaa 


caggccaatg 


aatgtgctcc 


ggtgataaca 


gcagtgacat 


tgtcaccatc 


34800 




agaactggac 


agggacccag 


catatgcaat 


tgtgacagtg 


gatgactgcg 


atcagggtgc 


34860 


50 


caatggtgac 


atagcatctt 


taagcatcgt 


ggcaggtgac 


cttctccagc 


agtttagaac 


34920 


agtgaggtcc 


tttccaggga 


gtaaggagta 


taaagtcaaa 


gccatcggtg 


gcattgattg 


34980 




ggacagtcat 


cctttcggct 


acaatctcac 


actacaggct 


aaagataaag 


gaactccgcc 


35040 


55 


ccagttctct 


tctgttaaag 


tcattcacgt 


gacttctcca 


cagttcaaag 


ccgggccagt 


35100 




caagtttgaa 


aaggatgttt 


acagagcaga 


aataagtgaa 


tttgctcctc 


ccaacacacc 


35160 


60 


tgtggtcatg 


gtaaaggcca 


ttcctgctta 


ttcccatttg 


aggtatgttt 


ttaaaagtac 


35220 


acctggaaaa 


gctaaattca 


gtttaaatta 


caacactggt 


ctcatttcta 


ttttagaacc 


35280 




agttaaaaga 


cagcaggcag 


cccattttga 


acttgaagta 


acaacaagtg 


acagaaaagc 


35340 
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gtccaccaag 


gtcttggtga 


aagtcttagg 


tgcaaatagc 


aatccccctg 


aatttaccca 


35400 




gacagcgtac 


aaagctgctt 


ttgatgagaa 


cgtgcccatt 


ggtactactg 


tcatgagcct 


35460 


5 


gagtgccgta 


gaccctgatg 


agggtgagaa 


cgggtacgtg 


acatacagta 


tcgcaaattt 


35520 




aaatcatgtg 


ccgtttgcga 


ttgaccattt 


cactggtgcc 


gtgagtacgt 


cagaaaacct 


35580 


10 


ggactacgaa 


ctgatgcctc 


gggtttatac 


tctgaggatt 


cgtgcatcag 


actggggctt 


35640 


gccgtaccgc 


cgggaagtcg 


aagtccttgc 


tacaattact 


ctcaataact 


tgaatgacaa 


35700 




cacacctttg 


tttgagaaaa 


taaattgtga 


agggacaatt 


cccagagatc 


taggcgtggg 


35760 


15 


agagcaaata 


accactgttt 


ctgctattga 


tgcagatgaa 


cttcagttgg 


tacagtatca 


35820 




gattgaagct 


ggaaatgaac 


tggatttctt 


tagtttaaac 


cccaactcgg 


gggtattgtc 


35880 


20 


attaaagcga 


tcgctaatgg 


atggcttagg 


tgcaaaggtg 


tctttccaca 


gtctgagaat 


35940 


cacagctaca 


gatggagaaa 


attttgccac 


accattatat 


atcaacataa 


cagtggctgc 


36000 




cagtcacaag 


ctggtaaact 


tgcagtgtga 


agagactggt 


gttgccaaaa 


tgctggcaga 


36060 


25 


gaagctcctg 


caggcaaata 


aattacacaa 


ccagggagag 


gtggaggata 


ttttcttcga 


36120 




■ ttctcactct 


gtcaatgctc 


acataccgca 


gtttagaagc 


actcttccga 


ctggtattca 


36180 


30 


ggtaaaggaa 


aaccagcctg 


tgggttccag 


tgtaattttc 


atgaactcca 


ctgaccttga 


36240 


cactggcttc 


aatggaaaac 


tggtctatgc 


tgtttctgga 


ggaaatgagg 


atagttgctt 


36300 




catgattgat 


atggaaacag 


gaatgctgaa 


aattttatct 


cctcttgacc 


gtgaaacaac 


36360 


35 


agacaaatac 


accctgaata 


ttaccgtcta 


tgaccttggg 


ataccccaga 


aggctgcgtg 


36420 




gcgtcttcta 


catgtcgtgg 


ttgtcgatgc 


caatgataat 


ccacccgagt 


ttttacagga 


36480 


40 


gagctatttt 


gtggaagtga 


gtgaagacaa 


ggaggtacat 


agtgaaatca 


tccaggttga 


36540 


agccacagat 


aaagacctgg 


ggcccaacgg 


acacgtgacg 


tactcaattg 


ttacagacac 


36600 




agacacattt 


tcaattgaca 


gcgtgacggg 


tgttgttaac 


atcgcacgcc 


ctctggatcg 


36660 


45 


agagctgcag 


catgagcact 


ccttaaagat 


tgaggccagg 


gaccaagcca 


gagaagagcc 


36720 




tcagctgttc 


tccactgtcg 


ttgtgaaagt 


atcactagaa 


gatgttaatg 


acaacccacc 


36780 


50 


tacatttatt 


ccacctaatt 


atcgtgtgaa 


agtccgagag 


gatcttccag 


aaggaaccgt 


36840 


catcatgtgg 


ttagaagccc 


acgatcctga 


tttaggtcag 


tctggtcagg 


tgagatacag 


36900 




ccttctggac 


cacggagaag 


gaaacttcga 


tgtggataaa 


ctcagtggag 


cagttaggat 


36960 


55 


cgtccagcag 


ttggactttg 


agaagaagca 


agtgtataat 


ctcactgtcra 


gggccaaaga 


37020 




caagggaaag 


ccagtttctc 


tgtcttctac 


ttgctatgtt 


gaagttgagg 


tggttgatgt 


37080 


60 


gaatgagaac 


ctgcacccac 


ccgtgttttc 


cagctttgtg 


gaaaagggga 


cagtgaaaga 


37140 


agatgcacct 


gttggttcat 


tggtaatgac 


ggtgtcggct 


catgatgagg 


acgccagaag 


37200 




agatggggag 


atccgatact 


ccattagaga 


tggctctggc 


gttggtgttt 


tcaaaatagg 


37260 
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tgaagagaca 


ggtaaatatg 


tttttattgc 


tctcatttga 


tgcccttttc 


catttttttt 


37320 




ttttttttaa 


ccatctgccc 


tgtggcagct 


tcttcaaaat 


tccctgttgc 


tctttgggct 


37380 


5 


cggtatagaa 


gtgcgtgtga 


atattttttt 


tggcccggct 


gctgtattgt 


agatgtgttt 


37440 




attcgtagta 


agccatgaag 


atggaaacaa 


aagggcctga 


gtgatttaag 


tggcgtaaag 


37500 


10 


tgagtaaaag 


accagggata 


cattgaaatt 


gttatcactg 


atactgatct 


ccaaactcta 


37560 


ttttgaactc 


tattatcaaa 


agcatcatta 


tggttttgtt 


ctgactttga 


gaagtctttc 


37620 




caactttttt 


cagtcagtgt 


atttgcaggc 


tcatacttag 


aacaactact 


gctaccatct 


37680 


15 


ggcgtgccat 


tcagaggttg 


ttgcacaccg 


gcaaagttac 


ccagtgcaga 


gatgatgtgc 


37740 




caaaacttct 


ctaatgtggt 


cttcacttag 


tacctcgtct 


aggttttggt 


cgagaggcag 


37800 


20 


aggcggggta 


gtggcatgct 


gaactgagaa 


gacctggctt 


ggaatcctgg 


ctcttctagt 


37860 


tggtaattgg 


tgatcctgga 


caagcaaatg 


acttcttaga 


actaactttt 


tcctcttcta 


37920 




catggggaca 


cttagaaata 


ccggaaggtt 


taagtgagag 


taaagtgaaa 


taacacggga 


37980^^ 


25 


aaactcctga 


cgtgtggtag 


gtttattcat 


ggtagcagtg 


ctttgttgta 


atactgaagg 


38040* 




ttctgaaacc 


gggacctcca 


aggcagcagt 


ccaagctaga 


aagtgcgtgt 


gttgcacttt 


38100 


30 


gtacatacct 


cagtcttgct 


gcgcagatat 


tgtagttata 


tgtcaatatg 


tcctggtgga 


38160 


gtgtgagcct 


ttcggggcag 


gcttttagcc 


cctgcatctt 


ctgtgtttag 


cacctagcaa 


38220 




aaagtgcctg 


gcacatagaa 


gctggtcaat 


cagtgttaaa 


agactgcagg 


agtaaatgag 


38280 


35 


cgaatgtgtt 


ggcttttcat 


gtcctgccct 


ctgagaatga 


tagtggaaat 


agaaaagggg 


38340 




tgatcatagc 


actcatcagc 


aataggtggg 


gctcaatttg 


tttactaatc 


tcacccatgt 


38400 


40 


gtactttata 


aatctgtgca 


ttttaaaagg 


gaccttttta 


aaattacctt 


taaactttat 


38460 


atattcagta 


ataccacaca 


cacaaaaaaa 


caagagagtc 


ttcagtcaac 


acccaccctg 


38520 




ggatccatgc 


catctgatag 


gtgtgtagca 


catgaaaaat 


gtaactgctg 


tttagaaaaa 


38580 


45 


cattattttg 


ggctgggtgc 


gatggctcac 


gcctgtaatc 


gcagcacttt 


gggaggcgca 


38640 




ggtgggagga 


ttgcttgagg 


ccaggagttc 


aagaccagcc 


tgggtaacag 


caaaacctcg 


38700 


50 


ttcctaccaa 


aaaaaaaaaa 


aaaaaaatgc 


tggggtggtg 


gtacacctgt 


agtcccagct 


38760 


acttgggagg 


ctgaggtggg 


aggatggctt 


gagtccagga 


ggtcgaggct 


ggagtgagct 


38820 




gtgattgtgc 


cgttgcactc 


cagcctgggc 


aacagagcca 


gactatctca 


aaaaaaaaaa 


38880 


55 


aaaaaaaaaa 


gttattttgg 


aagttgtaat 


atattttttg 


tgcttctatt 


aatgcaagga 


38940 




attctttctc 


tgttggttat 


gtgccactag 


catatggcct 


atgtattaag 


tctacagact 


39000 


60 


atatatcact 


atctaaaata 


cccataatta 


gtttatttca 


agagaaacta 


gcataatcaa 


39060 


cagcatttga 


taatcctctg 


aagagtagaa 


tgtctttttt 


atcattttat 


ctgtccagta 


39120 




taagttagaa 


ttttcaaata 


ctgtttcaac 


atagaaaaat 


accccaaatt 


taacaactga 


39180 
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agctgagtca 


aactgttttt 


gtaaaatttt 


tgaagaacag 


ttattcctac 


tttttttcct 


39240 




tctccaaagt 


aggtttcaaa 


agcctataaa 


gaactgttaa 


aagttaaagt 


tgagacaaaa 


39300 


5 


tggaaccaaa 


accttaattt 


aaattctctt 


catgactttg 


tatgaacact 


gccttttggg 


39360 




ttttttcttt 


caagtgaaga 


agagtatttt 


tattgttgct 


ttttaaggaa 


tcatttcgaa 


39420 


10 


actagtattt 


ttcacctaca 


catttaagag 


attgggatat 


ttttactacc 


aagaaaaaaa 


39480 


aaataaggaa 


acaaccagcc 


aaacgaggtg 


gtgtcccaaa 


atagatttat 


ggtattttcc 


39540 




agaaagggca 


gtgccagact 


tttccagtag 


taatttagtg 


ggaggcgggg 


aggtgttggg 


39600 


15 


attgtgggca 


gtgtggttgg 


taagtatata 


agaaactgtg 


tgtaaatatt 


gagatttaaa 


39660 




ggtgagagag 


aagctggaaa 


tttgtaggtc 


atttattctg 


tggtccttgc 


tttacagaga 


39720 


20 


aagtaagtag 


tgtacagtag 


acttacgttt 


atatgctttt 


ggaaatgaac 


aaaagtgata 


39780 


gaataatatt 


tacacattgg 


acctcgtatt 


cattacaaga 


tacatttttt 


ggcagaagaa 


39840 




ttatcagccc 


aagttatttc 


ttcagagatt 


cctggcagga 


caattggtat 


cacagtgtag 


39900 


25 


aaactccttt 


aggaaaaatc 


agtatatttt 


gttggctaaa 


attaggcatg 


ctaattattc 


39960 




acttggagtg 


tgtcttaact 


aatttctagg 


gcatgaagga 


agtgtggaaa 


gatgcgtgtc 


40020 


30 


aggtgaagag 


atggaggggc 


agttgaggaa 


cacccgtggg 


ggctgccaga 


gactgcacta 


40080 


cagcttggtg 


tgccttggcg 


tgcacccggc 


ccaggccagg 


ctggtgcttg 


ctggaacttc 


40140 




gctccttgcc 


cattgcccat 


gtccaccagg 


gtcttctttg 


cctaactcgg 


gggcatttaa 


40200 


35 


tattgcgcta 


attaatatga 


gcctgtgcag 


gagtgctgtg 


gctctgggga 


ccaacaacct 


40260 




gtccacgtaa 


ctgtttgctt 


cttgtctttg 


acttaaagct 


actagtgttg 


gttgagtatt 


40320 


40 


ataaccaaat 


ttttgtcata 


ttttacctat 


ttcaacctag 


tcaaatatgt 


gtatcattta 


40380 


tatacttttc 


acagaacaga 


gaacctatcc 


agcaagctga 


atgaagttct 


attttaagat 


40440 




ctttcctttt 


cttctcttta 


aatctgctta 


aattggaaac 


atcctctgaa 


acgtagtttt 


40500 


45 


ctgtttttgt 


agaagtagaa 


attctatgga 


ctacctaaaa 


atctgtcacc 


aaacggacag 


40560 




tcctgttagc 


tctgtgttct 


tagctccgtg 


gtttgtacat 


gttctgcaaa 


tggctttgca 


40620 


50 


gcgagagaaa 


gcgtagtggc 


agagtgggga 


tggcgggcgt 


ggactctgca 


ggtctcacgg 


40680 


tatcatctgc 


ccttcctgga 


gaggcctctg 


gatgttggtg 


aactgttctg 


acagatccat 


40740 




gccacgtgac 


tgcccttcca 


tgtgaggtct 


ggaaggggag 


agggccatgt 


gaacaattat 


40800 


55 


ttggaaagtc 


ggtctcgtta 


gagagccagt 


ttccagagct 


ctaattaaga 


ttctcctcct 


40860 




cagattgcta 


tctgtaaggt 


ctacagtgag 


gattataaag 


tagatttaac 


aaagatgttt 


40920 


60 


agcggagtaa 


agatctttga 


agcatgtgta 


atcccacatt 


cagggttcgg 


tctgcctgcc 


40980 


atgcgtctca 


gcatccaacc 


ccctcttcta 


cttcagatcc 


attctctgtt 


gctttgttgt 


41040 




aagcttcaac 


aggttttcct 


gtaatttaag 


cagaataaaa 


tctggagcat 


ccctcttgtg 


41100 
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ggtgtgtgga 


ataaatttgg 


tgtagtgttc 


ttagctgatg 


tgtacttagc 


aagttaatta 


41160 




ttacttgagc 


accaatgaaa 


tgctgcagct 


ttttgttcat 


ttttaaaact 


aagggaatgt 


41220 


5 


ctagaaaaat 


gcctggccag 


aagattttgt 


agaaattgtg 


aatagaagtt 


ggtgttgaag 


41280 




cagtgttggg 


ttgaggtctg 


ttccctgatg 


tgtgtattgc 


gtacaggacg 


ccctggaatg 


41340 


10 


tgtttgacct 


tcagtctaga 


gtagtttggt 


tctctttttg 


gctgttaatg. 


ttagtataca 


41400 


aagcagccca 


ggacgagtgt 


ttccccttct 


gactctactt 


atttggggag 


cccgtgtttt 


41460 




tcattaagat 


aagagcagat 


ctctaaacat 


attactgctg 


tgttactttt 


agcatcccaa 


41520 


15 


tcctggtttc 


aggattgaaa 


tttacgtttt 


gatgaaaaga 


ctgggaatga 


attaatatgg 


41580 




aagtacagcc 


gttgtcacaa 


cttaagtcag 


cattcatgaa 


atacaggaag 


ggaaatgagg 


41640 


20 


acatttttct 


taagagaaaa 


tggctgcatt 


cacacgatgg 


agagtgttgg 


agcaccatcc 


41700 


ctgtgtcacc 


tgtgtggagg 


ccggctcctg 


gcctcatgtc 


tgtgtcacct 


gtgtggaggt 


41760 




cggctcctgg 


cctcatccct 


gtgtcacctg 


tgtgggggtc 


ggctc'ctggc 


ctcatgtctg 


41820 


25 


tgtcacctgt 


gtgggggtcg 


gctcctggcc 


tcatccctgt 


gtcacctgtg 


tggggtcggc 


41880 




tcctggccgc 


ccggcttagg 


tgcacacagg 


tgagtgcgtt 


tctacagtgg 


gaacggaacg 


41940 


30 


gaattccggc 


ccaggctaac 


ctgattgttg 


acctcagtca 


gggaaaatgt 


ttctggagct 


42000 


tctgtctggt 


tctgcagaac 


tctgaatgtt 


tcagctattt 


attattcatt 


caagttagaa 


42060 




acccttttcc 


tcatataaag 


taggatattt 


tacttacatc' 


ctgggatccc 


tgctcctgct 


42120 


35 


gcacgtcctc 


ctgtgacagg 


agaaggaatg 


tggaggaggc 


tgacgggccc 


cggatcctga 


42180 




ctaaagggtc 


tgcaagtggc 


tgagagctgg 


gtggctgctg 


gaagcctggc 


ctgctgtggt 


. 42240 


40 


gggacctgat 


gccctgtggg 


agctggggct 


agaattcctg 


gcagcaggaa 


cttgattaga 


42300 


gacgggtggg 


aggcccggca 


gagagttaaa 


aaatgtgctg 


gtgaaagggc 


ttttgtgttg 


42360 




ctggctcctc 


cctgaagtgg 


cagcagctgc 


tgtcctcttg 


gctctttatg 


ttctcctcct 


42420 


45 


aggaaagctt 


aagagaaaag 


aagctcgttt 


cccagccaca 


gggagactgg 


aagttgtgtc 


42480 




ttggcagaaa 


tgatgttacc 


acagtgtgtt 


gttgctgtgt 


tctgggataa 


aaatcttgtg 


42540 


50 


tgtgtgtgat 


tctgagtcaa 


gcagggcgtg 


gtaacaattt 


ctaccagggg 


aagggtcctt 


42600 


ctttgaagca 


ggaagatgtt 


aaggtgaaaa 


taggatctag 


tcgaaatcct 


aaggaagttc 


42660 




cattttctta 


ctaaaaacaa 


cagagattca 


gcttttcttt 


agttatttgt 


atgatgttta 


42720 


55 


ccacgttgat 


gcgttactga 


ctgaacaagt 


ctagcctgga 


aaggctgtgg 


atgggaactc 


42780 




gggggaccgt 


gactcagggc 


cgtcccacgt 


tgtggagcag 


cacgcagtga 


cgcttaccgt 


42840 


60 


gctgtgatgt 


aattctcaga 


gtgtgcaggg 


gccgggacct 


ggaggtgtgg 


ggtggaaaca 


42900 


gcttacgtca 


gacaggccgg 


ctttgtcctc 


atgctgtcag 


tggtaatgac 


actggtggtg 


42960 




agcaccagtc 


tagtaataac 


cacgacactg 


agtgtcacag 


ccgggcactg 


ggcccggcat 


43020 
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tctgtgtgtg 


ccagtccatt 


taattctcac 


aaccaccggg 


tggactctgt 


tatccctaca 


43080 




ttacaggatg 


aaacgtcaat 


gagaggttaa 


gtaacttgcc 


caagacttct 


tgggtgctaa 


43140 


5 


gtgccagaac 


cgcattttac 


tcctcttact 


ctttgaagaa 


tgatctacgg 


atgctgcgag 


43200 




ggagcctgtt 


caaaaacgac 


tagtgaagtg 


ggtttctgtg 


ctaagctggg 


ttaggccagg 


43260 


10 


ttgcagcctt 


gaatcctaga 


ttcgatgctt 


ggtcctgaag 


gagtcttgaa 


tgtaagaatc 


43320 


ttccagcatt 


tttactctga 


atgacatatt 


gctatctagc 


acaattagga 


ggacaggagt 


43380 




ttgaattccg 


tcgcggtggc 


agtcagcaag 


tcaagatcag 


gccagcgaag 


gcgtgggtga 


43440 


15 


atccaggtga 


gtgcctgtag 


cttcccttgt 


ctcattggcc 


attgaagaga 


tggacaggtg 


43500 




tcatatttgt 


gtttgcagtt 


gtaaaagtgt 


gatttaatcg 


gtaaaaatgc 


tgcccatctg 


43560 


20 


aactggacag 


gacgttaatfc 


gttggaaggc 


ttttcttgtg 


gaaaccatgt 


ttaagatggt 


43620 


ggttaggtcc 


cagctttcag 


gcctgcacgc 


caaagctaac 


gtgatttgta 


cctccctctg 


43680 




catcgagtta 


catgaggcca 


tcgttctctt 


gccttgtcct 


ccttggtgcc 


ttggcatcag 


43740 


25 


cagctgtcct 


cttggccatc 


tagtacgggg 


caagaaagcc 


agagtaagct 


tactcaccgt 


43800 




cccccttgcc 


agggaactgt 


tttttgtcct 


aaggatgttt 


aaggattggg 


tgttcgtaat 


43860 


30 


ttgttgagtg 


acctgtgtgt 


gtagaggttt 


aatgttcact 


taatacctgg 


tctgttcttt 


43920 


ccgtattacc 


taccgtgtac 


aactatgaaa 


attgaaaaga 


ttttaagctt 


taggtgttag 


43980 




tttaaatgtt 


ggagattttc 


ttaccattta 


gttcccattg 


tttttacttt 


ttggattatt 


44040 


35 


ttagttcgta 


gggctggatt 


tgtcacgttt 


ttatttatta 


gtgtgtgttt 


tgtgtactgt 


44100 




tattttgcag 


ttgcctttct 


ggcatttttt 


tttttttttc 


aaacagcaga 


ccatgctgct 


44160 


40 


tataaatagt 


gcatgctcca 


tacaagacat 


agtgccacaa 


agcgcaatct 


tttctgtctt 


44220 


tgttactagg 


aataaatgga 


cttggaaaga 


ttgccgttca 


agggcacatg 


cctgtacttg 


44280 




ttgaattggc 


agttctccag 


tttcacagca 


gtgacagtaa 


gtctaggaaa 


ctattcacat 


44340 


45 


atatacttca 


agggccagtc 


ttatcaatta 


acttgccttg 


ccagttcaac 


agtaccatat 


44400 




ctcctcgaat 


atctgatacc 


atgttgaact 


cggtccattg 


ctaggcctcc 


gagtggctca 


44460 


50 


acctgttgaa 


tgggattctt 


tagaatgtct 


tactcatttc 


atgttgggga 


gagtctacta 


44520 


atacagtctt 


tttagtttta 


aatcaattgg 


ttttttgttt 


ttttttaata 


aaagttactc 


44580 




agctatttat 


gtagtttctg 


aagactgctt 


tctggtttgt 


gataatttaa 


ccatattctt 


44640 


55 


atcacaggta 


agctttttct 


tcttaatcat 


catcagcatg 


taattatagt 


taacgtttag 


44700 




tgagtacttg 


ccgtgtacag 


gccctatttt 


atggtctttc 


catagactgt 


ctcactagat 


44760 


60 


tgtcacaatt 


agtgagtaaa 


attacgtggt 


gttatactct 


gctcatggag 


ttcatgtctg 


44820 


tgccaaatta 


taaaaacacg 


acaaatgatg 


gaaatatgat 


gcacgtcgac 


ttagtgccat 


44880 




tgaattttga 


aatattctgt 


tgcatttttt 


aaaggaaagt 


agcgcgtgcc 


agttgatgta 


44940 
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gtttatggtg 


tgatgcgtta 


^gaggcattc 


tgacaataca 


gacgtgattc 


ttgagctgag 


45000 




gtgttcatct 


gtcacggaat 


cctccttaac 


ccgtttcact 


gtctcccatc 


gcacggggtc 


45060 


5 


cagtctctcc 


gtggcggagc 


cgcattgccc 


taacaggcct 


ccctgctctc 


ccatttaaca 


45120 




tcacccgtgc 


ttccctcact 


ggctcctgtg 


cagccctggt 


ccctcagccc 


ctgccctgtg 


45180 


10 


cagccctcta 


cccctctgtg 


cctcgccgtt 


ttctgtctcc 


ctgcctttgg 


gcatacagtg 


45240 


gtcagctcgt 


attatctcat 


aactctactt 


aataaagctt 


tcttgacagc 


cctcttcgtt 


45300 




acgtggagct 


gtttcttatc 


ttttatgtac 


ttaaacatat 


gactgcagta 


tcactctagt 


45360 


15 


gtaattgttt 


atttacacgc 


gcctttcctc 


tagattgtca 


gctctttgtg 


ggcgcacgta 


45420 




agtctttgaa 


tgcttggtgt 


atataacagg 


cactcaatgc 


ataatggtta 


ggctggcctg 


45480 


20 


gtaagccatc 


gtggggtctc 


cggg'gaaacc 


tttccttcaa 


gccaggtagc 


ctttgcttct 


45540 


cttcgctgcg 


ggggcacttc 


ctgtgtgttc 


ctctgttgta 


gtgtatgact 


cagtgcgcgg 


45600 




cctgtctgtg 


acttcagtcc 


gtctccatga 


actcaaggac 


acagtccagc 


gtaatcatct 


45660 


25 


gtctaccctc 


ttctaagcac 


agtggctgat 


agagcagtaa 


gtagccctca 


tttgttttgt 


45720 




gagcaaatag 


attgtaacac 


acagtaattg 


cagttgtgaa 


ggttgagcga 


agcttctttt 


45780 


30 


ctgccaccct 


ggacgcctat 


ttgtaggctc 


caaaactgtg 


gttcttgatg 


gttttggcgt 


45840 


cacagaaact 


ttgagaatct 


gtggaaagct 


gtatattctt 


tcttcagaga 


gacagtgatt 


45900 




tgattcaata 


ccaaggggct 


cagtgaagtg 


ccgaacctgt 


gttcatgcac 


tgaccgtctt 


45960 


35 


cttggaatcc 


tggttttgag 


atcctctgtt 


ctggaggttc 


cagggttgtc 


agtcctcaca 


46020 




aattctcata 


aaggaggacc 


agcgggtaag 


gataatggtg 


atgatgatga 


tggcagtgat 


46080 


40 


gacagtgaca 


gtgacaagca 


tttttataat 


gccttacaac 


ctgcaagtat 


ttctacatac 


46140 


attatatggt 


gcttaatgta 


atagagaaat 


aaaacctgta 


taaaaattat 


aaatgagcta 


46200 




gataaacctt 


aacaatggac 


aggtcacttt 


tctatatatt 


tgtacatgtg 


cctgaaatga 


46260 


45 


tttaggagaa 


accgtcattc 


aaggctgttt 


ccaagtgaaa 


taagaacctg 


tagttcttta 


46320 




tacacctgtt 


tcatcagatg 


ttctgtctcc 


ccattgaggc 


atacggcaca 


aataaaacag 


46380 


50 


atataatgaa 


cagtgtgcat 


catccctcgg 


agagcatggg 


gatcggtttc 


tggaccgtcc 


46440 


gcgcacaccc 


acatctgtgc 


gttctgaggt 


cccgcagccg 


gccctccaca 


gacgctgcgc 


46500 




tttcgcgtgc 


tgtgagtact 


gtgtttttga 


tttgccttca 


gttgaaaaga 


gttcatgtgt 


46560 


55 


aaatgggcct 


gtgcagttca 


aactcgtgtt 


gtccaagggt 


cattgatacc 


tcgtttaagt 


46620 




taagcagctt 


tctaggccag 


gctttggtct 


ttagttttgc 


cagctcacca 


tggaaaaccc 


46680 


60 


ttaatgccac 


accactagta 


ttcctttact 


tattaaggca 


atctgtcagg 


aaactcaggc 


46740 


ctctaatgat 


aaagttagct 


cccttggcag 


acagaattaa 


ttaattaatt 


aattaattat 


46800 




tttctaagac 


agagtcttgc 


tttgttgcca 


aggccagagt 


cgagttgcag 


tggctcaatc 


46860 
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tctgcctgct 


gcagcctgca 


cctccaagtt 


gaagtgattc 


tcctgcctca 


gcctcccaag 


46920 




tagctgggat 


tacaggtgtg 


caccaccaca 


cccagctaat 


ttttctgttt 


ttactagaga 


46980 


5 


cgagtttttg 


ctgtgttggc 


caggctggtc 


tcgaactcct 


gatctcaagt 


gatctgccca 


47040 




ccttggcttc 


ccaaagtgtt 


ggaattacag 


gcgtgagcca 


ctgtgcccag 


tccagaattt 


47100 


10 


ttatttaaat 


ggacttgccg 


tatgttcttt 


gacctctatg 


gaaaatagcc 


ctgccataag 


47160 


ttcttagtta 


aaagattctc 


caaaatgcat 


ttgtgggtcc 


tggtttgctt 


ttagctttct 


47220 




attaattttt 


ttacttgcct 


ctttattctt 


agggctgctt 


gacattactc 


tgtctcagac 


.47280 


15 


gtccgtgttc 


ctcttatcac 


agtgcttggc 


acagggctgg 


taccgagtag 


ctgcctgctc 


47340 




agggggtgtt 


catcttttca 


tagatcctgt 


gcatgtttgt 


cccatgatcc 


tcttctttcg 


47400 


20 


atttgttgcc 


cagctgaagg 


tgtttacata 


tttaagtgaa 


aaaaggcggg 


tttgtcatgt 


47460 


aaataccaag 


ttagtctgtt 


ggttgaggca 


acaaaatgga 


aatcagttat 


tttttaagga 


47520 




tctaaaaaat 


tttaaaagga 


agtgcttttt 


cttaatagtg 


tggcaagctc 


atttagaaga 


47580 


25 


tggaaactga 


ttaggaaagt 


atgaacatga 


gtaatatcca 


tatgtggttt 


taattggcag 


47640 




aatgttgatt 


tcagaaagaa 


gtcacacgaa 


gtttcatatc 


tacaaagtat 


caagattaga 


47700 


30 


gtttaaggtc 


agtaattttt 


aaaataagtg 


ttctagggcc 


tatggccggg 


cgctgtggct 


47760 


cccgcctgta 


atcccaacac 


tttgggaggt 


gaaggcgggc 


ggatcatctg 


aggtcaggag 


47820 




ttcaagatca 


gcctggccaa 


catggtgaaa 


ccctgtctct 


actaaaaata 


caaaattagc 


47880 


35 


tgggcctagt 


ggcgcacacc 


tgtagtctca 


gctgctccag 


aggctgaggc 


aggagaattg 


47940 




cttgaatctg 


ggagctggag 


gttgcagtga 


gtcgagattg 


tgccactgcc 


cttcagcctg 


48000 


40 


ggggacaaga 


gtgaaactcc 


gtctcaaaaa 


tgtgtgtgtg 


tgtgtgtgtg 


tgtgtgtgtg 


48060 


tgtgtgtgtg 


tgttttatat 


ataatacata 


ttaaaaatta 


ttttagcatg 


tttaaaaaat 


48120 




ctgcttttgt 


catttgactt 


ccaccagaat 


ataaggctga 


aactggactc 


tgtccgtgtc 


48180 


45 


tgtatcactt 


acttaggaac 


tgactggcat 


ctaggcatcc 


agccaatact 


ggttgaatgc 


48240 




gtaaaattta 


aaatggaaat 


agattgtaac 


aaaatactaa 


agggaaacgc 


ttatctaaat 


48300 


50 


aactattgtt 


gagaaagccc 


ttttaaattt 


gtccttttta 


atatagttaa 


ggctgctctt 


48360 


ccacttgaga 


caccctgtct 


cccatacctt 


ccaaaattac 


aagaataaga 


acaacaaagc 


48420 




agtttagtag 


caatgcgggt 


tcctctttgt 


ttctgctttg 


cttacctagg 


agcagcctcc 


48480 


55 


tttgtgagat 


tgagtatcta 


gattctgagg 


ctggccttcc 


aggtgaatat 


acctgagtta 


48540 




cgtgttgtgt 


ccttgggctg 


tagagtagtg 


ctattgcctg 


tatcatcctc 


tggattgaaa 


48600 


60 


agtatttctt 


ttgttttaag 


tataaaagat 


gagtatccat 


tgccattgca 


cattattcag 


48660 


caaaaacttg 


aactctaaaa 


aacgttcaga 


ttagtaggat 


ctatttttgt 


tagtatcatt 


48720 




attgatgaat 


ttcttaaaac 


ttaagaaaat 


agttacttct 


agagattcac 


agattatttt 


48780 
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tgaaactgtt 


ggttttctgg 


attaaattga 


gctcacccaa 


ctatcctttg 


aaaaagctgt 


48840 




tttgtatttt 


tgttttgttt 


tgtttttgtt 


ttgagatgga 


gtctcgctct 


gttgcccagg 


48900 


5 


ctggagtgca 


gtggcacgat 


cttggctccc 


tgcaacctct 


gcctcctggg 


ttcaagcgat 


48960 




tcttctgctt 


cagcctccca 


agtagctggg 


attacaggca 


cccgccatca 


tgcctggcta 


49020 


10 


atttttgtat 


tttttgtaga 


gacggggttt 


caccatgttg 


gctagctgat 


catgaactcc 


49080 


tgacctcagg 


tgatctgcct 


tcctcagcct 


cctgaaatgc 


tgggattact 


ggtgtgaacc 


49140 




actgtaccca 


gcctgttttg 


tattttaagt 


gtcttggtta 


cttctgtgga 


gaggtgcaat 


49200 


15 


ttacttaaaa 


ccaaacactt 


tcttttaaag 


ggtggttgaa 


taatgggggg 


aaatttagtt 


49260 




agttaccaga 


ctcttttaag 


aaaaataata 


tgtatgtaaa 


ctaaaagtag 


ttttcttatt 


49320 


20 


ttagtaacta 


catctaagta 


aaagtttttt 


aaaaactcat 


ttgttctttg 


tcaactcttc 


49380 


ttgctactta 


ggaactctga 


ttctaaacct 


tccactcata 


taaatagaaa 


attatcagta 


49440 




gctagttcag 


ttaacttcat 


tattctattt 


aaaagtaact 


ctttaggatg 


attaaaggaa 


49500 


25 


ggaaaggaaa 


ccgttgtgga 


agttgttcac 


tgtgtatttg 


agtagaaatc 


tgttcatagc 


49560 




aagttgcatt 


tgagagaggt 


tgagcgttat 


gagaaatggg 


gagatggtgg 


ttaggttagg 


49620 


30 


tgagaggcag 


gttgagtttg 


ggagatgttg 


agtttcgtta 


gaaataggaa 


gatggtggtt 


49680 


ggattagtag 


atgagaggca 


ggttgagtct 


gggagaggtt 


gagtgttgtg 


agaaatagga 


49740 




agatggtgga 


tgggttagat 


gagaggcagg 


tcgagcttgt 


gagatgttga 


gttttgtgag 


■49800 


35 


aaataggaag 


atggtggttg 


gattagtaga 


tgagaggcag 


gttgagtttg 


ggagaggttg 


49860 




agtgttgtga 


agagtgggga 


gatggtggtt 


gggttagatg 


a-g^ggcaggt 


tgagtctggg 


49920 


40 


agaggttgaa 


tcttgtgagg 


aatgtggaga 


tggctgttag 


gttagatgaa 


atacatgaga 


49980 


aactcaagtg 


gaataagtgt 


aggcaaatcc 


agagctgaac 


tgaaacgttt 


tattgtcttt 


50040 




gggccaatat 


taagtattgt 


gaaggaaatt 


acagagaatg 


gcatttagcc 


ttttgttggg 


50100 


45 


aaacaaacca 


tcccaaaacc 


tcatagctta 


gaacagcctc 


cactcatttg 


ggtcaccgtt 


50160 




ctgtgggtgg 


gcgatttggg 


ctgggctcag 


ctgggtgttt 


ccttggctgt 


tttccacggg 


50220 


50 


ctgactcatg 


tttgatcagt 


tgctgttgag 


ctcgagggcc 


ctgctcccag 


gaggtggctg 


50280 


ggtgttcgct 


gcaggcagca 


gctcctaggc 


cctgtgtctg 


tgatcatccc 


gcagcctgtc 


50340 




ctggacccgt 


ttacatggtg 


gtctcggggt 


tctgggtgct 


cgaggaaagc 


agcaaatccg 


50400 


55 


ctgggccaag 


gctcagaact 


cctccactgt 


catctcccac 


gtgctgtgac 


acagttcgtt 


50460 




catccagcca 


caggtaggga 


ggtaggctaa 


ccttgctgag 


aggagctgcc 


gagtactgtg 


50520 


60 


ttcatgttcc 


tacttccaga 


ggcactttta 


cccgattgcg 


tttccctttg 


agggaatccc 


50580 


ttctgaatgt 


taaatgtgca 


ttactatata 


aaggcttgtg 


aaaattgtga 


aaatatcaat 


50640 




atggtcttaa 


aacttttctg 


tcttacataa 


cgatacttta 


agtttgtcat 


actgttcaaa 


50700 
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catgtaatgg 


cattacagta 


tatcttcaag 


ttatttttag 


cacatttcca 


tttaaactag 


50760 




aacgtaagca 


gagataccag 


ggggatgctt 


gaagtctgaa 


gataccaaag 


caatgctcct 


50820 


5 


ccatcgtctt 


cctacttcat 


tttctatcac 


aaagatctct 


gaagtttctt 


acccccaaag 


50880 




gaattggaga 


attccagtta 


tcgtgtttct 


aaagtgaaag 


gcggagagat 


ggagtgtctg 


50940 


10 


gtaaaggg.ca 


gcaaggggtt 


cttcacgata 


gactttggcc 


tgcagatgtt 


cgtttttctc 


51000 


attagcacca 


cttcctgcta 


attaatttgt 


cacaaactat 


ctcattgatt 


tattgctgtc 


' 510 60 




ccgtagagaa 


tggaatactt 


ggggaaatgg 


aattggaagt 


ccatggaaga 


ctggggggcg 


51120 


15 


tggaaataga 


caccgaaatg 


a-ggagagaat 


ataggagtgt 


tgatttggta 


tctttaggtt 


51180 




tcatgcagcc 


ctctgacatc 


tctgcttaag 


tttcagctta 


aatggaaaag 


ttttaaaaat 


51240 


20 


aacctaagat 


tcccagcact 


ttgggaggcc 


gaggcgggcg 


gatcacgagg 


tcaggagatc 


51300 


gagaccatcc 


tggctaacac 


ggtgaaaccc 


cgtctctact 


aaaaatacaa 


aaaattagcc 


51360 




gggcgtggtg 


gcgggcgcct 


gtagtcccag 


ctactcggga 


ggctgaggca 


ggagaatggc 


51420 


25 


gtgaacccgg 


gaggcggagc 


ttgcagtgaa 


ccgagattgc 


gccactgcac 


tccagcctgg 


51480 




gcgacagagc 


gagactccgt 


ctcaaaaaaa 


taaataaata 


aataaataac 


ctaagatgta 


51540 


30 


ttttaatacc 


acttagtatt 


ttgctaattt 


tagcttatat 


tagagttgtt 


tgttacggga 


51600 


cgtatgtgca 


acagttaata 


ggaaagtgct 


ctgtggtaag 


ttgaaataga 


aatcttagga 


51660 




tttgaaatag 


aaacgtgtaa 


ctgtattgac 


tcactaagca 


ttttgacatt 


atttctgttt 


51720 


35 


ggaaattttg 


ggagtggatg 


tctttgaaca 


cattgacata 


tacatggggg 


ggaagaaaaa 


51780 




caaacttgtg 


gccttcttta 


acagagattt 


ttagagaagt 


agtaagtccc 


agctgccatt 


51840 


40 


cttctcctca 


aagagattag 


aaaaagaacc 


acataaaaat 


aatcattatt 


ataggtaaaa 


51900 


aaaaatagta 


gccacagtaa 


agcatacatg 


tttattgttt 


actgcttgta 


gaaaggttca 


51960 




gtgatcatta 


aatgtcagaa 


cgaatcgtct 


tgtttctgtt 


ttttttaata 


ttttattttg 


52020 


45 


tttttattta 


gagatgggat 


ctcactttct 


cagactggag 


tacagtggca 


caatcagggc 


52080 




ttactgcagc 


cttgaactcc 


ggggctcaag 


caatcctccc 


accacagcct 


cctgagtagc 


52140 


50 


tgggactaca 


ggcatatgcc 


accatgcccg 


gctaattttt 


tttacttttt 


ttgcagaggt 


52200 


ggggtcttgc 


tatgttgccc 


aggctggtct 


cgaactcctc 


agctcaagtg 


atccatccta 


52260 




ctaccttggc 


ctcccaaagc 


gctgacatta 


cagatgtgag 


ccaacatgcc 


tgtcacgcct 


52320 


55 


ggctcagtgg 


ccttgtttct 


aacaaaaaat 


tttctcatga 


aatgaaatga 


agattctgta 


52380 




acaagttagt 


tgacaaactt 


tgttagaaac 


ctaatgtaga 


gatggtgact 


taaaatgtga 


52440 


60 


tattctcata 


aacagtaagt 


cttggatata 


gtatatagaa 


gatcatgtta 


gcgaagagaa 


52500 


taaaagtctt 


aaattgtttc 


ttttggtgtt 


agagatgaat 


ctgcactaga 


ggcacctaat 


52560 




cagcacggtg 


tactctgtat 


aagctaaaac 


aaaacacaac 


agtgattcat 


gtcccagagt 


52620 



wo 2005/071104 



PCT/AU2005/000078 



30 





agaccatgaa 


accacttatt 


agaaatattc 


caaagtttac 


tgtttttaga 


tacaggtgct 


52680 




catatgtgaa 


aggtgaactg 


atttttacaa 


tttatattaa 


caaaattgtg 


caaattctgc 


52740 


5 


cactttttac 


cgttactcgt 


tattttttaa 


atcaaatgaa 


ttagtataac 


aggtcaaaag 


52800 




cagcactgcc 


caatagtact 


gtctttattt 


gtaattttat 


atattttagt 


agccacaata 


52860 


10 


aaaaagaata 


taacagatga 


aattttaata 


atatatttta 


tttagtccaa 


catatcaaaa 


52920 


agtacaatta 


cagcatgtga 


ttagcgtaag 


tattaatgag 


acctttaaca 


ttcatttttt 


52980 




cctatgaagt 


ctttaaatca 


gtgtatattc 


cacccttaca 


gcaaatttca 


gtttcgacta 


53040 


15 


gccccatttc 


aaatgcaagt 


ttagagactt 


atgtagagtt 


caactgcctt 


aaagatattt 


53100 




gtgactttaa 


atttggatag 


tgggctacta 


gatttttttt 


ttttgaggca 


gagtctcact 


53160 


20 


ctgtcgccca 


ggctggagtg 


cagtagcgtg 


atctctgctc 


actgcaactc 


ctgggttcaa 


53220 


gtgattctcc 


tacctcagtc 


tcccaagtag 


ctgggattac 


aggtgtgagc 


caccacacct 


53280 




agctaaattt 


ttgtattttt 


attagagacg 


gagttttacc 


atgttggtta 


ggctggtcac 


53340 


25 


caactctgga 


cctcagatga 


tctgcctgcc 


tcggcctcca 


ggtgctggga 


ttacagacgt 


53400 




gagccaccgt 


gcaggctatt 


agattttctt 


ctgtgaatga 


cgtacacgaa 


ataagtgacc 


53460 


30 


tagagctacg 


tctctgatca 


ttcactttgg 


ttataatttt 


tttgcaaatt 


acctatgctg 


53520 


gaatcttttg 


gggttggtgg 


gaatggtttt 


gtttctgatt 


gtttttactt 


cctcaactgt 


53580 




cctaagatta 


ccagcattct 


aatgaatagt 


aaacttgaga 


taacggcttc 


atgcctaaca 


53640 


35 


agtataattt 


atctctgtag 


tctcaagtgt 


ttgctcttct 


ttttaaaatg 


tttcttttta 


53700 




gagaaataca 


gctttgaatt 


ctactacact 


tttctgtaac 


gcaatgcagt 


aacatgtttt 


53760 


40 


ttgtttattt 


gtagctatcc 


tatagggata 


gggaaaatgt 


aattgaatag 


taactgagga 


53820 


aggggctact 


aaaacctgag 


aaaaaatgat 


aggaaagtta 


ctctttccct 


tcatttgggt 


53880 




gatgggaaaa 


agtaggtatg 


agatcttcta 


atgggcttgt 


gagtgcggta 


gtctttttaa 


53940 


45 


agagtcacat 


ggtgtgttaa 


ttttcctctg 


gatattaaga 


gatcaccacc 


aacaaagcaa 


54000 




ggcttgatcg 


cccaggtgag 


gtggtgtgcg 


gagtcgagtc 


gtgtggcggg 


tgtgcatgcc 


54060 


50 


cttgtgggaa 


aggaagtgga 


agagttaagt 


agttctgcct 


gttgaattag 


cctggtgtgg 


54120 


gtgggtgcca 


gataccctgg 


gctaaggaca 


ttcaatgagg 


atgttaaaag 


cctattacac 


54180 




tggtgttgct 


gaaaatttat 


ttgttgaaga 


ggctggtggc 


ctagatcctg 


gcatggcttt 


54240 


55 


aaaaatatta 


cagtgaagca 


attcttgtga 


tgttaagcga 


gtgtgtgagc 


tcattttgga 


54300 




gtcttttgac 


ttggactctc 


tctcgctttg 


gttaatgagt 


gtggaaaaac 


agcccagaag 


54360 


60 


ttaatttaaa 


atcagacttt 


gttttcaatt 


aaaaattgtc 


catgatgggt 


cattggatgt 


54420 


gaatgcaaaa 


agaaaaaaaa 


tgtccagtga 


tagcttttgt 


aaaattccga 


gtaaatcatg 


54480 




tgtctttttg 


aggataaaca 


tttgttattg 


aagttccctc 


atttaaatag 


ctttttgggg 


54540 
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ggcataattt 


ggatttgtag 


cataattcta 


atttgatttg 


acgtacaaga 


tacaaatctt 


54600 




ctttatgtga 


aagtatatga 


catcttaaag 


tgatattttt 


acagagtgat 


tttccaaaag 


54660 


5 


atttatttag 


accaggtcca 


tcatttccaa 


gtgaagtgaa 


atctttattc 


attaactgta 


54720 




aagtttctgt, 


gggcttccac 


aattgctaac 


atgtataatt 


aattcaaaac 


ccatgctttt 


54780 


10 


cacacttctt 


tttgaaaagt 


agttgctttc 


tgtaaacttg 


acctttctgt 


tgtttcaatg 


54840 


gcctgtttat 


tcttttcaga 


gttaaaaagg 


tcattttcag 


gtttatggaa 


ttttccatgt 


54900 




aaattttggg 


atotgcatgc 


tggggtgatt 


ttctgcttta* 


tatttattgc 


ggtacttttt 


54960 


15 


gtgtccttgg 


gtttaaacga 


atacaggtta 


tgaaaaccta 


ccctgccaca 


ttgtggctgc 


55020 




tgcctttgta 


tctcacagat 


acacctgttt 


catttgggct 


tcatcagttt 


cacgtcaaga 


55080 


20 


gttgtgactg 


aagcttaagt 


aaatatgttt 


attttgtgcc 


ggctgctggc 


tggaaagtct 


55140 


actgtagcag 


ctgaagggtg 


tgtgtttttt 


tggggggggg 


cggggggggt 


actcttgctg 


55200 




ggtgaaccat 


cattgtgaca 


ggtaaatgga 


attcgtcaat 


aaagcttgaa 


ttgcgtcccc 


55260 


25 


cttcatttct 


tccgagctgt 


tgaatgtagg 


gattgtcttg 


cttggaaccc 


tattgattag 


55320 




gtcacagcct 


ggtctgcaga 


aaacagagct 


gcccaggggc 


catctcactg 


caggggattt 


55380 


30 


gccgaagccc 


ctgtgaaagg 


accacatggg 


gtccgcgatt 


accttatgaa 


caggaatcag 


55440 


ttcagggagc 


agatacatat 


taaggaccta 


ttaacttcta 


caggcttctc 


tttgacttga 


55500 




gaagcactgg 


agagtgaaga 


ttccttcaca 


cataatgaaa 


ggaaattatt 


gccaaagcca 


55560 


35 


ccgaaggtgc 


atcttgccat 


atctctgtgg 


gtgcctctgt 


tgagttgcaa 


atttatttcc 


55620 




tgctggggca 


tctgcttagc 


tttagaagtc 


ccatttaagg 


tcatgaaaag 


ggaatttgga 


55680 


40 


aatgattaca 


tagtgttggc 


tttttttttt 


tttttttttc 


agctttgagt 


ctccatagca 


55740 


tttggacaga 


attagcgaac 


tcccctcatt 


aaaaaaatga 


tctttatttc 


caataaaaag 


55800 




gcagtatata 


gtcattgtag 


aagcctggga 


aaatgtaaac 


tactggaaag 


gagaaaacat 


55860 


45 


gactaaaatt 


ttactaccta 


gaaccctggt 


gaacttttcc 


cctaactcat 


atgtacctgc 


55920 




acaaagatgc 


ctttccagtg 


ccaggtgcgg 


gatttgtaaa. 


aatgatgaac 


agaaaacatt 


55980 


50 


tactgaacgt 


gtagttttgt 


tgactgcctt 


ctgctatatc 


cagaacattt 


tctggttggt 


56040 


aggtattctt 


aaagaatgtg 


atttttagaa 


tatagagtgc 


cagcacagag 


acagactaat 


56100 




agaagttgag 


catctttatc 


tgaaatactt 


gggactagaa 


gtgttttgga 


tttatttgga 


56160 


55 


ttttgagata 


tacgcattat 


accagttgac 


atcccacatc 


cagaaatctg 


aaatccacaa 


56220 




tgcccagcgc 


accatgttgg 


tgctccaaag 


tttcagattt 


tgcagcattt 


cagatttttt 


56280 


60 


gatttgggac 


actcatcctg 


tttgtatagt 


aatactcaat 


ttttgaatat 


gtaagttcct 


56340 


tgtttgtgtg 


tatctctgtt 


gccttagcgt 


aaataacagg 


aagtgaaatt 


gctgggtgaa 


56400 




aggtaatgaa 


atttttaaaa 


gctgttcttt 


ttttttgttt 


gtttgttttt 


atgagaacta 


56460 
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gacatcccat 


cagcagtttg 


tgagtgccca 


tttctctgca 


ttcttgctgc 


cactgaatat 


56520 




ttggatttag 


aaacagaaat 


caaaatgatg 


gcagatttat 


gagtggaaaa 


tactaattca 


56580 


5 


gtcagggaac 


tatcataatt 


gaaacagtgg 


ttgttagttt 


tgtggctgtg 


gttctggttg 


56640 




tgtgtttaaa 


aattctgatt 


tttataaccc 


aactttttgg 


gatcatattc 


tctgatttaa 


56700 


10 


cttacctttt 


ctcgatcttt 


gtccccagtg 


catattgagg 


cttatttctt 


cacattaatt 


56760 


aattgtttaa 


aaagcgtctc 


■trtgtatgcca 


gataaaggct 


aatgagggat 


ggacagactg 


56820 




taaaacatgc 


tttcactctt 


catttcattg 


gccagatgct 


acttcgtaaa 


atcagaagta 


56880 


15 


gttgaatttt 


tcgttttcgc 


tgctatcagg 


cttgtcaaat 


taaatttaaa 


aatgtaattt 


56940 




tgctgttgaa 


atcaagaata 


taagttctct 


tttccttccc 


aagtatccct 


atgagttaat 


57000 


20 


tcactcacct 


gtgtccatag 


tgtataatca 


gcagtgtagt 


gattggatcc 


aaacagatag 


57060 


actgtttcat 


gggatcatct 


gagaacacat 


tatcaaggat 


gtgatactag 


gcaataagca 


57120 




gttccttggc 


agctattaat 


tcatgttaag 


aacttggaaa 


agagtatgag 


gcggataaaa 


57180 


25 


ggcacagggt 


tctgttcaca 


atgcagttgg 


gaaaagaaca 


gcttaaaaaa 


aacagcgcta 


57240 




agcaaaccag 


tttaaagttg 


ctgactttag 


gcaatagatt 


caataattaa 


atattaaaat 


57300 


30 


gagatttgta 


ttgaggcaga 


gggttgcatt 


tcaacagagc 


aggcccagat 


gttgagatta 


57360 


. ctatatt'gat 


ttaattatgc 


caagatgctt 


tcattgagcc 


cttggaaaaa 


agaacactca 


57420 




ttcaaaaatt 


gacacatatt 


ttattcttca 


ttagcttagt 


gttgcatact 


tacataattc 


57480 


35 


tggtatctca 


taaaaactgc 


aatatagagt 


ctgatttacc 


aataaaatga 


tgaatgtgga 


57540 




ggaagaatgc 


aggaaaaaaa 


tcgctacatg 


ttttcttcag 


aatgtcgggg 


gggggtgaaa 


57600 


40 


attctcaaat 


aattatggtg 


cacaaacttt 


ctgccttcct 


gcaccatggg 


gaactcttct 


57660 


aaaggcagca 


gtaccaaatg 


aatgcatctt 


taatcatctg 


gaagtaagaa 


atccattatt 


57720 




tttctaaacc 


agacagtagt 


tgtctgtttt 


aatggaacag 


ttggttgatt 


acagctcttc 


57780 


45 


aggcctttat 


ttgctgactg 


cccatagata 


tttgagttcc 


agcttccagg 


attgtcataa 


57840 




gtgagtcaga 


gtccaagaat 


ttagagtagg 


aatctgaggt 


tgatgaattt 


actttggtgt 


57900 


50 


agagagttta 


actgagggaa 


gtagatttcc 


ttatacagat 


tctcacaacc 


ggtgtgctta 


57960 


cagcttgctg 


gctgcttaga 


gacggactca 


tctacaaatg 


caacctacca 


gatagagcaa 


58020 




agctcaggac 


ctgccagtat 


tctctttttt 


agtagagaga 


gcaatgctca 


cctcagttga 


58080 


55 


agggaatacg 


agtctcttac 


agatgtcttg 


actgtctttt 


acagtaacca 


aatgtatgtt 


58140 




ggttttatag 


aaatcagagt 


tatgttttaa 


ttgtagaata 


ccatatgtag 


aaagcattat 


58200 


60 


gcaggttgaa 


aataaccact 


ggttaagtgc 


tttgaaaagt 


taaaggaacc 


tctgagatgc 


58260 


agtcaaagga 


aaagttaacc 


agagtcaaaa 


aatactgact 


gcgtaatcct 


tacctaagga 


58320 




atataatcag 


aaacactaaa 


gcaaccccag 


gccacatatg 


ctggttagaa 


actctgctgt 


58380 
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gaattttaga 


aaatcttagt 


gaagatgttt 


catttgagat 


aggaattttt 


aaccttcata 


58440 




tattttatgg 


tgttactgaa 


aaatagaggg 


gtttggctaa 


gttgctctta 


ttgtggtggt 


58500 


5 


ggtttaacgt 


tctctacggt 


tccgtatcct 


atcagctatt 


ggacatttta 


tttaaggata 


58560 




tagaaatgtt 


tcgttacagc 


ttattcattc 


atgaaatgta 


agacttattc 


ttcctttccc 


58620 


10 


tgtgagaaga 


gcctttgcct 


ttctggaatg 


ctttgtttga 


tctcagtgta 


atgcccttgg 


58680 


agtgcccttc 


ctgtcatgaa 


agaaaggtga 


ggtgaatcaa 


agtaacgcca 


gataaggcag 


58740 




gaatgtgcgc 


tcctggttac 


tcctgtgtca 


ctctggcttt 


gagactgtgg 


ctgtatactt 


58800 


15 


tacctttctt 


gcccaaggga 


ttagcgaggg 


cactggctga 


ctttcttccc 


tttagataat 


58860 




gtttcatgca 


caaatcagac 


ttgcctgctt 


ccttcctgaa 


ttcatgactt 


ggttgtggca 


58920 


20 


taaaaggagt 


tgccgaaata 


agaagagatg 


agcatttcca 


gttagtcaaa 


actaaacaga 


58980 


gtagcaaatg 


aaaaccacgc 


ctcctctgtt 


taatatgtta 


cgccctatcc 


agaggtgacc 


59040 




gtttttgttt 


aaatttgtta 


aattaaaaca 


attgttaccc 


tgtttgtatt 


acgtgtctga 


59100 


25. 


aagtgtttca 


ctgtgctgcg 


ttaatactgg 


tggggtaaag 


ggagtttggg 


tttttttttt 


59160 




tttccctctt 


atcccccaag 


ttagtgatta 


acatccagtc 


attcacttgt 


gagaggaatg 


59220 


30 


ttagttgctt 


tagaaaatac 


atggtaatta 


tttaaagtgt 


cctaaagaaa 


tgtggtagct 


59280 


gtttcattct 


gttgaaaacg 


ggccgagcgt 


cagttccatt 


ttctgtgcat 


ggcagtgttc 


59340 




gggcggaggc 


a^ggtgcatcc 


cggggaggag 


cacagttcat 


ggtcctacgt 


ctcctacgag 


59400 


35 


agccgacagg 


aaatctgcaa 


gagtaccttc 


agcccctcgc 


agatactgtc 


ctggcccttc 


59460 




taaagcatcc 


ccttcccagg 


gtccagcacg 


gaagcactcc 


tataactgtg 


cagtgagacc 


59520 


40 


ttcatctggg 


attggatata 


gttataattg 


gagaggagat 


tcagtctaga 


tgagacgatt 


59580 


aaacaacaag 


agaatgtagt 


ttaatattgt 


caaataccca 


tagttcataa 


tgacctgagt 


59640 




tggcagttaa 


gactcctatg 


taatgaagaa 


tttcttacag 


atttaataca 


ttcttaaata 


59700 


45 


cagtaaacaa 


gaaaaatcct 


ggcttatttt 


attcagtagg 


taagcatatg 


tttatagttc 


59760 




tatttaaact 


gttaatttac 


ttattcaatt 


atttggataa 


gtgaattatg 


taatgcctgt 


59820 


50 


gtgttggctc 


ggtggattta 


atgaagtagc 


aatcttactg 


ttttgtagct 


attgaaaaac 


59880 


agctgaaaaa 


ctcagttttg 


ttaactatta 


catgcaatgt 


tttgtgatta 


aaaaaaaatt 


59940 




ccctctgaat 


ctttttggaa 


ggatcactga 


gggaatttaa 


ccacttttac 


atttttcata 


60000 


55 


gggatctctg 


atacccaaaa 


ggattaataa 


taactccaga 


gggagcagaa 


tgaagctctc 


60060 




cattctggtg 


atccttgatg 


ggtccatgac 


cacagggaga 


agtcgtgtat 


tggactagtc 


60120 


60 


tagaacccta 


ggaggaggtt 


gtggggaaat 


gagagtggga 


gggagaagag 


tggcaagtgt 


60180 


gcctgctcca 


cfcfggccgcag 


gtcagcagct 


gcaagtcctg 


ctgtaggtcc 


tggaaggaaa 


60240 




aaggctttgg 


agaaatcacg 


agtggccttt 


gaaagcaaaa 


ctttcggaaa 


atttcacaga 


60300 
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ggcaagattt 


gagagggtga 


aagaaggctt 


gggtgaatgc 


ccttccatgc 


attcattcat 


60360 




ctggtagttg 


acgtttattg 


accgcctcta 


gaatgccaga 


acctgctcta 


ggtgcccagg 


60420 


5 


actccacagt 


ttgcaaggta 


gacggtgctg 


tgcccttctt 


ggagcccagg 


actccacagt 


60480 




ttgcaaggtg 


gatggtgctg 


tgcccttctt 


ggagctattc 


ttctggagag 


aggagacacg 


60540 


10 


agtcaacaca 


gagatgagga 


gaaaagaacg 


cacagtttca 


gctgagcggt 


gctgtggagg 


60600 


aaaacagggc 


atgtgttaag 


gatttttgca 


gggtgtgcat 


ggcctcctta 


gatggagtgg 


60660 




tcacctgaat 


gacaagaacg 


aagagccaac 


tatttgaaga 


caatttttaa 


tcagagggaa 


60720 


15 


taatagccct 


gaaacacaag 


cttgtatggt 


ggaaggtctg 


ggatgaggta 


gttaaggtag 


60780 




gtgcgtggcc 


aggacatgag 


gctgtggtct 


gtggctgaag 


ggaatggtag 


gaataccagg 


60840 


20 


gcagtcagtc 


cagggcccct 


tacacgggag 


tgaccctgcc 


ttaccacagg 


agaggactcc 


60900 


gttttgtggc 


acacactctt 


cctttttcct 


gctgctgact 


gtcctgctgt 


cctggagtcc 


60960 




catcgctagg 


ttttatccca 


gtccaggctt 


tctgcctggt 


tcccccttgg 


ggccctcagt 


61020 


25 


ggtgtttgta 


gtcactgatg 


acatggagaa 


aagaaggaaa 


atcctcctct 


gatctgccgg 


61080 




gctgcctctt 


taagtggcca 


tgtcctgcca 


gacccagtgt 


cctctttgct 


aacagacttt 


61140 


30 


cttttggatg 


taaacccttg 


aaataagatt 


gctgttttaa 


ctactttaaa 


aacaaatcat 


61200 


taaaagttgt 


tttctttcag 


aagcatgttt 


ttagttcaaa 


aagtctgtct 


tcatgcatac 


61260 




gcatcatgtt 


agaaacattt 


acaactttct 


tttttttttt 


tttttttgag 


acagagtctc 


61320 


35 


gctctttcac 


tcaggctgga 


gtgcggtggt 


gtgatcttag 


ctcactgcaa 


cctccacctc 


61380 




ccgagttcaa 


ggaatcctcc 


tgcctcagcc 


tcccgagtag 


ctgggattac 


aggcacatgc 


61440 


40 


cagcacacct 


ggctaatttt 


tgtattttta 


gtagagatgg 


y 

ggtttcccca 


tgttgaccag 


61500 


gctgttctcg 


aactcctgac 


ctcaggtgat 


ccacccgcct 


tagtctccca 


aagtgctagg 


61560 




attacaggcg 


tgagccaccg 


cgcccggcta 


acatttacaa 


cttttagcaa 


ttcagaagat 


61620 


45 


aagtaataat 


attttgaaag 


aaatcttagg 


aggtgcctga 


ttcctagtcc 


tgaatctggg 


61680 




tggcaaccta 


ggttttcttc 


ccagctgtta 


gataaggaga 


tcatccaacg 


tcccttatcg 


61740 


50 


cctccatatg 


acaactaata 


attttatata 


tttggtgact 


aaacacgaac 


tattatgctt 


61800 


tacttttatt 


ttggtaatca 


tgatatcttc 


tagcaatgac 


ttcttttgaa 


cttggttagt 


61860 




ctttacttat 


agatccgtaa 


ccagttctga 


gaaagtagtt 


gtgacaaaat 


gtaacgaaaa 


61920 


55 


.taagtgggga 


aagatagtta 


tggaggcaaa 


ggtggactaa 


tgttcctttc 


tgtgtcccag 


61980 




aaattcctaa 


tttgactttt 


cctggttttt 


attgtccttt 


catgtttgaa 


atgaaacttt 


62040 


60 


gaaacgtttt 


ataaaagtag 


ctcttcattt 


ggggctggag 


ggaaagtttg 


tggcagacct 


62100 


cactgccact 


tcagcggtat 


tgatgcatac 


tgtttcaggt 


taaaaatgct 


ttacgctgtc 


62160 




agttgaaata 


actcatcgat 


gtgtctcagt 


gaacaacgtt 


gctgtggatt 


ctgactttct 


62220 
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tctgtgctgc 


acgtatgtgt 


gtatttcact 


ttagagcact 


gctaatgccg gtcccttgtc 


62280 




ttgataagga 


atgtcacctg 


ggctctacaa 


taagtgattc 


taagttctct 


. tccgaacacc 


62340 


5 


gcttccatca 


tcgtgtgatt 


tctgttagta 


gccagtttct 


gtcttgaata 


atagcatcct 


62400 




tggaaataca 


gaggttaggg 


attaaggtgt 


catacctctt 


taagaatctt 


cttaaatctt 


62460 


10 


ggttttgctt 


tagtttctca 


aacatcaaaa 


tagattcaat 


agattaaata 


cctttatttt 


62520 


tatagtaatt 


cttataaccc 


atatatctcc 


cacttttaaa 


taagaggaat 


aataaatatt 


62580 




gatataaata 


gtaaatatag 


agaggtataa 


taaattgcca 


aagtcacaca 


tttattaaaa 


62640 


15 


tgctgagttg 


ggacagttaa 


caggcatgct 


gtaaggatgg 


ttgattataa 


ggccaatact 


62700 




ttgaagtaac 


agactgagaa 


taaaacctac 


attcactctt 


gtttccctct 


ccaattccga 


62760 


20 


aataattcgg 


tgatactctt 


gaccagtgat 


tgagatgtgt 


gcctaggtca 


aagtcactga 


62820 


taccatgtta 


aggtaaggcc 


gattattttt 


taagctttct 


tagggtttgg 


ttggcagatc 


62880 




attaactctg 


agatagtatc 


attgactttt 


gcttttccta 


atgtgagcca 


tttccctcac 


62940 


25 


caatcagaaa 


agccgatttc 


agtcttatga 


gatttgtgtt 


aatgcaagcg 


tgcacctctc 


63000 




tactaggtgc 


cactctcgaa 


cgtagactga 


gatttcaaga 


gatttgggtt 


ccagttatgg 


63060 


30 


ctttgattca 


agctctgcaa 


cctagtaact 


tgtgaagtca 


tttattccct 


ggacttcctt 


63120 


gtctgtaaaa 


ttagagggtt 


gcactagatg 


atctttactg 


ctctctttta 


actcttgttc 


63180 




tttgctgatt 


cgttggtttg 


attatttaag 


ataaccaaac 


accatgcttt 


agaacttacg 


63240 


35 


gtggtcttgg 


agctttatga 


ggtagtgttc 


atgtaagagg 


tcggctgccc 


accacatgtg 


63300 




cctttgtaaa 


ggtatttggg 


agtgtttttc 


ttcccttcca 


gaggggcagg 


ggaggagtgg 


63360 


40 


tgcctgaaga 


gagaaatgtt 


acagaaacgg 


tcgtgtgtaa 


ttaaagccta 


ttcagtgttt 


63420 


tcacagtggt 


gtcaccaaca 


atgataaact 


cagtcatagt 


cagatttcat 


gtttgtgtta 


63480 




tatgctatat 


tactggaatt 


tgttagtttt 


atcttattga 


agaacataat 


aggatggctt 


63540 


45 


agcctttgct 


tctcaacact 


ggtacccctt 


tgcgtgtctc 


ttttgaacag 


attgtgttag 


63600 




tctgttgagt 


tgtatttctt 


ttttaaggac 


aataattaaa 


gccagggata 


tgccagcatt 


63660 


50 


atttcaaaat 


aggcttatca 


agggagcatc 


tgtcaaatgt 


cttcagtatt 


aggttaaatt 


63720 


aatcgaggct 


ttaaatttgc 


agtcgtgttg 


ggatatttgg 


gatatttccc 


tgttccaatt 


63780 




aggtaatgaa 


agcattggaa 


gacactcatg 


gtcttctatt 


aatgggtaca 


gttagcagta 


63840 


55 


aacaggttag 


tttactgggc 


ctgtgaatta 


tggttgattg 


agaatttata 


aaattatgaa 


63900 




gtagttcttt 


agatggcacg 


ttataaaaaa 


ttcttgagtt 


tcagatttta 


acaaatagcc 


63960 


60 


tgctacagca 


aaccaaccaa 


tgtagtaaaa 


taagtgggaa 


aaaatatacg 


attgcttcac 


64020 


cacctctttc 


ataaattgct 


gaatgaaaag 


gcaatctcaa 


tccaagagtt 


tagcacaaag 


64080 




tcatttttca 


aaaatcatct 


tctaaactgt 


agacttgata 


acatgctttt 


ccttttgaac 


64140 



wo 2005/071104 



PCT/AU2005/000078 



36 





ccatatatct 


gatactgtca 


tgagctggaa 


atatttgagc 


tttaggaatg 


gcaacagtgt 


64200 




tgtaagtact 


atgctatgtt 


tttttttttc 


ccatgttgaa 


tttgtattta 


ggttttggaa 


64260 


5 


aaagcagaca 


gttttctaaa 


taagatgtga 


gatacttcct 


gcttatggat 


agaaaacaaa 


64320 




ctcagtttcc 


tgaattagac 


tctcagaaca 


tgcttctgac 


accagatgtg 


tggggttccc 


64380 


10 


ccaaccccca 


tttttttttt 


tttttttttt 


tttttttgag 


acagagtctc 


actctgtcac 


64440 


ccaggctgga 


gtgcagtggt 


gcgatctcag 


ctcactgcaa 


gctccgcctc 


ccaggttcac 


64500 




gccattctcc 


tgcctcagcc 


tcccgagtag 


ctgggactac 


aggctcccgc 


caccacgccc 


64560 


15 


gggtaatttt 


tttgtatttt 


tagtgttatt 


tgtttagtgt 


tagtgttttt 


ttgtattttt 


64620 




agtgtttttg 


tatttctgtg 


tttgccagga 


tggtctcgat 


ctcctgacct 


cgtgatccac 


64680 


20 


ccgcctcggc 


ctcccatagt 


gctgggatta 


caggcgtgag 


ccaccgtgcc 


cagcccagcc 


64740 


taaatatttt 


tttaaacaaa 


aggtactttt 


actgttccaa 


tcactgaaga 


aattacaggg 


64800 




cacatgtaat 


tcctttttgt 


gactgcccag 


tattccatcg 


agtatgtgta 


ccacattttc 


64860 


25 


tttatctagt 


ctatcactga 


tgggcatttg 


aattggttcc 


atgtctttgc 


tattgtaaat 


64920 




agtgctgcag 


taaacatata 


tgtgcatgtg 


tctttatagt 


agaataatta 


atattccttt 


64980 


30 


gggtatatac 


caagtaatgg 


gattgctggg 


tcaaattgta 


tttctggttc 


tagatcctta 


65040 


aggaatcgcc 


acactgtctt 


tcccaatggt 


tgaactaatt 


tacattccct 


tcaacagtgt 


65100 




aaaagcgttc 


ctgtttctcc 


gcagccttgc 


cattcccctg 


taatttctta 


tatgcaggcc 


65160 


35 


tatgtatata 


tatttatgta 


tgtaatatgt 


atataaaagt 


aataatatat 


taataacata 


65220 




tataatacat 


aatatcaata 


atatacaata 


attgatatta 


atgacaatat 


atgtaatata 


65280 


40 


tttacatagc 


tatacatgta 


taaaataaag 


tgataataga 


atatatttgt 


ctataatgac 


65340 


attgtataat 


gttctattac 


attaatttac 


aataataaat 


atttatttat 


tattatatta 


65400 




taataaatta 


atacagtagg 


ccaggctggc 


ctccacctcc 


tgggctcaag 


gatcctacta 


65460 


45 


gattggcctt 


acaaagtgct 


gggattacca 


gcatgagcca 


ctgcgcctag 


ctatttattt 


65520 




atatttttat 


cttctccgat 


acgtatattt 


tagtaaccac 


cctgctactt 


aattacaact 


65580 


50 


agtgtgttat 


aatgaacact 


tgtgtgtttt 


tgaatttgtt 


ttttctagtg 


gttagtttga 


65640 


atatatgctt 


ttcaaatacc 


atcaactgct 


tgatatccct 


gtgatgttta 


ttttcatatt 


65700 




ctacatcttc 


tgttatcact 


ttattttatt 


aatggttagt 


attaaagaag 


aaaatgtcac 


65760 


55 


tttaaaatga 


aatgtttatt 


attactttgt 


taaagaacag 


ctctcttaat 


gaacaacttt 


65820 




gctctcagag 


aaagttaagg 


acagagataa 


tataagaact 


actgcagtta 


ttctctattt 


65880 


60 


ttcatttttt 


cttgtttcag 


ttctgtgctt 


taatttttag 


taatgtagat 


acatgacagt 


65940 


tatttgagac 


ttgccaatct 


attcttatat 


agtcttttaa 


tgtctccagc 


aagatttgtc 


66000 




ttcatagtct 


ctaaagtgat 


gaattagcag 


taatccgttt 


tcctcctgtt 


ttaattctct 


66060 
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ttcaaagtac tttatgagat ttgtttcctg tttgcataaa atagtgcata ttaaatactt 66120 

catttgtctg ccccacagtt accactaaga aatcttggtt aagattgttc agtttctgag 66180 

5 catatactgg gtattgtagg aggtttgttg agttttgatt gcttacctct caattttaga 66240 

atcctgatac atacaggtgt gccctctttt gtgatttcaa aacatatata aaattagaaa 66300 

tcttccgtta tatgatacac cgttcttcat taaaaaaaaa aaccctgaat ttagaaaacg 66360 

ggagttatgg gattaatatg catttacaaa ttgatgtttt gccttaacga agattcttag 66420 

ccaggtttaa catcaaatct tgcagtgcat ttagattatt agatagggct gtttgattta 66480 

15 atatgaagcg ttagcataaa aggacatatc tgaagtttct cctaggttat cagtgtccgt 6 654 0 

gaatcacttc ctgattaggt tagcttgacc taacttaagc ttctgagttc ttacaggtat 66600 

tggttttggc aacaaattgg gtattagaag tagctgaaca ctgcttgtaa gtagttcgtc 66660 

20 

ttcagtttgc aatttttaaa gtttaaagat ttgaattaaa atttaagaac tgctttgtaa 66720 

ttgaaataaa atttaataga aaaagaagtt tctaaaaatt tgataaaagt ggaggctgga 66780 

25 gtaaaggaaa atgctacttg ggaatggatg ggcagggggg cagcttatac atacagtcca 66840 

tgaccacagg gaccaaaaag tcaatgggac ttttatttgc ttcagtcagc attcagttca 66900 

tgtaaaacac accttccttt ttgtagaact gaattgcata tgattcttag ggtttatttt 66960 

30 

gagagcaata gttgcggttt tctgtattta taatctgttt acaggtgcct aaacaaacct 67020 

tagaaacagg aaaactggcc cttccaccag ctgtgtgcat tctaggactc cagagacaac 67080 

35 tgtctctttg gagagagttc tgtttataca gagaccaatg tagtgcttga ctgtaacagg 67140 

aggaatctca ttccattcct tctttagcaa gggagtgctt taaggagttt ggcatgaggc 67200 

ttagtcattt caactgacat tttaatcatt gaatagtgcc ttgtcttctt gctggaacac 67260 

40 

actttgcagt acaagagctt taggcagttg ttattcagcc tatgaaaacc tgtaagtcac 67320 

tcttaacttt taaaggttgc ttttacattt ctgaaattcc ttaagttctc cttatatgct 67380 

45 tcagattaac cctttataca cgttggttta aaaaatattt ttatataata catgtatatt 67440 

tcttctagaa acattagaaa atattaacag gaagaagata aaattaactc atccgtataa 67500 

ctcgccattt ttcttgcata tcctcttctc cctgtttttt tttgtttttt tttttcacaa 67560 

50 

aatgaattga catttatttt tttaaaatca ctttattaca tgttgcatta taaaattcaa 67620 

gcaggaactc ataactgaag aaaggatttg tttggtcttt gtgtaaaaga tacttataca 67680 

55 ataaatggaa aataattatt aaagtaccta gttgttaaaa tgctgtttcc cttctcaaac 67740 

aggtgccctt cttttcctct ctctctgctg gtccaaggaa taagttactc ttttatttaa 67800 

ctgtcttctc ataggacctc attttgctct tctttttgtt tcttttgcac cttgtagcat 67860 

60 

acctggcatg tggtaggaac tcattctgtg ttgaatgaat taaaacaggt gtaaatcaat 67920 

aaagccaggt tccagattaa gatccaagcc agtacaaaca acattaagtc ccttgttgaa 67980 
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aaataaggta 


cagcttttaa 


aaattaattg 


tgtgtgtgtg 


tgtgtgtgtg 


tgtgtgtgtg 


68040 




tgtgtgtgtg 


ttttagacag 


ggtcgtgtgt 


atgtgtgggt 


gtgtgtgtgt 


tttagacagg 


68100 


5 


gtctcactct 


gtcacctggg 


ctggaatgca 


gtggtgtggt 


catggttcac 


tgcagcctct 


68160 




gtgatcctcc 


cacctcagcc 


tggagctaca 


ggtgtgtgcc 


accatgcttg 


gcaaattttt 


68220 


10 


tgtattttta 


gtagagacag 


ggttttgcca 


tgttgcccag 


cctggtctag 


aactcctggg 


68280 


ctcaagtaat 


cctcccacgt 


cagcctccca 


gagtgcaaag 


tggagaaatt 


acaggcatga 


68340 




gccactacat 


ctggctggtt 


tttctttctt 


tttttctttt 


tatttattgc 


ccaggatgga 


68400 


15 


gtgcggtggc 


gcaatctcaa 


ctcactgcaa 


cctccgcctc 


ctgggttcaa 


gcgattctcc 


68460 




tgcctcagcc 


tcctgagtaa 


ctggtactac 


agggcacacc 


accatgctga 


ggctagtttt 


68520 


20 


ttttttttct 


taatgagatt 


tctttcctaa 


agagggtttt 


tccttaaaac 


gtttctgttg 


68580 


atctgccaca 


aaacttttac 


agctgattta 


cacttcagag 


ctctacatct 


gccacccacc 


68640 




actctagttt 


ttttatagtt 


aataacagta 


ttcaagactc 


agttataata 


ttctcgtagt 


68700 


25 


tagattcagt 


attgttagta 


taatgccata 


tacctactta 


cacctagtat 


atttcagtta 


68760 




atttagccta 


tgcaggtttt 


ttgtttttgt 


ttttgttttt 


gagacaaggt 


ctcactctgt 


68820 


30 


tgcccaggct 


tgagtacagc 


agcatgatct 


cggctcactg 


caaccttgac 


ctaccaggct 


68880 


caagcgatgc 


ccctgcctca 


ggcacccaag 


tagctgggac 


tacaggtgcc 


tgccaccatg 


68940 




cttggctaat 


ttttgtattt 


tttgtaaaga 


cgaggtttcg 


ccatgttgtc 


caggctgtac 


69000 


35 


tcgaactctt 


gggctcaagt 


gatccaccca 


cctcagcctt 


ccaaagtgtt 


gggattacag 


69060 




gtgtgaacca 


ctgtacctgg 


ccgcctttta 


atacataaag 


aagatatgat 


aaacacagta 


69120 


40 


acttcctaaa 


tagagagcag 


tgttggattt 


tttttaatat 


ccttttttct 


tttttatcct 


69180 


aaatgggcct 


ggtcacacgg 


agttcttgaa 


ctctatacag 


ggatctgttt 


ggccttcctt 


69240 




tagttgttat 


aacttaagtt 


ccatcgctcc 


tcccaccaca 


ggcaagtgct 


ggtccacctt 


69300 


45 


ggtggatgtg 


ttgcctgttt 


ttccactaac 


agtgattgat 


tgatgagagt 


cagacctggc 


69360 




tgttgaatca 


caactctgca 


tctcatggag 


atagtaccct 


ctggttttat 


gtgtggactc 


69420 


50 


tggagccagt 


cagccaggtt 


tggggttctg 


gcttctctgc 


taccaaagtt 


ggataactga 


69480 


ggatgacttc 


cttaactttt 


caggctaagt 


tgttagatgt 


aaagctctaa 


gatgactaac 


69540 




tggtaaggta 


atccattaat 


tcattggtta 


ctttattacg 


gagtaaataa 


cttcagacca 


69600 


55 


gtgacttttg 


agccttaagc 


ctctgcttct 


gaatatggaa 


aatggggaga 


gaccactggg 


69660 




ctaattgtga 


agattaaaca 


atatggcata 


ttaaagcttt 


tactaagtct 


gcatccagtc 


69720 


60 


cgtataaggg 


gagaagagta 


atcaacactg 


aaattgcgta 


tcttctgaaa 


tttgaaacaa 


69780 


acttccagaa 


gcattgccat 


tggtaggtaa 


aatatattct 


ctgtatctta 


atgcttctga 


69840 




aggctgtctt 


gtggatgtag 


ttttatccaa 


ttaacaggtg 


tccagatgat 


aagttttgat 


69900 
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acccaagggt 


gatcctcttt 


aacagtagag 


cttatccaca 


aaagccgtca 


ttgacaatat 


69960 




cagtgattct 


gacagggaag 


tcagaacttg 


gaatcattcc 


tcaacaaagc 


gggacaacat 


70020 


5 


ggtttagcag 


agcttaccct 


gggaatgact 


ctttgcagag 


ctaaagaaat 


ccctgggctt 


70080 




gaaacatgat 


gcttaaaatc 


tgattatgta 


cttaattaat 


actacgtttt 


agtaagtttg 


70140 


10 


caagtcagaa 


agcttcctca 


gctaattttg 


aagttattgc 


agcaatttta 


attaaaagaa 


70200 


ttgataggta 


tatgttttaa 


ttaaaatgat 


ttaaataggc 


aatctaaata 


atgcaaacag 


70260 




tgacagttgt 


gtttttgctt 


ttccttttgt 


cattgactta 


tgatctcatt 


ctgggcaatg 


70320 


15 


tgattataga 


atttcctaga 


cctaaagctt 


tgtgtaagta 


gttacctaca 


taaatacttc 


70380 




agtgttagtt 


atcgaagctg 


ccagaatatc 


cattgtcata 


tatctactca 


aatgaaacag 


70440 


20 


aaatacttaa 


aaatgaaagt 


acatctaaga 


catagacaga 


aaaataaaac 


agggaggttc 


70500 


tgtacataaa 


accttctgat 


actgggctgc 


aggtattgtt 


ttaattgact 


tttattgtat 


70560 




acattttaaa 


tatagatttt 


taaatccatg 


gttacagaaa 


tttacagatt 


aaaaaagttt 


70620 


25 


ctgttcactg 


gatggattta 


tctgctgatc 


accttgttta 


tttcagacct 


tttttctctg 


70680 




cacatataat 


tgtgtatgtg 


tgtttaaaaa 


atttttctga 


acagcagtag 


catcatattt 


70740 


30 


tatatacttt 


tatacgttta 


tatttttctc 


tcaatttctg 


tatcactgac 


attcttctgt 


70800 


gtaattaata 


tgcatgtctt 


cttttttgaa 


gctgtgtatg 


taccatcata 


taataagtcc 


70860 




attccttttc 


cctcccgata 


caatgaaatt 


cgctttagcc 


cagattttca 


aatgttggga 


70920 


^5 


aaacggcatc 


tggcagctac 


atttctggat 


tgcattcaag 


tcacaacttc 


tctggtgaaa 


70980 




tttgcaggtt 


gtgttcagtt 


gccccttaat 


cttccctcca 


attgaaggac 


aggcagggac 


71040 


40 


tccaaacatt 


tagcacgatt 


gtctggaacc 


tgacttttag 


ggttgaatcc 


cagttcccca 


71100 


ctaatggact 


gtgtgacttc 


tggcaggttg 


cttgtactgt 


ctgtttcctt 


tctgtgaaat 


71160 




aggatatgat 


aacgttacct 


acttcttagg 


gttgctgtaa 


ggagtaaatg 


agctgatgta 


71220 


45 


taagaagttc 


ttctctgcta 


tatcttgagt 


ccatgtatgc 


tgttatgttg 


ccatccctgt 


71280 




cagtcatcat 


caggccactg 


agtttgctca 


aaatacaaat 


ggcttctcac 


aaaatggcac 


71340 


50 


tcatggcaca 


tcactggttt 


tgaaagattg 


ggtcatggtg 


gtcagtgtca 


tggcttcagt 


71400 


taaactggag 


agaaagaaat 


tatacatgat 


ttactgtatt 


tttatctgta 


ctgggggcaga 


71460 




gaggcacctg 


tacggtacac 


tagtatactg 


cctagcagtt 


tgattggccc 


acgagggatg 


71520 


55 


cttcttggtt 


gacttacttt 


cttttactta 


ttttgacttt 


cttttattat 


caaaaacata 


71580 




aaatatttat 


agaagtggtc 


tctagcaatt 


aaaattttat 


ttattaatat 


atgtatacac 


71640 


60 


acataataga 


acattgtttt 


taaaagtact 


agaacttgtt 


tttttccttc 


ttctgcaaaa 


71700 


taaaccatta 


aacattggtc 


tttacatatt 


ccttatgttt 


tatgattagc 


aacaccagtg 


71760 




aagtaaatag 


taatatctta 


taaacttcag 


gtgaaaggaa 


agtaacaaat 


gttgatttta 


71820 
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gttctgagag 


catttcctgt 


gtcattccct 


gagaaagtag 


actgaatagc 


cattttagaa 


71880 




tcttaaatgc 


cttcagccca 


atagactcct 


cctttttcat 


ttcttgttct 


attttagtcc 


71940 


5 


acagtagtaa 


ataacataaa 


tttgccaact 


gatggcagaa 


gcaagaacat 


taaatgtata 


72000 




tttacacaca 


cacacaccac 


acacacacac 


gatctactgt 


attgtttcta 


aaagaattca 


72060 


10 


aaggtttcga 


tttatgagat 


aatactgcat 


gtcaaactag 


tatcgttatt 


tttattttta 


72120 


tttttatttt 


tttttgagac 


ggagtttcgc 


tcttgttgcc 


caggctgcag 


tgcaatgaca 


72180 




cgtcttggct 


caccgcaacc 


tccacctcct 


gggttcaagt 


gattctccta 


cctcagcctc 


72240 


15 


ccaagtagct 


gggattacag 


gcgcctgcca 


ccacgcccag 


ctcatttttt 


gtatttttag 


72300 




tagagacggg 


gtttcaacat 


gttgggcagg 


ctggtcttta 


actcctgacc 


tcaggtgatc 


72360 


20 


tgccagcctc 


ggcctcccaa 


agtgctggga 


ttacaggcat 


gagccaccat 


gcccggccca 


72420 


gttattttaa 


agaaaggcta 


aattgcagaa 


attttgcttt 


ttatattaaa 


ctcgttttac 


72480 




agcttttctt 


tgtatataat 


aggcaaaaca 


agtaatattt 


ttttattatt 


ttacagtaaa 


72540 


25 


ttatattttg 


aattagattg 


ttatttaaat 


ctttagcctt 


taacatgtaa 


agtttcttat 


72600 




acacacatta 


ggctctcaag 


gtatcatcaa 


gatgtggaaa 


tattaacatc 


agtctaaatc 


72660 


30 


tagtatttaa 


tgaaaacgag 


attaaaaaca 


ggtaagttca 


aaaaagtttt 


taattgaagg 


72720 


aaggaaacaa 


tctacatatt 


atgagctctc 


atagacaact 


ttttaaaaaa 


ataaaacatl: 


72780 




tgcagaaaaa 


tggagcagaa 


agtagaatgc 


tcacataact 


ccctgctccc 


tgccccagct 


72840 


35 


tctcacgttg 


ttgacatctt 


acatgagtat 


gtaagatgtt 


acaattaaag 


aatcagtatt 


72900 




ggtacattgt 


tactaactga 


agtccataat 


agatgcagat 


tttctgagtt 


cttacctaag 


72960 


40 


gtgccttctg 


tggtccaagc 


tcccacatga 


catttagtta 


cgtctctctg 


gtctcctctt 


73020 


gcctgcgact 


gtttctcctc 


ctttgcttgt 


ctgtaatgga 


tatcattttt 


tataagcact 


73080 




cactattgac 


ccggccttga 


accaaacacg 


taacaattct 


ttgtccttaa 


aaagtttgca 


73140 


45 


ttctaatagg 


aagcttacaa 


tctactttta 


aaatttaatt 


ttaaggaaga 


attgatgttt 


73200 




ttagtgatta 


acatttaata 


tgacaattct 


gagatgttta 


gtctttgcat 


aattagcagg 


73260 


50 


aaaaattgaa 


taaccgttta 


tagattaatt 


gcagcaacag 


agatattggc 


tctctagtgt 


73320 


gttgatggta 


tgtctcttct 


ttttccgtga 


gtattgtttt 


catatttggg 


aaaatgctta 


73380 




ttttcaaaag 


agttaccctg 


tttacgctga 


gggtattgaa 


ttggagaaaa 


gagtttctgt 


73440 


55 


ctgttgttgc 


ctgtagggaa 


aatatcgtta 


aaattatatc 


tcacatttaa 


gtttttcttg 


73500 




tgattgaaca 


aagcagcttt 


taatacaatt 


gctgccttaa 


gcagttgtat 


gaaaagttta 


73560 


60 


aaacattaag 


tatgtgacat 


atcagaaagg 


agggtagcgt 


ttgcaaattt 


gtgttgctgg 


73620 


gttgttgctg 


atgataggta 


tttctgagag 


tcagaagtaa 


cgaggctttg 


ttgaaagcct 


73680 




tggcattaag 


gcttgattgg 


gggccaagac 


ctgttaaaat 


aggaaaattc 


taggaggaaa 


73740 
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ggtgttctgt 


ggccatggga 


atttgaatca 


gttaaattat 


ttttggcaaa 


catcatagct 


73800 




ataactttat 


ttttgcctta 


aagattactg 


tgttgcaaga 


gtcctgttcc 


acctgtgtca 


73860 


5 


gcgggaggga 


atgctggcct 


ttcctgatca 


aggactattc 


cttaacagca 


gcaggggcca 


73920 




gcagtggcgg 


ggagtaggag 


ttattattgg 


aaactgtgat 


ttacttttga 


accgtttatt 


73980 


10 


ggagcaaccc 


tataaccttt 


gaataatcag 


gctgtggaaa 


gacaacgtca 


gtatccgttt 


74040 


agttaagtaa 


gtggacatta 


atgaatcctt 


ccatacagaa 


attttgctgt 


gagctctatt 


74100 




ttcaactatc 


ttggttaagc 


tcttttagaa 


attacatttt 


tcccccttca 


gtctcgttct 


74160 


15 


ccactggatg 


catatttaaa 


gtgagtttcc 


atagtgacat 


ctggtggtgg 


ttttgaaatc 


74220 




ctggagagta 


tgtttggaat 


gataaatatt 


cttacttaat 


aactccaaat 


ttccggcttc 


74280 


20 


tttcggattt 


ttcaggttat 


taacaacttc 


actgtattct 


cgaggttgga 


aagctaggct 


74340 


ttcattcctt 


ccgtaatgct 


tcattcaggt 


aaagccgtga 


tttctgatgg 


cactgctgag 


74400 




tggcacacgt 


aacaagcgtg 


tctcaacctg 


tctcctgtgc 


tccaaatctg 


cgtcatagca 


74460 


25 


tcacgcagca 


gcatcacgac 


cgctctcact 


gcgtgtgcac 


ggcaacctcc 


tgacgggagt 


74520 




ggcgacagag 


tttccctgtc 


acccctctca 


cggctctgtt 


gctcccggca 


tctggctgga 


74580 


30 


gggaatcctg 


cggaaggcct 


gggctgcagc 


cctccctcct 


cacagcctgg 


gcgcaggcac 


74640 


cttctggccg 


catgctgtgt 


ttgctttcag 


aaaggtagaa 


ggaggggagc 


gcagagggga 


74700 




ggagatgccg 


aagacaggag 


ggagaccgca 


gagaagagtt 


tgggggtgga 


tatacatagg 


74760 


35 


tgcccaaaaa 


ggtgaggtcg 


tgaatatgtg 


taaatagaaa 


gatacctgta 


aaaactatag 


74820 




tttttgttgg 


ttccttttgt 


ctccagggtg 


agtttataac 


ccactatata 


aaaaagtact 


74880 


40 


tattgaaagt 


tgataggtag 


acattcatgg 


ataaagagaa 


atagacaggg 


atagaggttt 


74940 


gagagtgacc 


acagtttgat 


tcacatccag 


tgatgactgg 


atgtctttag 


ttttattttt 


75000 




gtttttctct 


gtgttaaagg 


cactaattag 


aagtcttccc 


aatggaaatg 


tgaaaatttg 


75060 


45 


tttctctcta 


tggaattgag 


gtaactgcta 


aagttacaga 


agaaatcaat 


ctgtaatctg 


75120 




taaatgccag 


tcgtggcttt 


aggaaggact 


ggtgaaagca 


tgatgaagtg 


taggaacaag 


75180 


50 


aactgctaat 


gacttaatga 


gtaaaggcag 


cttcggtcat 


acttggagac 


agctggtgtg 


75240 


tcactccctg 


cagaaaccag 


gactccctta 


aagaatggtt 


tggatcgtga 


tgaacccctg 


75300 




attaaggaag 


tccttcactc 


tggattctga 


actacacctg 


tttagcttct 


tggagttgga 


75360 


55 


caaatcattt 


caacgttctt 


taagaacaag 


ggagttgcac 


tggagggttt 


tgaaggcgtt 


75420 




cccagtctaa 


tgcttgattt 


tgagatggcg 


aaggctagct 


ctacccctgg 


tctttctttg 


75480 


60 


cacattatct 


agactctcac 


tcagccatcc 


tggaccttcg 


tcttgcctct 


gattcaagat 


75540 


gggaagcttc 


ggggttttga 


cctagagatc 


tcgggctagt 


gccataggtc 


cactttggaa 


75600 




gtttctgccc 


agggttcttg 


aggagtgtat 


catgcaactg 


ggctgacaga 


ttaaaaagcg 


75660 
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gaaaacaaaa 


taacttggca 


cgcttaaggc 


ttccttccac 


ccactttgtg 


cagtgcctat 


75720 




aatagcgcct 


aggtactgaa 


ccccaaaact 


ctgagcggaa 


tcctcagatc 


gtctcccgtc 


75780 


5 


tgttgtcctg 


catgcatgag 


gaagaccctt 


ccttccacac 


tgggaaactc 


cttgtggcct 


75840 




ttcctcatgg 


ttatagcccc 


accaggtccc 


cagcaccttt ggtgtccgac 


agtgttgctg 


75900 


10 


ttgattgata 


gtggcaacag 


cccaccgctc 


agtggagaag 


accctgaggc 


ctggagtcag 


75960 


actgtccggc 


tcagctccgg 


atcccaccag 


ttagctgttg 


accctggcct 


tgtttcctca 


76020 




tcactccagg 


gcttaagcaa 


gtttcttaat 


ggatctaagc 


ttctctttcc 


tcatgtgtaa 


76080 


15 


agctgggatg 


aaaatcatgc 


aacttccatg 


ttctttcaat 


gatttaatgc 


acataaagca 


76140 




tctagtgacg 


tgattggtgg 


acatgaggga 


tctgaggatt 


ttggttagaa 


gataagattc 


76200 


20 


ttcggtgtgc 


cctcctctcc 


ctttggcagt 


tgaaatttac 


tttatagttc 


tccgtaagtt 


76260 


gtattcagtg 


attttttatc 


ttacaaagag 


gtaataatta 


aaatgcatcg 


aagcagaagc 


76320 




ttatctcagc 


aatcacgata 


ggcattataa 


aagtacacag 


tcatgaattc 


atgaaatagg 


76380 


25 


aacatccagc 


atctcactca 


ttcatactta 


ctattttaat 


tgcgaattac 


acaatctccg 


76440 




atatttgaat 


agagtcgctt 


tgttgcctca 


gtcttaacct 


ttagtaatat 


ccgtagatta 


76500 


30 


ccggggaggc 


cgacaatccc 


ctcctgatgg 


acatgactgt 


cccccacccc 


ctggttgtac 


76560 


agctgatggg 


tcggtgggga 


ccagcagatg 


ccatctcaga 


attgcacact 


gcagt'ctgga 


76620 




cgcttacggc 


ccgaactaga 


aataaggcac 


gacggaaaaa 


tcatagctgt 


ttctatctgt 


76680 


35 


aattgcaaac 


ctcagatgtg 


agggtgatat 


acttccattt 


cataattctt 


ttttcccttg 


76740 




agattagaga 


aagctattgt 


gtatgagtga 


acatttaata 


cattcctgct 


gaatactgac 


76800 


40 


atgtagaaca 


ggtggatgaa 


ataggaagtt 


tgactcatct 


ttcccaaatt 


accacattaa 


76860 


gttttgttta 


ctcttttgtc 


ataacagccg 


taggactgac 


aaggatattg 


ctggcgctga 


76920 




agatgagatt 


tgtggtattc 


acactccagc 


tctgccattc 


actgtggccc 


tgggaaagtg 


76980 


45 


cctcatttct 


ctcaatctga 


gtttttcgtt 


agtgaaatgg 


agttaatagc 


atcacatatc 


77040 




taggcaggtt 


ggatgtaaag 


attatataag 


ataatgcatg 


taagacactt 


atcacagggc 


77100 


50 


ctggcattta 


gtaaacactg 


agcaaattgt 


ttctgtaatt 


atcactgttt 


gtaaatgcct 


77160 


ctagtcacat 


ttagaggggc 


acattttaaa 


acagtagatg 


gaagcatgaa 


ttgttggagg 


77220 




attagaactc 


aaaagaggta 


gataaaagca 


ccacgtacct 


gtcttcttga 


gattttctaa 


77280 


55 


taatacttca 


cctgtcaagt 


gaattttatt 


gcattttaat 


gaagtagcag 


cacacaggag 


77340 




gagttgtgta 


cattttgtta 


atgtgtaatc 


ctcccggaga 


gaacattctg 


ttatcccctg 


77400 


60 


acgtctttgt 


atctgtggat 


agatgtgatg 


aatcagagga 


actgggaaag 


gttattattt 


77460 


gagcctacag 


acagatataa 


ttttgctaat 


ttagcagacc 


agttgagtgt 


gtgtgcatta 


77520 




tgcttgggtt 


agagaacagg 


gaagcatgtt 


tgagttcatc 


ttcagttgtc 


tgctgtacgg 


77580 
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aggaaccagt 


tagctcattt 


ttatttggtt 


ctgaggttta 


ttttatttta 


tttcattttt 


77640 




ttttttttac 


tatcctttaa 


gttctagggt 


acatgtgcac 


aatgtgcagg 


tttgttacat 


77700 


5 


atgtatacat 


gtgccatgtt 


ggtgtgcttt 


acccattaac 


tcatcattta 


cattaggtat 


77760 




atctcctaat 


gctatccctc 


ccccctcccc 


ccaccccacg 


acaggccccg 


gtgtgtgatg 


77820 


10 


ttccccaccc 


tgtgtccatg 


tgttctcatt 


gttcaattcc 


cacctgtgag 


tgagaacatg 


77880 


cagtatttgg 


ttttttgtcc 


ttgcgatagt 


ttgctgagaa 


cgatggtttc 


cagcttcatc 


77940 




catgtctcta 


caaaggacat 


gaactcatcc 


ttttttatgg 


ctgcctagta 


ttccatggtg 


78000 


15 


tgtaggtgcc 


acattttctt 


aatccggtct 


atcactgatg 


gacatttggg 


ttggttccaa 


78060 




gtctttgcta 


ttgtgaatag 


tgccgcaata 


aaccaaaagc 


aatggcaaca 


aaagccaaaa 


78120 


20 


ttgacaaatg 


ggatctaatt 


aaactaaaga 


gcttctgcac 


agcaaaagaa 


actaccatca 


78180 


gagtgaagag 


gcaacctaca 


gaatgggaga 


aaatttttgc 


catctactca 


tctgaccaag 


78240 




ggctaatatc 


cagaatctac 


aaagaactca 


aacaaattta 


caagaaaaaa 


acaaccccat 


78300 


25 


caaaaagtgg 


ctgaaggata 


tgaacagaca 


cttctcaaaa 


gaagacattt 


atgcagccaa 


78360 




cagacacatg 


aaaaaatgct 


catcatcact 


ggccatcaga 


gaaatgcaaa 


tcaaaaccac 


78420 


30 


aatgagatac 


catctcacac 


cagttagaat 


ggtgatcatt 


aaaaagtcag 


gaaacaacag 


78480 


gtgctggaga 


ggatgtggag 


aaataggaac 


actttaacac 


tgttggtggg 


actgtaaact 


78540 




agttcaacca 


ttgtggaaga 


cagtgtggcg 


attcctcagg 


gatctagaac 


tagaaatacc 


78600 


35 


atttggttct 


gaggtttctt 


ccatgtttct 


agaagcagta 


ttataccccc 


tttctgaagg 


78660 




ttcagtatga 


aataatgaag 


caataacaaa 


tcattgtaat 


gcttctgaat 


ggcaataaag 


78720 


40 


attcatttta 


tgataatttc 


acattttatt 


tagctaagtt 


ttctattttc 


aagttgtgag 


78780 


tccttttggg 


agtattagat 


ataattatca 


ttcattcaaa 


aaatgagttt 


ttctgatatt 


78840 




aacctcgaat 


aagttaatat 


ttaatttcgt 


gtgatcaaaa 


ttacgaattg 


caacagtgta 


78900 


45 


tttttctcaa 


ccaaatgttt 


cattgctgag 


cataggtaaa 


attggtaatt 


ggttattttt 


78960 




ctcacagtag 


tttgcgttta 


acgggaaact 


tcagtgattc 


tagagcttca 


gcatttccag 


79020 


50 


agtccagcct 


gtaccatggt 


gtagaagaac 


actgaaagta 


tctttagtcc 


cgagtgatca 


79080 


atccatgaga 


aaaagtgcag 


tgatatgttt 


ttggtagaca 


aagggcgaga 


ttgcaccatt 


79140 




gaataaaaag 


gtgggacttg 


ccaaagagaa 


atggatattt 


ctacttctta 


tccccagagg 


79200 


55 


aggtaaatcc 


tggcttgaag 


ttaagttttg 


actggtttca 


gtggctggac 


caaaacatta 


79260 




cagatactct 


aaccctcttc 


tttgtaatca 


tataatttca 


tctcttgcta 


gttgacttac 


79320 


60 


taagaaatgt 


atcctagttt 


gggtcccagt 


tgaggacttt 


tctataccaa 


ccctgattaa 


79380 


gatacttaga 


tatttcactt 


gtgtatttaa 


tacgttattg 


tgctttgtgt 


aaggtgctgc 


79440 




ggatactggt 


atttaagaat 


gatgtggcct 


ctgccctttt 


ggagtttata 


gtgtagttta 


79500 
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tatttttata 


gcatgctggt 


tgtcttccca 


tttgtttgag 


gcgattgaaa 


gaaataaaag 


79560 




gacctcaaca 


ctcaggagat 


ctgagcagcc 


ccttattgtg 


gactttgaag 


gttgcagttt 


79620 


5 


ctttccttag 


ccactgtgag 


aaggggtgtg 


tgtgcagacc 


gagctttctg 


gaggatgctg 


79680 




ctcctgcctt 


tttccttaga 


cagtggccgc 


cacagggatg 


cagtgtgggg 


agcgggggtg 


79740 


10 


ctggactgtg 


gggtctcaga 


tctgggccat 


ggctctggtg 


ttgtccctgt 


cttcctgagt 


79800 


agcctccagg 


aaagtcagca 


cgtctctcaa 


ccaactataa 


actttaccta 


tggaaaaatg 


79860 




aagtgttggg 


ccattagatg 


atctcttagt 


gctcacctat 


tttgagactt 


cagtgagata 


79920 


15 


atatttttaa 


agtgctccat 


ttagtgcctg 


acacctgatt 


ctaataacaa 


atacttttat 


79980 




agcctatatt 


atgtgccaag 


tgttctaatc 


attatatgca 


tgttagttga 


atatactatt 


80040 


20 


attgtctcta 


ttttagaaga 


aaggaagctg 


agtcacagaa 


aggctggtta 


acctgctcaa 


80100 


ggttatgcac 


ctagtaagag 


acatataaag 


ctctcagtaa 


gccgtagttg 


ttgacacttt 


80160 




ctgaagctgg 


cagttttggt 


cgttgatgtg 


ctgctttacg 


cttttctttt 


ttctctstag 


80220 


25 


gtgtcataga 


gacgtcagat 


cgacjtggacc 


gtgaatcgac 


ctcccattat 


tggctaacag 


80280 




tctttgcaac 


cgatcagggt 


gtcgtgcctc 


tttcatcgtt 


catagagatc 


tacatagagg 


80340 


30 


ttgaggatgt 


caatgacaat 


gcaccacaga 


catcagagcc 


tgtttattac 


ccagaaatca 


80400 


tggaaaattc 


tcctaaagat 


gtatctgtgg 


tccagatcga 


ggcatttgat 


ccagattcga 


80460 




gctctaatga 


caagctcatg 


tacaaaatta 


caagtggaaa 


tccacaagga 


ttcttttcaa 


80520 


35 


tacatcctaa 


aacaggtatg 


tgttaatact 


gctataggaa 


atgtttatgc 


ttatgctttt 


80580 




ctgttagggg 


gaaaagtaag 


aattagcatt 


tatctgttac 


atacttttgt 


ttcttgataa 


80640 


40 


attgttttcc 


ttttgaatta 


ttcaaaataa 


gcctttattt 


tggataaaaa 


tttagcataa 


80700 


ccgggcacag 


tggctcacgc 


ctgtaatccc 


agcactttgg 


gaggccgagg 


caggcagatc 


80760 




acgaggtcag 


gagatcgaga 


ccatcctggc 


taacatggtg 


aaaccccatc 


tctagtaaaa 


80820 


45 


gtacaaaaaa 


ttagctgggc 


gtggtggcgg 


gcgcctgtag 


tcccagctac 


tccagaggct 


80880 




gaggcaggag 


aatggcgtga 


acccgggggg 


cggagcttgc 


agtgagccga 


gatggtgcca 


80940 


50 


ctgcactcca 


gcctgggcga 


cagagtgaga 


ctccatctca 


aaaaaaaaaa 


aattagctta 


81000 


aatgtgcttt 


ttaaactttg 


agtttgcttt 


tataaagcta 


ttttacgatt 


atgctcatta 


81060 




gtagggtttc 


actttcaggt 


taaaaagcaa 


acattgttat 


ttcagtaata 


gctcctaaat 


81120 


55 


tagtgatata 


tcttaaactt 


acagcaaatt 


ctactgctgc 


taagaatttg 


aattgtccta 


81180 




agtcggcttt 


ttgtaaagag 


tattaaaaga 


gtttatttca 


cagttggcta 


gttttttaat 


81240 


60 


gttttaagtg 


tttcctatag 


agcagtgctg 


tatctgcagg 


tggtaaggga 


ttgggattga 


81300 


acagttttca 


gattggaagt 


ggttactttc 


ctgaagtgac 


accccaggcc 


ttttgcttct 


81360 




aatatttttt 


tccatcgatg 


tctgtgactg 


acttccctgc 


ttccaagaag 


atagctccat 


81420 
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gacctcaaaa 


tcctcctccg 


aaatttttat 


aaacttctaa 


tctttgttcc 


tttactgcac 


81480 




aagtggtgac 


tgcgttcacc 


ctccttgtga 


aataaagcaa 


aagtgagcta 


agaactaagt 


81540 


5 


actgaaaaat 


taaaggcatt 


gtcaaacata 


agagaaaagt 


cagaggtata 


taagaattgt 


81600 




gaggatgaat 


ttggagtcca 


gaatgtatgt 


atgcctctct 


agtggcggtc 


.ccagacctcc 


81660 


10 


agagagagaa 


atctagaagt 


aaaagccttg 


attgacacaa 


tgtgagtgtg 


aacaaaaacc 


81720 


ctcaaagaga 


tgttttccta 


ccctcttccc 


aaacctcaac 


aatcatcatc 


acagaagact 


81780 




tctgggacca 


agtgtgtgtt 


tggggggctg 


gccggggggc 


gggggggagg 


atttcctaca 


81840 


15 


caccaagcag 


cggacacctt 


gggagtcctc 


tcattcaatt 


ctgacatttt 


tttacctgga 


81900 




gacagcctca 


gattctgcag 


gttaagggct 


cagttcccaa 


gagtgttcac 


ttcttcccac 


81960 


20 


cagttgcaag 


ccgaggcctc 


tgaaactcct 


gacggaccag 


ctccaagcga 


gggttcccat 


82020 


aacctctctt 


caagcccagg 


cctccgaaac 


tcctgaccca 


ccagctccaa 


gtgacggttc 


82080 




ccatgacctc 


tctttgggtt 


ctgttacttt 


attggagcgg 


ctcacagaac 


ccagggaaac 


82140 


25 


acttaacatt 


tacctgttta 


ttacagagga 


tattttaaag 


gatgcaaata 


aacagccaga 


82200 




tgaagagata 


cacaggggca 


aagtctgcaa 


gggtcccacg 


cacaggcatt 


tctgtcccgg 


82260 


30 


tagagtcagg 


gtgtaccacc 


ctcccggcac 


ctggatgagt 


tcttgttcac 


cttcccgtag 


82320 


cctccacgtg 


ttcagcggtg 


agaaactctg 


aactctgctt 


tcttgggcct 


tttatggaga 


82380 




cttcattgcc 


taggcatgat 


tgacgcacgg 


acagccatgt 


caacatgtgg 


ttgacaaagg 


82440 


35 


cctgtctctt. 


gagattgttc 


ttggcctctg 


tctgcagcgt 


ttccgcctcc 


aggatatgga 


82500 




gcgggaccct 


ctctggaatg 


aggggcttat 


gacacacagt 


cagattggag 


tcctgccttg 


82560 


40 


gcaggtgaaa 


ggagagtggc 


aggtggcccg 


gagagagatt 


ctgtttcctg 


aggcaaaaag 


82620 


tgccacaaca 


ttataaccaa 


agactaacag 


gggttctggg 


agttaacgag 


ccaggaacca 


82680 




tggacagaaa 


caaatatgta 


cccctcccca 


caacacacgt 


atatgtcata 


tctcaggtgg 


82740 


45 


caattcaaga 


ccagaactac 


ccctatagta 


atttgtttga 


tgaattagac 


taagcagtgt 


82800 




tttcaatttt 


cttgtgtctt 


ctgtctctct 


tttagattag 


agtaagtcct 


ctgtgaagag 


82860 


50 


atagatgagc 


aagcaagaaa 


tatcctttgg 


gatatctgag 


cacatggcat 


aggtctgggc 


82920 


ataatatatg 


tttgaggagt 


aggagg^gaa 


agaaactgag 


gagattatat 


agcttagcat 


82980 




tgctgtgggg 


agccttgaaa 


acccttggtt 


cttcctggga 


ccccagaaat 


gatgatgtgt 


83040 


55 


ctgctatggt 


gttatgtctt 


gttgtagaaa 


catgattaat 


atggcattgc 


ctctcccttt 


83100 




. taaatctctc 


tattctgaca 


actctaaaga 


aaaggtgttt 


gcagagatgt 


ctgtgctgtt 


83160 


60 


gtcttcagaa 


ggaataaacc 


ctctccaggt 


gtccacagcc 


acaccccagc 


cccggcggga 


83220 


gcacaggcac 


tccgctggca 


gggcggcagg 


aggaaattca 


gtgcaatgca 


cacagaggct 


83280 




ttctttcctt 


atgagttgaa 


gtcaggtaat 


agtggaggat 


accatagtta 


gtacacagca 


83340 
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gtatttgttg 


tgaagtatgt 


taaaaactct 


gtggttagta 


aagaagtctc 


aacattccac 


83400 




agatcaccta 


aagtctctga 


agatgaagaa 


cagtatttta 


gcatggaatt 


attaaataat 


83460 


5 


atagtaaata 


tagcttcatt 


agatctgttt 


ctagatgctt 


ctcttccccc 


acctcagcag 


83520 




aaagttgggg 


tgtgatcctc 


agggcctgaa 


gtacacatgc 


ctcgtcttct 


tacaaccttt 


83580 


10 


aaagcagact 


gttcccaggt 


aggtcagtat 


catggcggcc 


tgattgtgaa 


ggctgatgaa 


83640 


agtccgtccg 


gtaggaaata 


gtgcttggga 


gtcactgacc 


catctcgcca 


cctggagacc 


83700 




ctaaatcgtg 


ttacttaatg 


attaacggct 


gagcaaggaa 


atcactgggc 


tggaaatcca 


83760 


15 


gagatccgga 


ccatagtgag 


gccttccctc 


tgggatcttg 


gggcgaactg 


acttccaggt 


83820 




ccttcgattt 


tgtgattcat'^ 


ggtgtttctg 


tcccctgttg 


aggctcgtgt 


gtgtagagtg 


83880 


20 


caggagcgcc 


cagcgtcgtt 


caggggacag 


gtgccacagc 


cggcttgtgt 


gtgtagagtg 


83940 


caggagcacc 


cagggtcgtt 


caggggacag 


gtgccacagc 


cggcttgtgt 


gtgtagagtg 


84000 




caggagcacc 


cagggtcgtt 


caggggacag 


gtgccacagc 


cggattgtgt 


gtgtaaagtg 


84060 


25 


caggagcacc 


cagggttgtt 


caggggacag 


gtgccacagc 


cggcttgtgt 


gtgtagagtg 


84120 




caggagcgcc 


cagcgtcgtt 


caggggacag 


gtgccacagc 


cggcttgtgt 


gtgtagagtg 


84180 


30 


caggagcgcc 


cagggttgtt 


caggggacaa 


gtgccacagc 


gggcttgtgt 


gtgtagagtg 


84240 


caggagcgcc 


cagcgtcgtt 


caggggacag 


gtgccacagc 


cgcttcctct 


tgcgggtgtt 


84300 




acggttgctc 


tgttaatgaa 


tgtcagacaa 


tcaagaatct 


agtagactga 


taaacttgtg 


84360 


35 


cctttggata 


aacacatttg 


ctagaataaa 


gtgggcccac 


ttgtttctta 


gaaacatgaa 


84420 




tttgggaccc 


tggtgattat 


cctaaacgtc 


cagcagctag 


agaataccta 


cagttatcat 


84480 


40 


catttaaagc 


atttgtttat 


gcatcaagta 


cagtcatggg 


aggctgaatg 


ccagggatgc 


84540 


attttgagaa 


acgtgtcatc 


aggcgatttt 


gtcgttgtgt 


ggacaacgta 


gagtgtactt 


84600 




acccaaacct 


agatggtcta 


gcctactaca 


cacccaggct 


gtatgggatg 


gtctattcta 


84660 


45 


gtctatagac 


ctgtatgccg 


tgatcctgta 


ccgaacactg 


caggcagttg 


taacacattt 


84720 




gtgtatccaa 


acatagctaa 


atgtagaaaa 


ggtgcagtaa 


aaatgtggta 


ttaatctttc 


84780 


50 


acaaccacgg 


tcgtatgtgc 


ggttcgatcg 


tatatgcagc 


ccgtggttaa 


ctgacacgtc 


84840 


gttatgcagt 


gcgtggccgt 


gtttatttac 


cgaactatga 


aattttttta 


ccaaatcttt 


84900 




gaaagttcgt 


catctacaaa 


agtgaaataa 


ccaagaagaa 


cagatgtgtg 


cagcagtgtg 


84960 


55 


gcacaggctc 


tcacgggtcc 


ggtggaggcg 


tggcaggggc 


cctcacgggt 


ccggtggaag 


85020 




tgggaaactg 


gcagtggtta 


tgttgggaag 


atgagcccct 


tggaacgggt 


actgggctga 


85080 


60 


ttgtgaagat 


ggtaacaata 


gattgatgga 


gaggaggtag 


gagatgtttt 


catgtcggcg 


85140 


acaatttgaa 


ggaatggtga 


gttggagacc 


aagaaataag 


tgtatgggag 


acggctaccc 


85200 




tcagtggaaa 


acctcgaatg 


ccagaataag 


ggttaaagag 


aatatttgtt 


atttttatta 


85260 



wo 2005/071104 



PCT/AU2005/000078 



47 





ataaaagtga 


cctctttttg 


agtcagtata 


aactgccttg 


caacattttg 


gataaactta 


85320 




aataaaagtc 


tttttggaaa 


agagggagac 


atctcctcaa 


tatctttttc 


tccttcccct 


85380 


5 


tttgtcatag 


tgtaacaaaa 


tattttaaaa 


gtcacaacaa 


gaaagctttc 


taggagtggg 


85440 




tttagtgagt 


gagcttatga 


attttgtgtt 


ctaaaccaca 


agtttgagtg 


aacttttttg 


85500 


10 


aatgtttttt 


ctcttcaagg 


tttttgtgct 


taattatggt 


gccaagaact 


gtctgtctgc 


85560 


atttcagaca 


ttcttattat 


attgtttgca 


agtagggggg 


cagtgggttt 


tcatttttag 


85620 




gagatacaag 


tgaaagaccg 


catccattct 


ctttttgtga 


tatatgcact 


tttgttgaca 


85680 


15 


ttgctaattt 


ttataacatt 


ttttgtttga 


ctgtgtccat 


catcagttac 


agggtaaatg 


85740 




tgcttctttt 


aacttaagtt 


gagcacttgc 


tcaaggtgga 


agagagacag 


gagcatagaa 


85800 


20 


ctcagattgg 


agccttggca 


gctgcagcgc 


ctgcaaacaa 


aagcatcaca 


gctttgtggt 


85860 


gtgtcaagga 


cagagaagaa 


agggagtccc 


aaacaaaaga 


gactagtgtg 


agcttctcat 


85920 




gactcattat 


tcacgaacaa 


cctcgggaaa 


tcgacaccac 


ccttgcaaag 


agtcttttta 


85980 


25 


gttaaagtta 


ttgctttgaa 


cttgggggag 


ttgatatgca 


acttacaatt 


ggcatttatt 


86040 




aataattttg 


aagtgttact 


tttagacatg 


tgtgtccttt 


agaagagacc 


atggtcttgc 


86100 


30 


tctcttatct 


gtatgtttga 


tatttttcac 


gtttttgcta 


caaaccaagt 


attgatcttt 


86160 


atttttaaaa 


agcttttttg 


aggtgtaatt 


cacttacagc 


aaattgcaca 


tatttaaagt 


86220 




ctacaatttg 


ataagctttc 


acatagcttt 


tacacctgag 


aaaacatcac 


cactatcagg 


86280 


35 


cagtgaccac 


acccatcatt 


cccaaaggtc 


tcctcacact 


tctctgtatt 


ccccctccca 


86340 




accctcccac 


ctccatctct 


agtcaaatgc 


tggtgtgctt 


tctagcacta 


aataatagtt 


86400 


40 


tgcatttcct 


ggaattttat 


cttggtgaac 


tcacatggca 


tatactcttt 


ttggtaaggc 


86460 


ttcttatact 


tcgcatgttt 


attttgagac 


tcatgcatgt 


tttggcgtgt 


atcaagacta 


86520 




cgtttctttt 


cattgctgtg 


tatcctttat 


atagatagat 


taatattata 


atttgtttat 


86580 


45 


ccactcacct 


agtaataggc 


atttgtattg 


ctgccagttt 


ttggcagttt 


gtaaatccgc 


86640 




tgtgaacatt 


gagtacaagc 


ctttctgtgg 


acacatactt 


ccatttctct 


tggacatcac 


86700 


50 


ataggggtgc 


atagctgtct 


ggaaactgtc 


tcaaggcaga 


aagctgctgc 


gatcgtgggt 


86760 


gtcccctcat 


ctgtttctct 


cagggatcct 


tgtctttctt 


tgcctgatgt 


ctagtgtcct 


86820 




ttcaactgcc 


agtgcattca 


ttttgtctgc 


ttcttggtgg 


ttttatgtta 


aagcataaat 


86880 


55 


ctgatccctt 


actagaagtg 


gaaggtcagc 


tattgctttt 


aaatcagaaa 


aagatgcctt 


86940 




tttaagttta 


gaagtgccat 


caatatgtat 


gtactgtaaa 


cacctccttt 


aataaacagt 


87000 


60 


gaatcttctt 


aaccagggtt 


tctgtgtctt 


ggagtaaaaa 


ctgaatttct 


aggtttattt 


87060 


taaatcgaaa 


cttagcaata 


tcctggttat 


gtttctggag 


tttgtggaaa 


tacagatatg 


87120 




tatgcacttt 


ttgtccctcc 


caaattgtgc 


tgttgtgttg 


tacccagtag 


ccggaatggc- 


87180 
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acttctcagt cctccttccc 
cggaaggcag atgtgtgttt 
5 cacctcataa attctatcac 
aaatagtaca ggaagatacc 
ttcGcttcct tagtatatta 

10 

tctgggccct cattgagtgg 
tggtgcagga ccgtgctttt 
15 ccatctgtgt cacgcccaag 
ccccagagcc tttgaaatta 
gtgagatcct cagtcaagct 

20 

cccgtatggc ccagcacggc 
ctcttgggga agtaccaaac 
25 atctgttgcc tcaccatacc 
tttctttcac ttgtatataa 

cagatagcat actgtataca 

30 

ctgtgctttt aagagcacct 
cgggaggctg aggcttgtgg 
35 tggcaaaacc ccatgtctgc 
aatcccagct acttgggagg 
gcagcgagcc gagatcactc 

40 

aaaaaaaaaa aaatcacctt 
atatgtgcat atccatgtac 
45 ccaatgttta ctttttacct 
aaagaaattt atttatgact 
agggcatcct ctttgactat 

50 

ttaaaaggtt ttaggctctt 
aatacataat gcaatcacat 
55 tgataaatag tgaatcttct 
tttcttaggt tttccttcct 
ttttcgagac agtgtatcac 

60 

cactgcagcc tcaaactcct 
gatcacagac ctgcaccacc 



48 

caggtaccat tcatcatcag 
gtgacgtgtg tttgtgatgt 
ttgttttaaa tgggtaatgc 
cagtcaggtt ttactttcac 
actctctttt cttattttct 
ggaaggactg ccccttccag 
catatgcaag ctgaccagtc 
tcatatcaga gccagtgcta 
cttaaaccag ccagtcctga 
ttcccggttc cttccacctc 
cttcggcctt tgccaccttc 
tgcctttgca ggtactttca 
tgaataataa aatctactta 
gcaagaaaga atatgttggt 
tggatatgca tcttgggttt 
tggctgggtg tggtggctcg 
atcacttgag gtcaggagtt 
taaaaacaaa aattagctgg 
ctgaggcatg agaatagctt 
cactgcactc caacctaggc 
attgtggtta ctgatgaact 
ctttcactgt ccatttcact 
cttctcattc atcttcctct 
aaaaataaat ttatcagaaa 
atatgtatgt ttgtgatttc 
tgacagctgc tacctgtatt 
agtacacaat tcaatatgta 
taatggaggt tttgtgtttt 
ccatcctgta gagtgaagtt 
tctgtcgtcc aggctggagt 
ctgcccaagt tcttccttcc 
acgaccagct agtttttata 



tttaccctgc 


tcagcaaggc 


87240 


atgtgtatgt 


gtgggtagca 


87300 


aatcacatgg 


cacaacgtgc 


87360 


ccagttctcc 


agacactccg 


87420 


gtatcctgaa 


tgctgtggca 


87480 


gactcgggat 


agcagatgac 


87540 


cagagtccca 


ctccacacca 


87600 


gacaactggg 


gacagctatg 


87660 


gcgtctcacc 


ttgcctttct 


87720 


cagaccaacc 


ctggcatggt 


87780 


agtggcggtg 


gtatggcctc 


87840 


ggtactggcg 


gtcgtacctg 


87900 


gaggcaacta 


gtgtttgcat 


87960 


tttttcctca 


tctttttata 


88020 


ttccataaca 


gtattggatg 


88080 


tgcctgtaat 


cccagcactt 


88140 


cgagaccagc 


ttggccaaca 


88200 


gtgtggtggt 


gcacacctgt 


88260 


gaacccagga 


ggcagaggtt 


88320 


aacagtgaga 


ttgcatctca 


88380 


tgccacatta 


ttataggaat 


88440 


ggtctactga 


ttttatctaa 


88500 


ttgagaacaa 


atacagtaag 


88560 


agtttagtag 


ttaatggtac 


88620 


tgtgtgtcta 


tatttgcatc 


88680 


tctgtcttcc 


tgagatttta 


88740 


tataccataa 


aaacctcatt 


88800 


gagtttgttt 


cagcttaatg 


88860 


ttttttgttt 


ttttttttgt 


88920 


gcagagatgc 


catcttggct 


88980 


tcggtctcct 


gaatagctgg 


89040 


ttttttgtag 


aggcaggggt 


89100 
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ctcaccgtgt 


tgctcaggct 


ggtctccaac 


ttctgatctc 


aaacaatcct 


cccatcttgg 


89160 




cctcccaaag 


tgggattttt 


ataggcatga 


gccactgcgc 


ccaacctgta 


gagtaaaaat 


89220 


5 


ttcatgtatt 


ttggagagtg 


atccttactc 


aaaatcccat 


ctcattattg 


tggagcacat 


89280 




tgcactgtta 


gaatcttgct 


ggtcctgctg 


gtccatcagc 


tgtctcatgc 


ctgttccctt 


89340 


10 


ggagagctga 


gcttgaagga 


gatagcccaa 


gggaaaccag 


caaagcctaa 


ttttccttgt 


89400 


tttgcccctt 


tctgtctcat 


tctctgaagt 


ctttttttat 


accactcttc 


cacccgtcta 


89460 




ctgtgtcttg 


ccatcacttt 


tggatagggc 


tggaacagaa 


ctttcgttag 


gagtcagagg 


89520 


15 


aacattgaca 


agtgtgtctc 


atctattacg 


agcagcttcc 


acagacttca 


tctttacaag 


89580 




agccctgtga 


gatggtgact 


acagatacca 


atagcctgct 


gtgctcctta 


tttacatttt 


89640 


20 


cttcatttta 


caaataatct 


aagacttcac 


agaggtcaga 


gctaccagag 


gtcaggcaat 


89700 


gtgaatttcc 


tggctgccgc 


ttctcagtgc 


atggtgccac 


tcccagtccc 


tgtgcctttg 


89760 




catttgggtg 


taaatgtggt' 


tgtggagcca 


gtttttctgt 


ctcttatcta 


ctctttgcat 


89820 


25 


tgagggactc 


tgtttcatat 


aatagttgct 


tttcaggcta 


atcttattcc 


tatggtgcca 


89880 




tcagaccaaa 


aatgggaaac 


ttttaagtaa 


cactagattt 


ttaaacttag 


ttttatgaag 


89940 


30 


catgtaccgc 


aggggtcatc 


aaactgtttc 


tataaagggc 


cacacggggc 


ttttgggttt 


90000 


gtgggccata 


cagtctctgt 


cacaccactc 


agccgtgtca 


ctgtagccca 


gaagctgctg 


90060 




tagatgatac 


ggaaatgagt 


gagcaccgct 


gtgttccagt 


aaaactttgt 


aaataaacga 


90120 


35 


aataaattca 


ataaaatttg 


aattttctgc 


ccttttcatg 


tatcacaaaa 


gtttttttca 


90180 




accatttaaa 


aatgcaaaag 


ccattcttca 


ctagccagcc 


acacaaaaac 


aagctactgt 


90240 


40 


gctttcctga 


ctcctgatga 


gtggacgtat 


ttactggtgg 


gactagttaa 


acaatttcgt 


90300 


tgattgctga 


tttttaaaat 


tattttgaag 


ggatagactt 


ttatatttct 


gaagtaaaaa 


90360 




ttgaatccct 


cccgttgctc 


taagcaagag 


tgcttagaaa 


ggatgtttgt 


atttcacttc 


90420 


45 


tcttggttgt 


taataacaaa 


attattcttt 


aaatagagca 


attagagtat 


cagtatcaag 


90480 




gttgagatct 


cagatacgat 


tttgcaagtt 


ggttagtaga 


ctgttagatc 


tcttctacat 


90540 


50 


tgggaagtaa 


ttgtttctca 


ttagaagata 


aattttccta 


gattttgagg 


ttttcctact 


90600 


ttttctgtgt 


tgatgtgtcc 


tgttaagttt 


tcagagctcc 


caatttcagc 


tcaaacagtt 


90660 




ggctctaagt 


atacttagca 


ggtctttatc 


atctccccca 


ttttgtttat 


tctcttattc 


90720 


55 


tgtgtcgaca 


tgttatactc 


aaattactca 


gtttccattt 


catatgcttt 


ttagaggacg 


90780 




gcgttataca 


gtgttctgtt 


ttttattcgc 


ttctttacat 


gtaaaatcct 


gtatttagta 


90840 


60 


tagaattatt 


ttatgtttac 


tataggaaat 


gtgatttgtg 


attgcagact 


gggcagcgat 


90900 


gtatagttta 


tgtgtggtaa 


tccctaaagc 


acgcagtaaa 


gttacaaaat 


ggtagaatag 


90960 




ctggtaggta 


tactgggtgc 


tcatcatgtg 


ttagtccagt 


aacactttac 


aactattttt 


91020 
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ttctgaacca gagtaaatgg cattttattg tggctggaac gaatactgaa caaactgcaa 91080 
taggaaatag ctaaagctgc aaacaacttc caggggtttc cggtaacatt tgatagctgc 91140 
5 aaaggaagga aaggacgggc cagtcgcatt tcaatggcag gaattcattt aaaaaaaaat 91200 

tacctatttg cagtcttttt accaagatac gcagatattt taaggaggaa tctgtagatt 912 60 

tttttcctat ctctttctca tgctcattat tattttataa aataagtgaa gtatatcatc 91320 

cctaaagttt gcaagaagtc aaatgttatt cagtacattt ctgccgatgt tgatgatgac 91380 

aaactttttc ctccgcaaat tggttaactt gaatctttgt gataaattct gtcagcattt 91440 

15 ggtttttcta tagctgctga atattatttg ctaaaattat agttaagatt ttgcatttgg 91500 

gtgcctgaga ttagtctttt tatgtcaaca tgatgttaac cttataaaat gggttgtgta 91560 

ccctatcctc ttcttctgac cctgctatat ctgacattta taggatcact gaaggcaatt 91620 

ccctgtaaat tgagttttgc tgtcgatctt atgttttaat gccatcaatt ttcaacaaga 91680 

aacagctagt aaggtagaat tgaaagcaga agagacgtct gaagactagg gtatggggtc 91740 

25 cctgtatgac tccccatgtg actttagact agtcgtttga tccattttat tagtgttttc 91800 

tttggaactc tgaaagtttg aactaaatga gttctgagct gctttccagc ctcgccagtc 918 60 

tatgaataga attccatttt tggctccacg cctaatcctg ccggcaccag tacttcaggg 91920 

acaaacaata gctgctgaga cggccacagc tgccgaaaga gcgcgcagcc ggctgtagtg 91980 

acgtgtggtc ttaggacacc acctgagtaa agacggtgcg gtgctgcgga gatctccgag 92040 

35 ctcacagtcc agagctctga ggggctgggt gctgagtgat aaagtgaagg agaagctgcg 92100 

tgtttgctcg tggccagcaa ggcaatctgt gttttgcaga agcggaggac gtgacgcctc 92160 

cctgccggtg gactagtcgg cttgtcggct ctgcatgttc agtgttggct ctggtgtgtg 9222 0 

tttcgggggg atccagtgtt ggctcaggtc cttatgggcc aggaccacct tcattcatta 9228 0 

ttgtatccac cacagaacca ggcgtgatac tcatgaaaga tttttaaaag cagccacatt 9234 0 

45 tgaaggattt tccctttcac ccattggaag aggaggcata gcagttcaca cagacaaatg 92400 

ctgcccttga tgtagtttct gtcactcccg ctcacttgcg ccttctgtcc acccattgta 92460 

50 ^^"^^^^^^^"^ gactgtgcca tgatctctaa gtcacataca cagctttgtt ctggggccgt 92520 

ttcattttat ttaagctggt tgggtacaga tccgtagact agaatgttcc atggatgaca 92580 

tgtttacaaa gggacagtca ggtgctatct ggagttccac agttacagtc tgttatttct 92640 

55 gtagctcatg gtgctttatt aatttattat taataaattt attattaata aataaattta 92700 

gtaattattt gttaa^ttatt aatttatgaa taataatgaa gcatcaaata atttatcaat 92760 

tattaataat aaataaatta tttaataata gtaaataaat tatttaatta tttaatactt 92820 

cattgtaaaa atcaaaataa tgaccaattg tgttgccctc tcttttccgt gcagttggtt 92880 

gaccctggac cagtggtgtt gccctctctg ttttccatgc atctggttgg tccctgtagt 92940 
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tctttggtag 


cttacctaac 


tcagagcaag 


ctctctttca 


acactgaacc 


atggacattt 


93000 




aaaacaattt 


ttaggagccc 


aagatttgta 


acacatgtcc 


tgtaaagttc 


taaagcactt 


93060 


5 


ttacttaaat 


ctctgacctc 


tcatatcttc 


cctatttatg 


taatttatgt 


tcatttttcc 


93120 




tggtattagg 


cctttttact 


gttctttctt 


agctgctgta 


taagagaagc 


aagaggtacg 


93180 


10 


gttaaaatcg 


aaaggacagt 


ttgggtaaac 


acagggtgag 


cacaggtaag 


tttttctgac 


93240 


taatgataac 


attaggcaaa 


ttagttttgt 


aaaaaaaatt 


ttgattaact 


tattgtaccc 


93300 




tgaggcccat 


gttgctggtg 


aagtgaactc 


ttgaggacag 


agaggctatt 


ttgctttact 


93360 


15 


cagaatcaaa 


gagtctgttc 


tgtcttggtc 


cttagttgaa 


acagctttag 


agttggaact 


93420 




tttgtgtgtt 


acaggcatga 


agctagaatg 


tataattatt 


aatagagtta 


ctaagtcaat 


93480 


20 


atttagggag 


ttttttttct 


gttatggaga 


ggaaagaata 


tgagaaataa 


tatactcaga 


93540 


actgatgtat 


aatttgtgtc 


atattttgta 


tattcataac 


tgaaaacaaa 


agacttagct 


93600 




gagttgtggt 


tctcagccag 


agatgttaag 


gaagtcccat 


tccagagccg 


aggcatcctg 


93660 


25 


ctctctcctc 


ctcctgaggg 


aaagcatgac 


tccacttggg 


aattttgttt 


catcccagat 


93720 




cacctttgga 


gctgagttac 


ttgtttaatc 


ctctgctttt 


tgtctcgtgt 


gtagagtgat 


93780 


30 


aagcctacca 


agccataaaa 


catttcaagt 


gaagacacta 


acaaaataca 


gaaggtaata 


93840 


aaagtggtta 


tctctgaata 


atggaattgt 


tcaccagtgt 


tacccaattc 


ttttagaaaa 


93900 




tattttttca 


gtactttcat 


ttgctatcca 


aataaaaagg 


tgtattagta 


tgtatatcca 


93960 


35 


gactcatcag 


attgtatatg 


ttaaacatat 


gtagtttttg 


gtatatcagt 


tatacctcaa 


94020 




taaagccatt 


aattttttta 


aaaaaggttt 


atttccctaa 


ggctactttc 


cataaattta 


94080 


40 


aacgacagag 


gtggattctg 


tcgcggttct 


ggaggccagg 


agtttgaatt 


ccaggtgccg 


94140 


tgagggcctg 


gctccctctg 


aaagcgctaa 


ggaaggacct 


atcctcgctc 


ctcccagtct 


94200 




ccaggaacct 


gctggcttgt 


gacggaacca 


ctccagtctc 


tgcatctgtc 


atcagacacc 


94260 


45 


tttcttccct 


gggtctctga 


ctcaaatctc 


ctctaccttt 


ctcttaaaaa 


gactcttgct 


94320 




attgaattta 


gggtccacca 


taaatccaag 


gtggtctcat 


cttgaggttc 


ttaattacat 


94380 


50 


cttcagggat 


gcttatccac 


atcagttcac 


actcacagct 


tccagggttg 


tatgtatctt 


94440 


ttgggcagga 


gccaccattc 


aatccaccac 


aaaggtattt 


ccaagaagac 


ggaaaatatg 


94500 




ctgttcaatg 


gaaatgtata 


tagccattta 


gattcctctt 


aattttttta 


atgttgtaaa 


94560 


55 


gactacattt 


catttaactt 


ttgttctaac 


aggctttaat 


gatttggtcg 


gtagttgcag 


94620 




acttgtcagg 


aagattctgg 


gtgatgtttt 


aggacttaat 


aagcagttga 


agaacagatg 


94680 


60 


gaatcttcag 


gtgggctctc 


ccggccactt 


ctttgttgca 


ttttttgcaa 


tgttaattat 


94740 


gcttcttatg 


gtacttaaga 


accatacttg 


agaaatactg 


tgtatttctt 


atatgtccat 


94800 




agtcctattg 


tgtttctctg 


tatctcaaat 


agtattttaa 


agaaatagat 


aatatgcttt 


94860 
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gttccagaat atgtccagta gtaattatta 
gagtgaattt ttttcaactt ctgtcagcac 
5 tcaccgggaa accttcatga gatggtacag 
tggtggctct ggcatggagc gggaagaagg 
tgcacacctc tgcaggaaaa ggctcgagca 

10 

gaaagtttct cctgctgact cagaccttca 
tcctcatgtt ttaaggtaca ggatttgggc 
15 gcaaacttta tttttacagt aagaggatac 
ttgctgcaac tcaaaaacat tagaaaaagt 
aggagtttga gttttttata tgtgtggcca 

20 

attgatttga gattttccag cctaagttta 
cactctgagc tttaaaatgt tttaatattt 
25 attaaagatg gccacaataa agtagtgtat 
ctcctctctc ctctcttccc tccagctacc 

atatgtcagg gttgaacgtg tcacagcttc 

30 

ccgtacacac atatgcatgt ctcatcagcc 
tgtctaaaag ttacccaaac agtgtaagtt 
35 gttttattgt aattgtcctt aatgttgctg 
cagtccctgc cacagtcagg attgaagggt 
caactcctga agaaattaca ctgaagaccb 

40 

ccaaaaatac tatgattaca gttcttaaac 
tcagagacat catcgggtga aaatggtatg 
45 ttgtcagaat aatgctatga ttaatacaac 
tccttcctgc aaaaggagct gggcttggtg 
agatcactga ataattttgt tgtataatca 

50 

agagttgtct atgtgaatta agagcttgga 
ctcagctttg catttagctg gcaatgattt 
55 taaaggtagt gtgtattggt agctcccttc 
acgcatataa aatgcctacc ccagagctgg 
aaaaagcgaa ctgtgagagg acagtttaat 

60 

gtttccttaa ataaattgta tgcctttgag 
tgtctctcat ggtgacattt gggaacagca 



52 



taatgactga 


aaacaaaact 


gttaaaaaaa 


94920 


ctgtactgag 


gaggtcagca 


tgggatggaa 


94980 


gctgggtcct 


catgagtgga 


gagtgtgatt 


95040 


ggggttggca 


ttcacacccc 


atgatcccga 


95100 


gtagagcctt 


ctgaacactt 


tccttggtag 


95160 


ggaaattatt 


ccacatgcct 


agacctcatt 


95220 


tagagcatcg 


tgaaagaccc 


tctggcttta 


95280 


ttagcacccg 


tgatccattt 


cattaaaaat 


95340 


catataggat 


atgccacttc 


aatatttcta 


95400 


tatattagtg 


tatataaggc 


ttaaaaaata 


95460 


gttttcagcc 


atcaaatatg 


tctatatttt 


95520 


aaatttattt 


gagtaatatg cccattaaag 


95580 


aaaatgaagt 


tctcctgtct 


cctctcttcc 


95640 


tgttccattt 


cccaggagta 


gccagaagta 


95700 


tgtgcacagg 


agtttgtgca 


cacattacat 


95760 


ccttgccttg 


ctggtttttg 


tagtgctcct 


95820 


tcacagtccg 


cccatgagtg 


tattacaggt 


95880 


attcttaagc 


acactgaatg 


tccctgggag 


95940 


agaaatctaa 


cttccggatc 


ctggtagtaa 


96000 


taaaacttaa 


actagacact 


tcctttacca 


96060 


ttagtatcaa 


gtagaatata 


tgaaagtgtt 


96120 


tatctgaagt 


gcgtgcctgc 


agtcaagggt 


96180 


atcgtgagaa 


agggatggag 


cccagaggac 


96240 


gagagaacat 


tctaatccta 


gaagaaagtg 


96300 


ttatacatat 


taaatatgat 


tgatacattt 


96360 


ctctggaatc 


agacagactt 


ggggtcaaat 


96420 


tacbtcbcta 


aacctcagat 


atcttaaaaa 


96480 


tagggttgct 


gtgagtatcc 


agtgagagtg 


96540 


gtcttgggaa 


acacataatt 


agtggtggct 


96600 


attcacctct 


gccttttaca 


tgtggtagtt 


96660 


gacaagagcc 


ttgtcttagg 


ctttcgtata 


96720 


ttctgagcag 


ttgaatgaca 


gtgcacagtg 


96780 
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aacaagtggg 


tgactgagat 


cgtaaacatt 


atgacattac 


tactgtttat 


gaacatagat 


96840 




ttaatttagt 


cacttttagt 


gcttaggaaa 


aagaagcaaa 


aacaaaacaa 


attagtagag 


96900 


5 


tcatgattct 


ccaagtcaca 


gctaagcaca 


gagcctcttg 


attggtacgt 


gttcaggtga 


96960 




agtagtacac 


cagcaattct 


aaagcaggcc 


tcttcgtcgc 


ccgctgagcc 


aagtggagac 


97020 


10 


tcatagcaga 


gaacggggag 


caggagcatg 


gcagggcagt 


atcagcacag 


tcaaaatcta 


97080 


ggaaagtttt 


actttttttt 


tttttttcta 


tgtaggttta 


agacagatgt 


ctacaaaaat 


97140 




ttggatttag 


ataaatattt 


tttgcttcaa 


attttaacca 


cagaaaagga 


ttttgaatat 


97200 


15 


tgcagatgtt 


aaagttttta 


gttttgacag 


gcagcatttg 


aaattggaga 


tgctataaag 


97260 




gatcagacat 


aattggtgac 


tatttaaatt 


taaattattt 


aaatttaaaa 


ttcagttcta 


97320 


20 


tggtgacatt 


agctctgttt 


caagtgcata 


gtggccacat gtggccaggt 


gctaccatat 


97380 


tggacagtgc 


-aaattataga 


acacacaaat 


catcacagaa 


atttctgttg gacagtgctt 


97440 




ttctagaacg 


tgtatggctg 


tggttcatga 


attattgtaa 


aataaaaggg cggaaaggcc 


97500 


25 


aaaatcattg 


cagggggtag 


aggaaaataa tcagagtaaa aggaaggtat 


cgggtgacca 


97560 




gatttttacc 


ttttttcctt 


gatctttttc 


ccttcctgtg cttattctct 


agtagagtaa 


97620 


30 


ttgaaaagtg 


ttccaagtaa 


atttcctgcc 


gggtgaggtg 


aacatagggc 


tgcagagatt 


97680 


ccttccttta 


gagccaggac 


cctgtctttc 


agtgtggggt 


catcgatgac 


tcgtactaca 


97740 




gattgcaagt 


gcttgctctc 


ttgttgcagt 


tggacctgaa 


tcctattcag 


aaatcctatt 


97800 


35 


tttttccttt 


tctagctgcc 


atctttcatg 


tgtgtgtgtg 


tgtgtgtgtg 


tgtgtgtgtg 


97860 




tgtgtatata 


tttttttttt 


ttttttttgt 


gagacagtct 


cactctgtaa 


cctaagctca 


97920 


40 


attgcagtgg 


tccgccctca 


gctcactgca 


acctcggctt 


cccaggtcca 


agtgagtctc 


97980 


atgccttagc 


ctcccaagta 


gctgggatta 


caggtgcacg 


ccaccacacc 


cagctaattt 


98040 




ttgaattttt 


agtagagatg 


gggtttctcc 


atgttgacca 


agctggtctc 


gaactcctag 


98100 


45 


cctcaagtga 


ttcacctgcc 


ttggcctccc 


agagtgctgg 


gattatgcca 


tccattttta 


98160 




tccactgtgc 


tgatgttgaa 


atttattttt 


tacagaacca 


cagtcttcag 


tccctccctg 


98220 


50 


gtttctttca 


cttttaatgt 


agacttacta 


gatttattga 


acccccaact 


tcaatacttt 


98280 


gctaaatgac 


gttgagtaag 


caacttaatc 


tctctaagcc 


tgtaaaaatg 


gagatatctt 


98340 




cacatattta 


cacatcatat 


gtgaagatat 


acacatatac 


atatgtggat 


atatctcagt: 


98400 


55 


tttttacagg 


catatatata 


tatatatata 


tatatatata 


tatatatata 


tatatatata 


98460 




tatatatgta 


atgaagtatc 


tattaaagca 


taataccttg 


gctaacaaac 


tgtcaaaatt 


98520 


60 


gagtggcttg aaatagctgt 


cataatttag 


tttagggttc 


tgctgggcag 


ttcttccgcc 


98580 


cttgaaataa 


ctcataattt 


agggttctgc 


cgggtgcttc 


ttccactctt 


gtgcaggctt 


98640 




ggctggtggc 


cagctggtcc 


tcggtggcct 


cactcacatg 


tcaggcaatg 


gtggagcagc 


98700 
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acgaatgact 


agaccacgtg 


tcttctcttc 


caaccaagtc 


cacacttttc 


tggaacacag 


98760 




agttgctggc 


aagagccttc 


ctcctgcttc 


ctgttttctg 


tgtgtagctc 


ctgcactgtg 


98820 


5 


ttttctgtca 


gtgccctaca 


atctatcctg 


tcttactgtt 


tctcacatgt 


aaagtagtct 


98880 




ttgccaactt 


ctagccttca 


tcctggtttc 


ttgcaaacaa 


gactgtctta 


tctccacttt 


98940 


10 


ctgagtggac 


agtacaacac 


agttgactga 


atgcattcat 


cgctccagct 


gtgtggacca 


99000 


tgtcacatga 


ctgtcttcac 


ctactagtcc 


tttgatgttc 


acttttacgt 


ctatctgctt 


99060 




* 

cgcgaagtct 


actttatctc 


ttgaattttg 


agaagtttgg 


agatggtttt 


gttactgatt 


99120 


15 


tataagaaat 


gtcaaagagc 


acaattttat 


attgaaacat 


agctgatctg 


acattctctc 


99180 




tgttctaaat 


gaactcatct 


ctaaatgtct 


aagtggcgtt 


gaaaggccat 


gagtggtttt 


99240 


20 


taatgatgtt 


cctcaagtgc 


cataaacttt 


gttactgcat 


tgtgcataca 


tttctggggt 


99300 


gaactggtaa 


ctgctcattg 


gtgagaatat 


actgtgtctg 


ctgtctcagc 


ccacctacat 


99360 




ttatcatagt 


tttattatat 


agaatgcagt 


gtttttctgg 


accaaggaaa 


gaaaaatttc 


99420 


25 


tagtttttct 


tcctttctat 


ttttaattat 


cagt'gcttgg 


cagaagagga 


agatgaaaca 


99480 




caaagttaca 


aaaagaaaac 


agttgcatat 


acgtttttct 


gcttttgcct 


cttttatctc 


99540 


30 


ctaacttgct 


tttttggatc 


tattaaatga 


ctaatgatga 


gtcattcctg 


gttttttcgt 


99600 


tacagtttat 


gaaagtcaca 


gttcagagtt 


catggagtgt 


tgaaatacta 


taatacagca 


99660 




aattacgcag 


tcaggtgtga 


tagggagaaa 


aaaacgctca 


tctgagcctc 


aagagaacga 


99720 


35 


aatcctactc 


ctggctttgt 


taatgactta 


ctagtggcct 


tggaaaattt 


taacttctct 


99780 




ttggttcagg 


cagctcaact 


tgataatctt 


aaaggtttct 


gtctagttct 


gaagttctgt 


99840 


40 


acagtttcct 


ttaagtatat 


atctttctgg 


gatttggcaa 


aaaatattgc- 


agatgagcac 


99900 


agatgtcgaa 


aatgaaagaa 


gtggacatac 


ttactaggac 


acttactacc 


tactaggtta 


99960 




ataacatgta 


gtgggtatat 


ggagcagttg 


tactttagaa 


ttatgtttga 


agtcgatgtt 


100020 


45 


tcaagtgggt 


gggggtgggg 


gggggatgag 


gagcaggagt 


gatgctcaca 


gaggcgtgaa 


100080 




tgagtgtgaa 


cacagaacac 


actcggtaga 


ttgtcttgta 


tggccagagt 


gcagggggtt 


100140 


50 


cgggtagcgt 


tccccggggt 


gttaggcact 


cagtgtggtt 


gattgctgta 


aggtaaagcg 


100200 


cacctcgaaa 


agacacccag 


aatgcctagt 


attaaattac 


atcattagga 


aattctgttt 


100260 




tcattttgta 


tgaaaatccc 


acaggaagcc 


ctaattttac 


tgtaattttt 


cgcagagggg 


100320 


55 


gtgcatcacc 


tggtgccacc 


cccataggac 


actcatgcac 


ggcctctctc 


tggagatggc 


100380 




attagggaaa 


agcactacgg 


cagccttgct 


aagattcttt 


ttgctaagtg 


ttgtgaattt 


100440 


60 


agaaagaaag 


tttgttgttg 


ttatttgttt 


gtttttgtca 


gtctgaaata 


tcttacgtgt 


100500 


tctccgcaga 


aaagtaaacc 


caccctgcag 


ggtttcttgc 


aggatcttga 


tttgtgaatt 


100560 




atgcctcctg 


agtagaccgg 


tgccgtccag 


cagagcttcc 


tgccgtgggg 


agcgcgttct 


100620 
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ccatctgcct tgctccatgc 

ttggcttagt gtgattgaga 
5 ttccactggt ctcaggaggc 
tcttctctct agtttacagt 
tcctggtcta cttcctgcct 

10 

ccttaaaatc gtctgccttt 
cctaggttga agatcggccc 
15 tagtattatg ctcacttctg 
ttcttccctg cgcctcgggt 
ccacccatcg cagcacgtag 

20 

cacacgctgc ctataaatat. 
atttgtatca ttttcaggtt 
25 ttctgctcat tcatagtttt 
atgacggaga gatagctatg 
gttttccagt acagaaaaga 

30 

atattatgat agaagaaata 
ccctgcagtg agtttaaaag 
35 actcaggctg aagtggaaag 
taaagctcca tctgagttaa 
atttcagacc caggaaggag 

40 

tttttttttg acagagtttt 
ctcactgtgg cctcctcttc 
45 ctgggattac aggtgtgtgc 
ggtttcgcca tgttggccag 
cagcctccca aagtgctggg 

50 

aattggtagt atggacacag 
cgtgaagtgg ggagttgtat 
55 aagtgctctg cagaagaata 
tgttaccatc aatcacaact 
caaggggctc cttgtcgttc 

60 

ttttgattgg ggaaaaaaag 
tgtgccacat tcaagcgtca 



55 

tgtcgtcacc ggcccctggg 
aactgaagtg taaactttac 
tagtggtgac tgtatttgtt 
tacatgtgag acaatctcgt 
cactttctct tttcttccag 
ggcttctggg acacgaagct 
gctattttct ctaccgtttt 
tgggtgtggt ctgagtcaca 
ctgtgcttct aaatacccgc 
ccacccattg cagcacctag 
gtactaacgc attctctgtt 
tacagtagtt tatctctctc 
aagaaattca catgttcaca 
tgagcaagct atgcaagaaa 
agactaattt ttaaatgagg 
ttagaacttg gagaatgcag 
tttaaacccg cttcagttta 
aaaggggcta atattaccat 
cggaggagaa ttaatttgag 
gtggtcaggt agccttttgg 
gctctgtcgc ccaggctgga 
ccaggttcaa gcttttcttc 
caccatgtca gctaactttt 
gctggtctcg aacctctgag 
attacaggtg tgagccacca 
gtacagcttt ccttagcctt 
ttgctcataa gtatttgcgc 
ctgttttcct gggaacgtgt 
tcttggtgga cacattacaa 
ctgaactatt tacaaccaca 
agattaactt aaaaggtttt 
tttttacacc cgtaagcact 



ggctgccgta 


ccctggaaat 


100680 


tgaattttaa 


ttaatttaaa 


100740 


agtggaagtc 


tacatcttcg 


100800 


cttcgtaaaa 


gtaatacttc 


100860 


gctcctccaa 


agtacgtcct 


100920 


tctcttccag 


cagattgctt 


100980 


tataggccca 


ctgttctctt 


101040 


cctgtctgta 


tgcccacagc 


101100 


agggtgccgc 


cagcccctag 


101160 


ccacccatcg 


cagcacctgg 


101220 


ggctcactta 


tgggctgtgg 


101280 


actctagcac 


atatttttaa 


101340 


cgtttaagtg 


tttcttgagg 


101400 


gacagccact 


gtcctcgtga 


101460 


ggctttaata 


ctgtggagta 


101520 


cagcaggaac 


ccacgccagg 


101580 


aactgaaggg 


tgaggcagtg 


101640 


tcattgcatt 


gggatgaaat 


101700 


gagtatagaa 


catgcaaata 


101760 


ctttatgtgg 


attttgtttt 


101820 


gtgctgtggc 


gcaatctcgg 


101880 


tgcctcagcc 


tcctgagtag 


101940 


tgtatttttg 


gtagagacag 


102000 


ctcaggtgat 


ccgcctgcct 


102060 


tgcccagcct 


ttttatgtgg 


102120 


cttgtgtgct 


ctaagtaaat 


102180 


agtgctgttg 


gtgagtgatt 


102240 


caagctgcta 


ttccacgtga 


102300 


taattagatg 


tgggactaat 


102360 


gttaggagag 


gatggtacat 


102420 


tgactaatga 


aaattaagct 


102480 


gtgaagcatt 


tccctttagc 


102540 
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accttttaat 


ctatacctat 


gatctgggaa 


aaccccagtg 


tggaggtatg 


atatagcctt 


102600 




ctgttgccct 


tgttaaaaag 


agaacactgt 


ttcgttgaat 


tgtgaggaaa 


ataatgttga 


102660 


5 


tttagattct 


tagtaactac 


ttaaggaaaa 


aaacctttga 


attaagtgaa 


aacacaagcc 


102720 




tttcacttat 


tgctgcagag 


aaacatgttg 


aatatccctt 


aagtgatagt 


tctgtgaaat 


102780 


10 


tagtaaagat 


tatgggagaa 


aataaattag 


attaataatg 


tctattctta 


aatgtgaatt 


102840 


atttaaggta 


tttccatatg 


agaaaaaagc 


cgcagcactg 


ggaggagaac 


gttcagccct 


102900 




ggtgattgtc 


ctgccacaca 


ggctccacct 


ggttttaagg 


tcggaggtgc 


agatcatcct 


102960 


15 


gcatgcacct 


gttcaccatc 


aacacagatt 


ggggacgaca 


ttttagtgct 


taggggagtt 


103020 




ttgtttgtgg 


ttttggtgaa 


gcataagaat 


acattttata 


aattgtaatt 


gccttctagt 


103080 


20 


tccaaaatat 


gcagacagtt 


gagcagttat 


taaagttctc 


aagagaggtc 


aaaactcata 


103140 


gatattctag 


tttgatagga 


aatttgtttt 


ctagaataca 


gaatttgagg 


atcattaatt 


103200 




ttcttttatg 


ggaaattaaa 


tgagcaagat 


tacctggaaa 


attacattac 


tttttataac 


103260 


25 


agttctttat 


ttatgagagt 


ggataattca 


aaggtaataa 


attagagtta 


acactttatt 


103320 




ttcaatagtc 


cttattaata 


tagttataga 


agtcatttct 


gtcaactctc 


agttatctct 


103380 


30 


tgagcagtta 


aaggagatgg 


atgagattga 


aatcctggat 


aacttcatct 


cacttttaaa 


103440 


aaatcttttc 


tgacaaaatg 


tatattgaaa 


ccactaacaa 


atagaaaatg 


taactgattt 


103500 




gagtttttcc 


actttcttac 


tatttgtcat 


ttatccaata 


tgagtcatta 


aagtgagaaa 


103560 


35 


gtataaagta 


tgttgttgtt 


tgtagacaaa 


ataaccgtac 


ctggaaatta 


aatttcttta 


103620 




gtaagaaatt 


tctttcttct 


ttttttcttg 


agaagaaatt 


tgctcagact 


tttacaagag 


103680 


40 


tatggttttg 


ttttttattg 


tatttttgag 


atggagtctc 


actttgttgc 


ccqiggctgga 


103740 


gagcattggt 


gtgatctctg 


caacctccac 


ctcccaggtt 


caagcaattc 


tcctgcctca 


103800 




gcctcccaat 


tagctgggat 


tacagtcacg 


cgccaccatg 


cctggctaac 


tttttgtaga 


103860 


45 


tacagggttt 


catcatgttg 


gccaggctgg 


cctccaactc 


ctgaccttaa 


gtaatccacc 


103920 




cccctgggcc 


tcccaaagtg 


ctgggattaa 


ggcatgagct 


accgcacctg 


gccaagagtg 


103980 


50 


tgattttaat 


tgcagtattt 


tgtaattgac 


cttattttgt 


gaggattaat 


gaactgttat 


104040 


cattttacag 


gtctcatcac 


aactacgtca 


aggaagctag 


accgagaaca 


gcaagatgaa 


104100 




cacatattag 


aggtaagttt 


tttttttatc 


tttaatactt 


aaagattcgt 


agttacaagt 


104160 


55 


atcatgggaa 


agaacaatct 


tgttcccatt 


aaccagtatt 


cttagctatt 


aatattttgt 


104220 




tgtattaata 


ttatttactg 


gttgttagga 


aaaaggaata 


taaggaaatt 


gttaatgaat 


104280 


60 


atagctcttg 


tcccctttat 


ccctcaatac 


cattcccaga 


atacacagcc 


actgtcatgg 


104340 


gccggattca 


gatctttgta 


ttttatgctt 


gcgcacacac 


agggggcgaa 


cagatctata 


104400 




aacagtgtca 


tgtggaattc 


atttgcattt 


acataagtga 


tatttttctg 


tatacatctt 


104460 
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tttttcccct tactattatg 
caaccttttt aactagaggt 
5 cattattttt gcgttttaaa 
gtaaaagtag attgaagtct 
tctcatggat aatttacaat 

10 

attggtcacc tggtttttgg 
tggagaggga aggtggagcg 
15 gtcaggaagc ggctgagaga 
cccgtgtgga agactggtgt 
gtttaattga gttatcagtg 

20 

actgtaactt ttgaaaattt 
attttatcct tggtcaaatt 
25 gcagtgtatg tgtgtgtgtg 
ctggaaaagg tggtttcaca 
catctgagtt tttagttcat 

30 

agcaaagttt tgaattttca 
cactgacaaa gataaacaga 
35 ccagtccttt caaatttcac 
gaatatcaaa ggctaggtgg 
ggacatggat gggaaataaa 

40 

ggtccttttg gggtggtata 
atagtgtctc cattacatgt 
45 aggaacaatt tggtgatgaa 
tttttctaaa gctcatatgc 
aatagtaatg ttttattttg 

50 

aatacttttg acaggcacca 
gccagacttc agtctccttg 
55 aggggtgtgg ataggggaga 
acgtaaacgt gaacatttga 
atcagtgcag tcctcaagac 

60 

gatagtttac ttaaaatgaa 
aatttaaatg tttaggtcca 



57 

tttttgagat atatttatgt 
aatttgtttc cagattcatt 
ctatgaatta cttagtttgt 
cagatgtgct cttctagaaa 
gccttttagt ccttagaaaa 
ctaatagtaa atacattgca 
taacatggac atcaggttga 
caggcagacc gcagagaggg 
tcattatcgg agccagcctt 
ctcttcttcc actctaacag 
cttttaatat tgctgtttat 
ttcttaacgt tgtcagtaaa 
tgtgtgtgtg tgtgtgtgca 
gccacagtgc tttccccatt 
agggtgtaaa gttcgcttga 
ttctgtcact acaaggattg 
tgggaagata ggagagcagt 
attaattgca tacgtcactc 
aagcagatac cagatatata 
ttttcccttc aacatacata 
tttgagagcc agtgctggca 
tgaaagctgt gactagctac 
tactaaaaaa catagtgctt 
aaactgatga aaaggaaatg 
aaaaagctta ggaaggtaaa 
tcgggatata gtcacacttt 
accgttttta gtgttttggt 
ataagcatta ctaatgtcgt 
tttaagggtg aaatggtctc 
tctctgatat tttttcctaa 
agttatttta ccgaaaatct 
ctcctataaa aatctgtaga 



tggtatttat 


agatctgttt 


104520 


tttttgctct 


taaacagttg 


104580 


gcttcttaaa 


tacctcaaaa 


104640 


gttctaataa 


ggcttctcat 


104700 


cccacagctt 


gttatcatgt 


104760 


gaaaaaggcc 


gcgagtaatt 


104820 


tgagatctct 


gggccgtgtc 


104880 


gcgtagagac 


atctctctgt 


104940 


ggaaaaggcc 


acctgccttt 


105000 


tataagtgac 


aaaattctaa 


105060 


aatgctgcct 


gcttaatttc 


105120 


tacttagttt 


ttatagttgt 


105180 


ttgggaactg 


ggaataccct 


105240 


aggagctgct 


tcatgtatta 


105300 


attcattttc 


tttatgatag 


105360 


acagaagggg 


caaatgcagt 


105420 


agttacactg 


acattttgct 


105480 


cagagtcctc 


ttttctccgt 


105540 


gcactttgaa 


agtcatattt 


105600 


attagtgtat 


ttttcagtag 


105660 


ttgatttggc 


tgtcttaaag 


105720 


tggttcttga 


acccaaagtt 


105780 


gcttgtattt 


ctctttcttg 


105840 


tttcgagagt 


ttaaaattaa 


105900 


taatataaag 


caactactta 


105960 


aataaacagg 


gtttacaact 


106020 


aattcagttg 


ggaagaaggt 


106080 


tatatttaat 


gtgcccattg 


106140 


ttagggacat 


agaaacagtc 


106200 


atagaatata 


agaatatatg 


106260 


tatttaatga 


gttggtctta 


106320 


ggaaaacagc 


caaaataaaa 


106380 
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tggtgattac tggtattaaa aggtgtacta tttatttaac acatacttta aaatgacaat 106440 

ttagcatatt ttactgatga agtttaacat ttttaacatg atatatggaa attttgtttt 10 6500 

5 taagtatgta gagtgtgttg tttttaagaa gactctttaa atgtgtaaag cagaatcttc 10 65 60 

acgtatctct tccatggcct aaaggtatta agtttttggt agcttaacat^ ttgggtgagg 10 6620 

ttcactttcc acttaaacta atgcgagaag agagcctgcg tggtcaggaa ggcgcgcagg 10 6680 

10 

ggtgcagctg tttctttctt agccatgccc ggccccctga ctctctccct gtagagatgg 106740 

gaggtgctgc ctcacctcct tacagccctg ttgttggaat gaagatctgc tgtgtatgtt 106800 

15 gtcatcgtgc cctgcaaaat gcagagcttt acacacatgc ggagtagcat gaggaagaag 1068 60- 

atgctcactt tttatatagt atatcttaac atgttaatct gttaacttta aaaaaacagg 106920 

ttactgtgac agacaatggt agtcccccca aatcaaccat tgcaagagtc attgtgaaaa 106980 

20 

tccttgatga aaatgacaac aaacctcagt ttctgcaaaa gttctacaaa atcagactcc 107040 

ctgagcggga aaagccagac cgagaaagaa atgccagacg ggagccgctc tatcacgtca 107100 

25 tagccaccga caaggatgag ggccccaatg cagaaatctc ctacagcatc gaagacggga 107160 

atgagcatgg caaatttttc atcgaaccga aaactggagt ggtttcgtcc aagaggtttt 107220 

cagcagctgg agaatatgat attctttcag tgagttaaga ttgtagtact gtaatttttc 107280 

30 

atatgttgtg actataaacc ttattttgta ttttttcttt agtaacttta tttctatttt 107340 

gtaaacggct gaagtgtttg tgacctgctg gccccattag gcaatgccgg ataacgtttg 107400 

35 agaatcaggg tgcttattgt ttatgttgaa tgtggtcatg aaatcattgt tcttctgtca 1074 60 

ggcattccat acacagaata caaatgtgaa atgtttgaaa ttggctcagt ttaagaccaa 107520 

accagtctgt gcttcattca tttctgggtt gtaactcctg atttgctgtt tttaatcccc 107580 

40 

tctgcccaaa tgttgtagat taaggcagtt gacaatggtc gccctcaaaa gtcatcaacc 107 640 

accagactcc atattgaatg gatctccaag cccaaaccgt ccctggagcc catttcattt 107700 

45 gaagaatcat tttttacctt tactgtgatg gaaagtgacc ccgttgctca catgattgga 107760 

gtaatatctg tggagcctcc tggcataccc ctttggtttg acatcactgg taagcattcc 107820 

ccctcatttt cgttgtccgt atgggttaca ctgaggagaa cctgcatacg gtttgatgag 107880 

50 

ttttgggcac aagtcaggat ttaaaattgg gaataagatc gacaggtgga gaatttgctt 107940 

tcaactataa tattttgatt gcaaaatttt tcacaatata tagcatatgt taaacttgct 108000 

55 taaaataggt gctctattct accaagttat tgatataaaa ataaaatttt gtaaaagttt 108060 

.gtcaaagagt tacagacaa§i agccttgaat gttttggtcc agaagcacag cttcttactg 108120 

tttatttatt gatgcataac ctatggcaca ttgttatttt tattgatgca taacctatgg 108180 

60 

cacattgtta tttttagtga atatgattgg aacatttaaa gtaactatgc ctgtgtgact 108240 

gtcacatgtc aatatttaat agggaataag cttacaaatt ttgattcata ccagcttatg 108300 
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gtacaaagtt atggtaccag ctatgggttt 
taggaggatt cattagatta tttcatcctc 
5 tcttcttatt tgtcatgtag tttagataag 
tttttaaatt tcacattaga gtttgcatct 
tagttacaag ggtatttaag aacaagagtc 

10 

tttatgtcca tttttcccct tctgcccctt 
gcagctgatg gacccagacc actgggcatg 
15 tttcatgcta aatgctttgg ctgttttacc 
cagcacctgt gaaaccctta cagcatactt 
gtagttaacg atgctcaaaa ccgtttgttt 

20 

atcaacaggc tgctgctgtg cagtacctga 
ctggtttgat tgattgcttt. tattctgtgc 
25 gctgtgccag gagacacgct tgctagagaa 
ccgacctgta cagcagaagg tatctgctga 
ctaaaataaa agccttgttt tgtttttgtt 

30 

cttccatcgc tgtttttttt ttcatagtgt 
tgttgccacg taatgctcac ctagctccgt 
35 tgttgttttg tttcttggtt agatttagta 
ttttcatccc atttcatttt atatctaggt 
aatatttgga taatattaat aggatagaaa 

40 

aaaatgagaa aaaaaattct tttcaaatag 
cgaccgctat tttttttaga gttaacattg 
45 tgctcaaagt atcagaaagt tttgttagta 
tctactgaga tacaaattga agaggaattc 
ctcattggca atattagcaa tgtctttgtt 

50 

tagttgcttc ctggacaatt agggttcact 
gccactcttt tctttcaaaa tgctcctcct 
55 ttttcagtgc cattaagtat gagaaagcca 
cctgttttta cttttttttc cccaaattag 
acaagggaac tggaaccatc attgttgcca 

60 

acaacctcac agtcgaggct acagatggaa 
tactaatgac acacttgtca gaggaggatg 



59 



ttagttttat 


attacctcat tttcaacagg 


108360 


cagtaaagtt 


tacttgctaa 


agccatttct 


108420 


acattgaatg 


taatacccta 


ttcaacgtat 


108480 


tagatttttt 


tttattgttt 


cctcacattt 


108540 


tctgttgcga 


ttcatctctc 


tgggggggac 


108600 


agtcatgcta 


acccgaagcc 


cccaaaagtt 


108660 


tcaggccagg 


ccaggcctta 


cctttggaac 


108720 


aatttggtga 


ttgtgtgaaa ttgatgtcat 


108780 


tcaagggaag 


gggaaaaaga 


gactattttc 


108840 


gctttctgtt 


aacttttatc 


acatttccag 


108900 


cctcgctgtg 


taaccttgct 


gtgcttggac 


108960 


ttgctttcca 


tgcgcgcttg 


cttctttttg 


109020 


gttttttaca 


tctttcagat 


gacttgtgac 


109080 


gatcacataa 


tttgcctcag 


attatgagat 


109140 


tttttttact 


tttttatttc 


cagtgactat 


109200 


gcgcatggtc 


acccatccca 


ctcgccagcg 


109260 


ggttttaggt 


ttctcttaag 


acgtcgtgtg 


109320 


gtagaatttc 


atcatgacat 


taaacctcta 


109380 


cgatggattt 


gaaaagagag 


ttttatcaaa 


109440 


cttttgtttc 


attaggcttt 


gtgtttgtca 


109500 


tttatagtag 


ccaggactaa 


ttaaagttaa 


109560 


atttttaata 


gctattttat 


taggtcaatt 


109620 


agtaagcttt 


taaatggccc 


agtgatggta 


109680 


agaacccctg 


aaaaagcaaa 


ttgaaagtaa 


109740 


ttcagagttg 


ctttcttgct 


ttctttcagt 


109800 


ttgccttaac 


aagcattgtc 


tttctaattg 


109860 


tggaagctct 


ttgctagtat 


attagaagat 


109920 


cagaataaac 


tacagagtgt 


tatcctgtga 


109980 


gtggcaacta 


cgacagtcac 


ttcgatgtgg 


110040 


aacctcttga 


tgcagaacag 


aagtcaaact 


110100 


ccaccactat 


cctcactcag 


gtaagtgaat 


110160 


gagataacgt 


tctgacttag 


gggtccacgg 


110220 
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gcaatatgag cggtggattc tgccctgtga gggtctaaaa tcagaagttt acacacatgc 110280 
acactaagaa tttttattta gggaaagaaa attaattcca tatcccaatt tgggttttgc 110340 
5 atataattaa gcagttttga gaattttgag agaagacttc aaaaaccaaa ccaaaccaac 110400 
gttataccat caaaatcttc gaattttaca ctcattttaa actatgttaa catcaagtac 1104 60 
atcactgttg agaatgaatt gtttaaatca ttttcagtaa aactggttaa agtgattaat 110520 

10 

cttctaaatc actttttttt ggattcctcc tggctatata aaataactaa taaaattgtt 110580 
ctaataattc ctttaccacc tttatttgtt cctatctggt aattgagatg gccagattat 110640 
15 ggggatttca aacttaagtg ttaaaatcct gtaagtgaaa tttaaattct gttctttctt 110700 
attacttttc tttggttctc agtgtgggcc gtttggagtg tacagaagga atattcctag 1107 60 
atagaagaag catcctgagg tttcaggagc aagcagagtg tcattcactc atttatttac 110820 

20 

caagtatttg ttgaacactt gttacatgcc aggcaccatt ctggaaggtg aatagtagga 110880 
aacagaagag gcaacaatct tgccctcttg gagcttacac tgggatggca gaagctaaag 110940 
25 gcttgtttat aatctactgt ggcctaaatg aaaaagaaag aagttaaatg tcagagaaca 111000 
aggtgcatct gagtttgaaa ttttctagcg ttagattatc ctgttttaag tactaagcaa 111060 
gacagatcat ctgctaactc atttagctgc attaaaagat aaaaattata gtcggtgatg 111120 

30 

tcttttcgat taataaatgg gtagataatt . taaagccatt tacaaaaata tttctttctc 111180 
caaatgcttg tgatttttag tgtatataaa attgatacat gtatgttata tgcttttggg 111240 
35 gtcattttga gattgtcttg taaaagttct agtatggtgt caaaatttca atttagttgg 111300 
tagctgttct cattctagag acaagcaaaa tctattgatt ttctctcttt aaacataagc 111360 
ccttgtaaaa ttttagagca caaaaatgag aataaaaaca tcataaattg taataaatct 111420 

40 

aataggataa ttctgagaga aggatttaag gggtataact gtagaccaat tcacagaatc 111480 
gactacccag aaatctaaca aaaggagctt cataaacagt ggagctgtcc ctctttgcca 111540 
45 agcattctca ttactaaaga ccctacgtct atgaataatt aacagtgcac ctctttccca 111600 
ataattatat ttttaattag tgcagttaaa agtttagcat gaaatatcac gtgcaccaac 111660 
taaaatccct ataaaaccca ggaagtgtat tctagttttc tttcttggaa acacaaaata 111720 

50 

tcttaaattt cattgcttcc tttatacttc tgtaacttat ttttgggcca ttgtcatagg 111780 
ctgtagatgc tatcctaatc gctggcagag aaaggcagtc ggactataag agaacagtag 111840 
55 cccaggttga cctgttaagg tgtgggacaa agggaatgat ttgtgtttag attatttttc 111900 
^ ctctttagct gagaacctgg aaatatgaat ttgggtgggg gcgggagggg ggtgcagcag 111960 
ctgccacctg gagaagagca caggaatcag ctggacagtg agaggcacca ggatacagcg 112020 

60 

gggatggatt gaaaagcaga gggatcagct gggcggcgag acactaggat actgtgggga 112080 
tggattgaaa agcagaggag tcacctgggc agtgagacac taggataccg cggggatgga 112140 
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ttgaagagca 


gaggagtcag 


ctgggcggcg 


agagactagg 


ataccgcagg 


aatgggttga 


112200 




agagcacagg 


agtcagctgg 


gaggtgagac 


actagggtac 


tgcagggatg 


gattgaagag 


112260 


5 


cagagggatc 


agctgggcag 


tgagacacta 


gcataccgcg 


gggattgatt 


gaagagcaca 


112320 




ggaatcagct 


gggaggcgag 


acactacgat 


accatgggga 


tggattgaag 


agcagaggag 


112380 


10 


tcacctggac 


ggtgagacac 


taggataccg 


cggggatgga 


ttgaagagca 


gagcagtcag 


112440 


ctgggcagtg 


agacactagg 


ataccgcggg 


gatggattga 


agagcagagg 


agtcagctgg 


112500 




gcagtgagac 


actaggatac 


cgcggggatg 


gattgaagag 


cagagggatc 


agctgggaga 


112560 


15 


tgagacacta 


ggatactgcg 


gggatggatt 


gaagagcaga 


ggggtcagct 


gggaggtgag 


112620 




acactaggat 


acctcgggga 


tggattgggg 


cttggaagta 


acactcagaa 


gtcaacagag 


112680 


20 


cagccattgt 


gtatccaggt 


caggggcagc 


agatgccgat 


ttgagaaggt 


ttaggtgagc 


112740 


cgttggtgag 


tcaagcgggc 


agcctccagc 


agaggtaggc 


ggcaggacag 


tgggagaact 


112800 




gccagtgccc 


tgcggaaaca 


gctcttctct 


ggctttcctg 


tcctgcgtgt 


gtggcttagg 


112860 


25 


atgctgaccg 


ccattgattc 


cagtcacttg 


gctttatctt 


gtatctccag 


gtaacttacc 


112920 


• 


aaatccagtt 


accttttttt 


tctttcattc 


aaacaacttt 


gctttcatat 


cttctttaac 


112980 


30 


tttctctcga 


gcatcagcat 


cgtggcctct 


ggagcagatc 


acttggtttg 


aatcccggct 


113040 


ccacctcttg 


tactcctttc 


catgggcaaa 


tagctgtaac 


tctctgtgtg 


tccatgttct 


113100 




catctacaaa 


gtgggggtgg 


tgataatcgt 


ccttttggag 


gtcttaggaa 


ggttgatgag 


113160 


35 


gtgacccgca 


gggtgcttgt 


tcttcacgtt 


ctgagagcct 


gtcacccagt 


aagcacgcag 


113220 




aaagccatag 


tcttgttgca 


catcagcact 


ggtttgggct 


cttgtcccac 


caacactcaa 


113280 


40 


ttcaccttcc 


agtcgccatt 


cttcatccct 


gccactcatg 


ttggaagcga 


gtttcttctg 


113340 


accaaaagga 


gctgtgtagt 


cctcccacat 


cagttctgga 


gtcgaggctc 


tgcgtatttg 


113400 




actctgcctt 


cttcttgctc 


ctttactgta 


tcacccctga 


gttccaagtc 


ctctccagcc 


113460 


45 


tctgaaaggc 


aggatgttcc 


gtcccactgc 


ttgccttcat 


gtcgttgacg 


cagcccttcc 


113520 




tcatacttac 


tcacctgcca 


accaaaaatg 


tacccaagaa 


agcattatct 


ccttaagagc 


113580 


50 


tttctgaata 


tctcagccag 


tctctggact 


cttaaaaact 


ttacatgata 


atatatgaga 


113640 


catggttagg 


ctgtgcatgt 


gcagaacatt 


gcctggtaag 


cctggtggct 


ctatgagggc 


113700 




agagaccatt 


gcatgctgat 


ttcacaccca 


ggcaagcatt 


gggcatggaa 


acgcacaatc 


113760 


55 


cgtgtgtttc 


aattgaattg 


ctttgacttc 


cagttctttc 


tacttaataa 


tgcttgagct 


113820 




tggagcagga 


ttaaacttct 


ctgctcagta 


cccactacat 


gggaaaagta 


atttttaaat 


113880 


60 


ttatagtgga 


aatgaatatg 


taatctaatc 


tatggtaatt 


gcctttatag 


ccatcccttc 


113940 


tggatcatca 


ttgacctgta 


aaagtgaggc 


atctgtagtt 


ttaaaggttt 


acatagcttt 


114000 




cacatgcaac 


ctttccgtgg 


tttggtggat 


gcatctggaa 


ttcatacaaa 


atgtaatgtt 


114060 



wo 2005/071104 



PCT/AU2005/000078 



62 





acgttttatt 


taactaaaac 


atccttgata 


ttttggtctt 


ctgtgagaac 


actgatgtag 


114120 




ccctcatgga 


aggaaggcct 


ctgttcatgg 


cctgcaccat 


gtggttgacc 


gctctgcctg 


114180 


5 


ggaccctggc 


cccctgtgct 


gcttggacca 


gcagatccct 


ttgttccata 


tgcccccacg 


114240 




aagcgcagtt 


ttcttcttct 


taaactctaa 


agcatgtttt 


ataattggca 


gtgatttccg 


114300 


10 


ctgtgccaaa 


tccatacgtc 


ttttcattat 


ggaaattaat 


cctcttactg 


tcaaagtttt 


114360 


gtttgtttct 


aatttagctt 


agtaccaagt 


ttcttaacat 


ttgctttttt 


cctctaaagg 


114420 




tttttacttt 


atgtagacat 


agttaagaga 


gtttattttt 


tcaatctatt 


gactaaattg 


114480 


15 


gttttaggga 


gtaaacatat 


ttactacata 


gatgtaggtt 


tatgatcaca 


gaaatacagt 


114540 




gatttctaaa 


cacatttctt 


attttttctt 


tttacgtatt 


aaaaaaacct 


atgatcaggg 


114600 


20 


gcttgggatg 


tcaaagatga 


gaatgagaaa 


tttggatagt 


gtaatcatct 


gtcttacctc 


114660 


agtgggttgg 


tagttgcaga 


tacaaatctg 


atttaagaaa 


ttagtcttct 


ataaatcctg 


114720 




gtaaattgtt 


atccgtacat 


gagtgaccta 


cagatacctt 


ctctgtggag 


gcgtaagaga 


114780 


25 


agttaagccc 


acgtaaagac 


gtggcaagtg 


tgaaaatcaa 


tacatatttt 


gtcccagagt 


114840 




tagttataag 


aatgcagaaa 


ggtcatcatt 


atcttactca 


tatttagata 


agtaatatac 


114900 


30 


caatgagaaa 


tgttttaaga 


aatgtatgat 


tctaggtttt 


tgttgccttt 


ctcgtatttt 


114960 


attttgccac 


agtatcgttt 


caatatacat 


gactttcgtt 


catggttctt 


taagtatt^a 


115020 




aacattcata 


attggaaata 


ttgtatgagt 


cattttgtca 


tccattacag 


gtattcatca 


115080 


35 


aagtaataga 


cacaaatgac 


catcgtcctc 


agttttctac 


atcaaagtat 


gaagttgtta 


115140 




ttcctgaaga 


tacagcgcca 


gaaacagaaa 


ttttgcaaat 


cagtgctgtg 


gatcaggatg 


115200 


40 


agaaaaacaa 


actaatctac 


actctgcaga 


gcagtagaga 


tccactgagt 


ctcaagaaat 


115260 


ttcgtcttga 


tcctgcaacc 


ggctctctct 


atacttctga 


gaaactggat 


catgaagctg 


115320 




ttcaccagca 


caccctcacg 


gtcatggtag 


gcgctctacc 


cgctctcctc 


ccaccatttg 


115380 


45 


gtcctgaggc 


ctttgtgtgt 


tcgagcgtga 


tttttaatta 


gttataagga 


aagcaccaat 


115440 




gggattgata 


atgtgtcaat 


tctttttagg 


tacgagatca 


agatgtgcct 


gtaaaacgca 


115500 


50 


actttgcaag 


gattgtggtc 


aatgtcagcg 


acacgaatga 


ccacgccccg 


tggttcaccg 


115560 


cttcctccta 


caaagggcgg 


gtttatgaat 


cggcagccgt 


tggctcagtt 


gtgttgcagg' 


115620 




tgacggctct 


ggacaaggac 


aaagggaaaa 


atgctgaagt 


gctgtactcg 


atcgagtcag 


115680 


55 


gtacttttgg 


agccttcagt 


ggcattttaa 


atttgcagtt 


gttaaaagtc 


tg'tttctact 


115740 




tttccaaaaf 


cagttctggg 


tattgaagca 


tttctatgta 


tctgcaaaaa 


tggcttaaat 


115800 


60 


tgatctctag 


atacaatttt 


acatgttagg 


agaaaggaat 


tttttttttt 


ttaactttta 


115860 


gcccatcaga 


gagtttgggg 


gaagttctgg 


gggattcaca 


atattagccc 


agttcaaggc 


115920 




tctgagaagc 


cacgtagtag 


aggaaacttt 


atttgaccaa 


ttcagtattt 


ctgaaattat 


115980 
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tttaaccaca 


gtttcttctg 


taacattggt 


taaattaaac 


acacttagga 


agctgcttgc 


116040 




ctagtaattt 


aacgtttcac 


ttttttgtca 


gagagtattt 


tctcttgagc 


agagcaggaa 


116100 


5 


gctccataac 


agtgttgact 


catctcattg 


taattggctg 


aaacctcaga 


aagaggtgtc 


116160 




gtgcccctcc 


caccccttcc 


acatttacct 


ggatttttgc 


cactcgcctt 


taacaggtgg 


116220 


10 


atttccctca 


tggaattggg 


ttgaggacta 


gaccccagag 


ctggggcctg 


ctggggtggg 


116280 


gcttgaggca 


gcaagggcag 


caaaaaaaac 


agctggagct 


gcggtcctgg 


acggttccgg 


116340 




gacccagagg 


ccaagagatc 


cagagtcggg 


ataacaaggg 


ggaccaccag 


gaagcagtcc 


116400 


15 


tggcatagca 


ggatgttttt 


ggtctgtttt 


ccactgccat 


tccctcattc 


attcattcat 


116460 




tctgtgggct 


gatgaagctc 


gttttatgtg 


tcaggtgcca 


tgttggtcac 


tcattcattc 


116520 


20 


attctgtcgg 


ctgatgaagc 


tcgctttatg 


tgccaggtgc 


catgttggtc 


cctcattcat 


116580 


tcattcattc 


attcattctg 


tgggctggtg 


aagctcactt 


tatgtgccag 


gtgccatgtt 


116640 




ggtccctcat 


tcattcattc 


attcattcat 


tctgtgggct 


ggtgaagctc 


actttatgtg 


116700 


25 


ccaggtgcca 


tgttggtccc 


tcattcattc 


attcattcat 


tcattcattc 


tgtgggctgg 


116760 




tgaagctcac 


tttatgtgtc 


aggtgccatg 


ttggtccctc 


attcattcat 


tcattcattc 


116820 


30 


attctgtggg 


ctgatgaagc 


tcgctttatg 


tgccaggtgc 


catgttggtc 


cctcattcat 


116880 


tcattcattc 


attcattctg 


tgggctggtg 


aagctcactt tatgtgccag 


gtgccatgtt 


116940 




ggtccctcat 


tcattcattc 


attcattcat 


tctgtgggct 


ggtgaagctc 


actttatgtg 


117000 


35 


ccaggtgcca 


tgttggtccc 


tcattcattc 


attcattcat 


tcattctgtg 


ggctggtgaa 


117060 




gctcacttta 


tgtgtcaggt 


gccatgttgg 


tccctcattc 


attcattcat 


tcattctgtg 


117120 


40 


ggctgatgaa 


gctcacttta 


tgtgcgaggt 


gccatgttgg 


tccctcattc 


attcattcat 


117180 


tcattctgtg 


ggctggtgaa 


gctcacttta 


tgtgccaggt 


gccatgttgg 


tccctcattc 


117240 




attcattcat 


gcattcattc 


tgtgggctgg 


tgaagctcac 


tttatgtgcc 


aggtgccatg 


117300 


45 


ttggtccctc 


attcattcat 


tcattcattc 


tgtaggctga 


tgaagctcag 


tttatgtgcg 


117360 




aggtgccatg 


ttggtccctc 


attcattcat 


tcattcattc 


tgtaggctga 


tgaagctcgc 


117420 


50 


tttatgtgcc 


aggtgccatg 


ttggtccctc 


attcattcat 


tcattcattc 


tgtaggctga 


117480 


tgaagctcac 


tttatgtgcc 


aggtgccatg 


ttggtccctc 


attcattcat 


tcattcattc 


117540 




tgtaggctga 


tgaagctcac 


tttatgtgcc 


aggtgccatg 


ttggtccctc 


attcattcat 


117600 


55 


tcattcattc 


tgtaggctga 


tgaagctcag 


tttatgtgcg 


aggtgccatg 


ttggtccctc 


117660 




attcattcat 


tcattcattc 


tgtaggctga 


tgaagctcgc 


tttatgtgcc 


aggtgccatg 


117720 


60 


ttggtccctc 


attcattcat 


tcattcattc 


tgtaggctga 


tgaagctcgc 


tttatgtgcc 


117780 


c^ggtgccatg 


ttggtccctc 


attcattcat 


tcattcattc 


tgtaggctga 


tgaagctcac 


117840 




tttatgtgcc 


aggtgccatg 


ttggtccctc 


attcattcat 


tcattctgtg 


ggctggtgaa 


117900 
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gctcacttta 


tgtgccaggt 


gccatgttgg 


gagtgttcct 


cctgggcatg 


gtacgtaggc 


117960 




gttgccattg 


ggtccacaat 


gcgtgtcttg 


taaaagttcc 


accccgatag 


aaacagggct 


118020 


5 


ctgctttaga 


gcatacagtc 


tgtacaatca 


gaagtcacgt 


tgctttagga 


tgttcctgct 


118080 




catgccagat 


cctctgaaag 


tgatgaaatg 


ttgggaagac 


agtttacagt 


tttctgtttt 


118140 


10 


cttcagtgcG 


attgttagta 


caaggaatat 


agtccctttc 


agtcttcttc 


ataatgagtt 


118200 


tagagaatta 


aaatattcca 


tttaacttgt 


tttctttttt 


aagtctgtag 


ctctacatat 


118260 




ttagaaattg 


tctctcctag 


gcattagaat 


tggtacaggt 


atagattaat 


tatagatcat 


118320 


15 


gtaataaaaa 


tttgaggaaa 


tggagagtaa 


ttttaaaaaa 


cttactgatg 


tgttctaggt 


118380 




ggttaaacta 


tgtttattta 


acatatttga 


aatttcattt 


gtttccctta 


aaacaaccaa 


118440 


20 


atcgagttca 


ttagtcacaa 


ataagatctc 


atacactgcc 


tgtgattgca 


gtgttaaaat 


118500 


gtagtgtagt 


tagtgccttg 


agtaaagatg 


aagttttttt 


ccactggttg 


agaaatttgc 


118560 




agttagaaaa 


acagtgcatt 


ccatttgtgc 


atgcctgcgt 


acttcaataa 


agtaattctg 


118620 


25 


tcatagacaa 


actgactggg 


tttatgtagg 


agaaaatgtt 


aaacttcccc 


ttagctttca 


118680 




cataattgtc 


aacaactggg 


tggttaaaat 


atgattgttg 


gtgtctgagt 


agaagcatgt 


118740 


30 


gcattctttg 


aatgcttcta 


atgactgaca 


ggattaggaa 


tctggtattc 


agagaatgga 


118800 


actccctcct 


ccatgaatag 


ataataccaa 


tggcctattc 


tggcatagaa 


ttaggacttt 


118860 




taagatgcta 


tttttatagt 


tttggtaata 


taaaaattat 


gctcagcagt 


tactttgtag 


118920 


35 


gagaccacta 


ccattaaaat 


gcagtagaat 


tttgtggaag 


gggtgtgtgc 


atgtgttgga 


118980 




gatggaggtg 


gacatctgtt 


ggaatagtac 


gaactataaa 


atgttcatac 


aaatgccttt 


119040 


40 


catttaagtt 


tattcataat 


tatctgcttc 


taatttgtgt 


cagattacat 


ttaaagttca 


119100 


aaaagactag 


ttacaaattc 


agtacgtaac 


actgcatgtt 


taattagcag 


caattaattg 


119160 




agtaaaaggt 


ttggtctgat 


taggagtatt 


cagggaaaaa 


ggagttaatt 


aagagatatt 


119220 


45 


ttcagtaacc 


attgagttat 


atgctggaga 


catgtcagtg 


ccatactctg 


gtctgtgtgt 


119280 




tttcttctta 


catcttttta 


aaaaagtaga 


ttattagagc 


actacttcta 


aaccatttta 


119340 


50 


atacctggaa 


atagaagata 


ctccataaat 


aaatatactt 


attgattaga 


attggttttc 


119400 


ctccccaaac 


ttaagtaatt 


gccttgagag 


tcaacggagg 


gtgccactct 


gccagtcagt 


119460 




ggggccccag 


ctgaacatcc 


agtgtgtgtc 


tacaggggaa 


gaaacagact 


ccccttcaca 


119520 


55 


gttctgtgta 


atatacttaa 


tagcttaaga 


gtaaaaatta 


gcctgtttgt 


ctagataatt 


119580 




gccctgttcc 


catacaggga 


acaatttaaa 


gttgtttaaa 


aatcactcat 


attgtagcta 


119640 


60 


aagtcagtga 


ataagccccc 


agcctcgtac 


agaccttttc 


tgccacctta 


ggaagtcgtt 


119700 


caacagcacc 


agtgcatctc 


agtgtctgtg 


aatgaacctg 


ttgttaggcc 


aggcaggggc 


119760 




actttctacc 


actcagcagc 


cctcattgtt 


tcttcacata 


aacacgatgc 


tgctttccca 


119820 
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cctgcaaatc 


tgatgatttc 


tgccttaatc 


tatatggatg 


tgggattcat 


gtatcccatc 


119880 




acgagctggg 


ttcctgttta 


accttgttat 


cagtgacatg 


ctccaagctg 


tgttcaccag 


119940 


5 


agtcatgatg 


ccccagataa 


tagaggatgt 


ttctgaatct 


tgcatggccg 


ataaagagca 


120000 




aggttgtaat 


ccatgctgta 


aagaaaacac 


agggcgatga 


gacagaaaca 


gtaagaatag 


120060 


10 


cgggaggaga 


ctcttccagg 


agaggatgca 


tcagacactg 


gggctctgag 


atgagtgtgc 


120120 


tctcctgatt 


gaggacaaag 


agaatgccca 


cttggctgga 


gggcagggag 


caagttttgc 


120180 




agaaagcagt 


gtgttctagc 


agcaccagcc 


tcctccacag 


cagatagtct 


cttcgttcct 


120240 


15 


ccacatgagg 


ccttgcatat 


ttgaagcttc 


atcggcaaga 


taagattatc 


ctgtacaata 


120300 




agagagaagt 


ggatatagaa 


gaatgaatat 


aaaatatggt 


aggtcagctg 


gtgagtacag 


120360 


20 


acatagggaa 


gtctgagggg 


cagggatgaa 


gagagtcacc 


atggctgccc 


cagtctcctg 


120420 


tgtcaggcca 


ggcagtcagt 


cacaatttta 


gacagtgagg 


gtgatgtaca 


ggtgggatga 


120480 




gaaaaggatc 


ttggcgttct 


gacgacggcc 


aaaaatgcaa 


tcaggaagga 


cctgggatca 


120540 


25 


ctgactcata 


agtacagaca 


ggccggaaat 


tagtgtctca 


aaagcctggc 


agaggcagca 


120600 




ggacccagtt 


ctcggccagg 


gttcagctca 


gagcgtcagg 


gcctagagaa 


accctgggcc 


120660 


30 


tccaccctgt 


tgcagactga 


ggcactgcct 


tggggctcgg 


atgcagagcc 


agtaagactt 


120720 


aatgaaaagc 


aggctggatc 


tggtctctaa 


aaaatggccg 


tggatttttg 


gaaaatgtat 


120780 




gaaaggaagg 


aagtgaagac 


tgtagaggaa 


gtgtttcctg 


ttaatgatgt 


ggagaacaaa 


120840 


35 


gtgcttggtg 


aatccctggt 


gtgcagctca 


cactgagcag 


ttctggtctg 


tgaaatgcca 


120900 




cactcgtggc 


aaacctagag 


caagaatctg 


agaaagcagt 


taagtggcaa 


gtgagctttg 


120960 


40 


ttttgggtaa 


gtataatagt 


tcatttgggg 


aaaataaatt 


ctgtgctatg 


acagggatgg 


121020 


tgaattctgg 


gtgcttgttc 


atgaaacaga 


aaaaggatgg 


gctcgtggat 


ggattaaacc 


121080 




tgagaacctg 


caacgccacc 


ctgatttatc 


caaaagggct 


gtagagaact 


gcttgtttct 


121140 


45 


ttgaagattc 


agtcgatgat 


acaaaattat 


acaatattct 


ggagttgtgg 


ttgcagctaa 


121200 




agatacatac 


agtatagcct 


gaaaaggtcc 


aaagaaaagg 


aggtaaaaca 


ctctatcttt 


121260 


50 


gagcagcctc 


tcagcttcag 


cactgctgac 


atttggaacc 


agatattttt 


ggttgtgtag 


121320 


ggctgtcctg 


tgcgttgtag 


gatgcttagc 


aacacccctg 


gtctccaccc 


acgagacgcc 


121380 




aggagcaccc 


tcttccgaca 


agtagtgaca 


accaaaaatg 


tctgcaggca 


ttaccagatg 


121440 


55 


tctcctaggg 


agcagaattg 


cccccagggg 


aaaaccactg 


acctagagga 


taagttgacc 


121500 




tgaaaaagat 


aagaagggaa 


tgttgttgca 


atcttcaaaa 


cctgtaaagt 


ggggtgggtt 


121560 


60 


acacacattt 


atccatggac 


aattgtctct 


tgaagcttga 


tgtcaatttc 


ttactgaatc 


121620 


gaaatctttc 


gtaatgaata 


catatcttaa 


gaatttgtaa 


gtcataaccg 


ttgaaaatac 


121680 




aaatgtggtc 


cagaagtgtt 


ttgagggact 


cctggaaagt 


gactcactca 


actgctttgt 


121740 
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ggaaggatag ccttgtcttt ccaccacaca ttcccagtgc agccgagaga gggagttttg 121800 
gcttcgctaa gagcagagtg ctgtttcttc tgttttttgt ttttcatcat ttatggacaa 121860 
5 aattctgtaa agtatacctg gttttaggtg gataaaaata aaacaagttg aaggttccat 121920 
tcaaatattg acatcccctg agtttctgct taatttcaga atataatttt taaggatact 121980 
ttgtttctgt ttctctaact actactacta ctgccccttg tgtttttctg taacatgtat 12204 0 
tttttcctct ccttccagga aatattggaa attcttttat gattgatcct gtcttgggct 122100 
ctattaaaac tgccaaagaa ttagatcgaa gtaaccaagc ggagtatgat ttaatggtaa 122160 
15 aagctacaga taagggcagt ccaccaatga gtgaaataac ttctgtgcgt atctttgtca 122220 
caattgctga caacgcctct ccgaagttta catcaaaaga atattctgtt gaacttagtg 122280 
aaactgtcag cattgggagt ttcgttggga tggttacagc ccatagtcaa tcatcagtgg 122340 

20 

tgtatgaaat aaaagatgga aatacaggtg atgcttttga tattaatcca cattctggaa 122400 
ctatcatcac tcagaaagcc ctggactttg aaactttgcc catttacaca ttgataatac 122460 
25 aaggaactaa catggctggt ttgtccacta atacaacggt tctagttcac ttgcaggatg 122520 
agaatgacaa cgcgccagtt tttatgcagg cagaatatac aggactcatt agtgaatcag 122580 
cctcaattaa cagcgtggtc ctaacagaca ggaatgtccc actggtgatt cgagcagctg 122640 

30 

atgctgataa agactcaaat gctttgcttg tatatcacat tgttgaacca tctgtacaca 122700 
catattttgc tattgattct agcactggtg ctattcatac agtactaagt ctggactatg 1227 60 
35 aagaaacaag tatttttcac tttaccgtcc aagtgcatga catgggaacc ccacgtttat 122820 
ttgctgagta tgcagcgaat gtaacagtac atgtaattga cattaatgac tgcccccctg 122880 
tgtttgccaa gccattatat gaagcatctc ttttgttacc aacatacaaa ggagtaaaag 122940 

40 

tcatcacagt aaatgctaca gatgctgatt caagtgcatt ctcacagttg atttactcca 123000 
tcaccgaagg caacatcggg gagaagtttt ctatggacta caagactggt gctctcactg 123060 
45 tccaaaacac aactcagtta agaagccgct acgagctaac cgttagagct tccgatggca 123120 
gatttgccgg ccttacctct gtcaaaatta atgtgaaaga aagcaaagaa agtcacctaa 123180 
agtttaccca ggatgtctac tctgcggtag tgaaagagaa ttccaccgag gccgaaacat 123240 

50 

tagctgtcat tactgctatt gggaatccaa tcaatgagcc tttgttttat cacatcctca 123300 
acccagatcg cagatttaaa ataagccgca cttcaggagt tctgtcaacc actggcacgc 1233 60 
55 ccttcgatcg tgagcagcag gaggcgtttg atgtggttgt agaagtgaca gaggaacata 123420 
agccttctgc agtggcccac gttgtcgtga aggtcattgt agaagaccaa aatgataatg 123480 
cgccggtgtt tgtcaacctt ccctactacg ccgttgttaa agtggacact gaggtgggcc 123540 

60 

atgtcattcg ctatgtcact gctgtagaca gagacagtgg cagaaacggg gaagtgcatt 123600 
actacctcaa ggaacatcat gaacactttc aaattggacc cttgggtgaa atttcactga 123660 
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aaaagcaatt 


tgagcttgac 


accttaaata 


aagaatatct 


tgttacagtg 


gttgcaaaag 


123720 




atggagggaa 


cccggccttt 


tcagcggaag 


ttatcgttcc 


gatcactgtc 


atgaataaag 


123780 


5 


ccatgcctgt 


gtttgaaaaa 


cctttctaca 


gtgcagagat 


tgcagagagc 


atccaggtgc 


123840 




acagccctgt 


ggtccacgtg 


caggctaaca 


gcccggaagg 


cctgaaagtg 


ttctacagca 


123900 


10 


tcacagacgg 


agaccctttc 


agccagttca 


ctattaactt 


caatactgga 


gttatcaatg 


123960 


tcatagctcc 


tctggacttt 


gaggcccacc 


cggcatataa 


gctgagcata 


cgcgcaactg 


124020 




actccttgac 


gggcgctcat 


gctgaagtat 


ttgtggacat 


catagtagac 


gacatcaatg 


124080 


15 


ataaccctcc 


tgtgtttgct 


cagcagtctt 


atgcggtgac 


cctgtctgag 


gcatctgtaa 


124140 




ttggaacgtc 


tgttgttcaa 


gttagagcca 


ccgattctga 


ttcagaacca 


aatagaggaa 


124200 


20 


tctcatacca 


gatgtttggg 


aatcacagca 


agagtcatga 


tcattttcat 


gtagacagca 


124260 


gcactggcct 


catctcacta 


ctcagaaccc 


tggattacga 


gcagtcccgg 


cagcacacga 


124320 




tttttgtgag 


ggcagttgat 


ggtggtatgc 


ccacgctgag 


cagtgatgtg 


attgtcacgg 


124380 


25 


tggacgttac 


cgacctcaat 


gataatccac 


cactctttga 


acaacagatt 


tatgaagcca 


124440 




gaattagcga 


gcacgcccct 


catgggcatt 


tcgtgacctg 


tgtaaaagcc 


tatgatgcag 


124500 


30 


acagttcaga 


catagacaag 


ttgcagtatt 


ccattctgtc 


tggcaatgat 


cataaacatt 


124560 


ttgtcattga 


cagtgcaaca 


gggattatca 


ccctctcaaa 


cctgcaccgg 


cacgccctga 


124620 




agccatttta 


cagtcttaac 


ctgtcagtgt 


ctgatggagt 


ttttagaagt 


tccacccagg 


124680 


35 


ttcatgtaac 


tgtaattgga 


ggcaatttgc 


acagtcctgc 


tttccttcag 


aacgaatatg 


124740 




aagtggaact 


agctgaaaac 


gctcccctac 


ataccctggt 


gatggaggtg 


aaaactacgg 


124800 


40 


atggggattc 


tggtatttat 


ggtcacgtta 


cttaccatat 


tgtaaatgac 


tttgccaaag 


124860 


acagatttta 


cataaatgag 


agaggacaga 


tatttacttt 


ggaaaaactt 


gatcgagaaa 


124920 




ccccggcgga 


gaaagtgatc 


tcagtccgtt 


taatggctaa 


ggatgctgga 


ggaaaagttg 


124980 


45 


ctttctgcac 


cgtgaatgtc 


atccttacag 


atgacaatga 


caatgcacca 


caatttcgag 


125040 




caaccaaata 


cgaagtgaat 


atcgggtcca 


gtgctgctaa 


agggacttca 


gtcgttaaag 


125100 


50 


ttcttgcaag 


tgatgccgat 


gagggctcca 


atgccgacat 


cacctatgcc 


attgaagcag 


125160 


actctgaaag 


tgtaaaagag 


aatttggaaa 


ttaacaaact 


gtccggcgta 


atcactacaa 


125220 




aggagagcct 


cattggcttg 


gaaaatgaat 


tcttcacttt 


ctttgttaga 


gctgtggata 


125280 


55 


atgggtctcc 


atcaaaagaa 


tctgttgttc 


ttgtctatgt 


taaaatcctt 


ccaccggaaa 


125340 




tgcagcttcc 


aaaattttca 


gaacctttct 


atacctttac 


agtgtcagag 


gacgtgccta 


125400 


60 


ttggaacaga 


gatagatctc 


atccgagcag 


aacatagtgg 


gactgttctt 


tacagcctgg 


125460 


tcaaagggaa 


tactccagaa 


agcaataggg 


atgagtcctt 


tgtgattgac 


agacagagcg 


125520 




ggagactgaa 


gttggagaag 


agtcttgatc 


atgagacaac 


taagtggtat 


cagttttcca 


125580 
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tactggccag gtgcactcaa gatgaccatg agatggtggc ttctgtagat gttagtatcc 125640 

aagtgaaaga tgcaaatgac aacagcccgg tctttgaatc tagtccatat gaggcattca 125700 

5 ttgttgaaaa cctgccaggg ggaagtagag taattcagat cagggcatct gatgctgact 1257 60 

caggaaccaa cggccaagtt atgtatagcc tggatcagtc acaaagtgtg gaagtcattg 125820 

aatcctttgc cattaacatg gaaacaggct ggattacaac tttaaaggaa cttgaccatg 125880 

aaaagagaga ca&ttaccag attaaagtgg ttgcatcaga tcatggtgaa aagatccagc 125940 

tatcctccac agccattgtg gatgttaccg tcaccgatgt caacgatagt ccaccacgat 126000 

15 tcacggccga gatctataaa gggactgtga gtgaggatga cccccaaggt ggggtgattg 12 6060 

ccatcttaag taccacggat gctgattctg aagagatcaa cagacaagtt acatatttca 126120 

taacaggtaa aaaaaattca taccaaacgg tttaattaat ttaaaatgat ttttagaagc 12 6180 

20 

ataaagtata agatctgtat tgtatggaaa ttggggattt aagggatgat tttagttaaa 126240 

aatatctaaa ataatacgta gaaataacat ctgttgagcc tcatttcaag cttgttacct 126300 

25 gagcaaagct accagttgtt tcattagact gtttttgatt tttgtgactc attcttttga 126360 

accttatact tagtgtataa taaatataat taaaaacatc tatagtttta atgcaggcta 126420 

aatgattagt agtcttaatg ctatgtttat gcattttaat gctgcccttg tttttgtaaa 126480 

30 

ttggaaggct aatatatgcc aaattaattc ttttaatact caattctttt aaactataac 126540 

attatacatc ttttgtacag tttatttttt ctgttactta tttttatcct ttcaacaaat 126600 

35 ttgattatta tcttcctcca ttgatttaat aggaggggat cctttaggac agtttgccgt 12 6660 

tgaaactata cagaatgaat ggaaggtata tgtgaagaaa cctctagaca gggaaaaaag 12 6720 

ggacaattac cttcttacta tcacggcaac tgatggcacc ttctcatcaa aagcgatagt 12 6780 

40 

tgaagtgaaa gttctggatg caaatgacaa cagtccagtt tgtgaaaagg taagcagctc 126840 

ttcccttaca tttgtgtgtt atgaatttca atttcttaat tctttcaatg ggaccatcat 12 6900 

45 ttggcgctgt ggtgtaattc acatgtgttt tatgatcact tactgattaa gcagaggtgt 126960 

taaatggggt aagacttgga aaagcttcag aactatttgc gggaatgctc aataaatcaa 127020 

aagcctcatt ctagaaaact aaattacgga caggactcca gttgcatcca acactgaaaa 127080 

50 

tgctctgtaa ccttttcatg aggggattct cttaatatgg ggatacagct gttttggggg 127140 

aaggatctga cgggaaacaa agtgccgacg tgccgtgaga cactgttttg ggggcatctg 127200 

55 ctcttctgca cgctggagaa gctcagaggt ggacagcgtg cttcctgcat ctgcgcggct 127260 

caccattcag tgggaactaa aagtagacgt aggaagggct gctccctcca aggttagatg 127320 

agggcatgtg gctcgagcag gggtggtccc tggggccaga gggtgagaag ggctgcccag 127380 

60 

agaaagggct ggctcagctt cggggggcag taagtgggtc gtcaggagtg ggtggggagg 127440 

ggccatggag tgtgaggagg gattgtggga gtagccactg agtttgccag aagtggggag 127500 
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tctgcactga 


gagtcttgga 


aaagggtgaa 


ctggattaca 


gtgggcagtg 


gcggtcgttc 


127560 




caagggattt 


gaactcgatc 


ctagagaaaa 


tagggacttt 


ggagcctttt 


atatcggtaa 


127620 


" 5 


ggtagagatg 


acatgagacg 


agttcttaag 


cttagtttgg 


aagcatcgtg 


cccattattt 


127680 




agacagggag 


gagtggatgc 


aagggggccc 


tggaaaggca 


gaggtgggga 


aggagtgaaa 


127740 


10 


ggaccaaagc 


caccaccgag 


gaagaccatc 


tggtgtgaca 


gccagccagc 


atgccatcga 


127800 


gcccgacttt 


ctacatgagt 


agggggagcg 


accaaggccg 


tggcaaagag 


gagtctgagc 


127860 




cgggggctgg 


ttttagagga 


gttccgtgtt 


gagttccaat 


tccagtttgc 


taaagtaatg 


127920 


15 


agacatacag 


ttgaccatgt 


tttttagaca 


ttgagagatg 


gcgagatgtt 


ggatgggtat 


127980 




tagggaaagg 


tgtggaaact 


tggcgttgtc 


tctggatagc 


tgaaaattga 


cttcatttga 


128040 


20 


gaggatacta 


acaaaaggga 


aaaagaagag 


agagctattt 


ccaaagggag 


aagggagctg 


128100 


agctggaagg 


aagaggagga 


caccagtgca 


gtgccaacct 


gggttgggga 


gaagaggact 


128160 




ttggggaggc 


agggtggcga 


gtggagctgg 


gatgtttggg 


atgcgaaaca 


gaccatttgg 


128220 


25 


gtcccgtgat 


gctgtgtagg 


tggcggtctt 


ggtagcagga 


cgtggatgga 


tgcctgatgg 


128280 




cagatcagag 


agtgaagtga 


tgaagaaata 


gacctgccca 


gggaagaagg 


ctgagagtga 


128340 


30 


cagggaggag 


gaatgtgctg 


ggccaggaga 


aggctgggta 


gagaggaatg 


tgattgtgaa 


128400 


gaggatggag 


gagttggaac 


ccaccacagg 


ttctgtgagt 


ctgagatgct 


tgtggctgtg 


128460 




gaaagtgata 


gggctgttct 


cagggaaaga 


cttaagatgg 


aagaaccctt 


atattcagtc 


128520 


35 


atgaggggaa 


ggggaacttc 


tgagggatga 


ggagttaatt 


ccagttctta 


tttgtacttt 


128580 




atattttcag 


aaggggtgcg 


acattctctc 


tctcttacag 


caactgtctt 


tggttgtttt 


128640 


40 


ttagcccttt 


gatattattt 


cagtacaata 


ctctatcatc 


ttcaggaata 


agactgggac 


128700 


actagatcct 


ttaaattcat 


cctattatga 


aatacccttt 


ttcctgagtc 


ctttttcatg 


128760 




gagtactttt 


ccgtgagtac 


ttcactggta 


gttgagttca 


gattaagaaa 


atcaacagaa 


128820 


45 


tcttaatctt 


tttgtcttag 


gttttaattt 


atggcatgga 


tttctaaata 


attggaactg 


128880 




gaaacaagtg 


ttcaccgtgt 


ttgagcatga 


gggcagatgt 


gaggagagag 


ggcaccagga 


128940 


50 


tcacgcaggg 


cagtagaagg 


gcctcagcct 


tcatcagagt 


cccttctgtg 


gccttcgaga 


129000 


atcttcgttt 


tctcccataa 


catgaaactt 


gcttctctct 


caactgcagt 


tatttatgtt 


129060 




aggaacattt 


gcaaaaaata 


aattcctgta 


tttggaaatg 


agcagatatg 


atacgacaga 


129120 


55 


tatttattct 


ctgcagtttt 


taggtaaata 


cggagcacta 


cttacatttt 


tgattagtac 


129180 




ttacgttttc 


tcataaggat 


ttgaatatga 


aatcagctta 


ataacatata 


atagcatttt 


129240 


60 


gtaggttaaa 


tgtcaggcca 


ggctctttca 


gggatgtgga 


gctggtggct 


gctccacggc 


129300 


tcctccttgt 


ttcacatgtg 


ttttatgttt 


tatgagaaaa 


atcgttttca 


aagctcttgg 


129360 




gattttatct 


ttagtcattt 


cccatgtttt 


ctgtggtcaa 


agatgaatga 


tttcttttcc 


129420 
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attattccct tgatgtttgt gctgcctgtt aatgctttta tgtaacgttt ttgtttaaac 129480 
tctttgcaga ctttatattc agacactatt cctgaagacg tccttcctgg aaaattgatc 129540 
5 atgcagatct ctgctacaga cgcagacatc cgctctaacg ctgaaattac ttacacgtta 12 9600 
ttgggttcag gtgcagaaaa attcaaacta aatccagaca caggtaatga tggagtttgg 129660 
gacaaaataa attgtatatt ccaacagtat catatatgtg ggtgatttta gatcacacac 129720 

10 

aaaatttgaa attacatttt gcccttttca aatgtattct gatgctccga agttgacatc 129780 
tcttagaaat cttaccagca atttagtgcg taaaattcaa ggtgagattt tttaaaaaac 129840 
15 agcaagaata tcacctaatt gaaaaaagga tttaaaattt agaaggcgtt tataccactt 129900 
gtttaaaaaa aacaaccctc agaaattaaa atataactca agctttctgc tttttatcca 129960 
ttttatttaa atagcatatt ttcttgaatt ggtgaccata aatttataac ttagcataat 130020 

20 

ttagaatttt cataaacaaa atgatttatg ggattttatt tattttaaaa tagagttgtt 130080 
ttccttttgt attttggtaa aattgggatc aactaagttt cctgttaagc ctttttattt 130140 
25 tcttcctaaa gaactaattg tgaacatgtg aatctaattt ttgagtcaat ttaaacattt 130200 
tttaaatttt ggtaaatttg gtagctgttt cacctgtgca atcttataca caaggtgaga 130260 

ggccctggcc tcagacctgc aggacttaaa gagctagccc ctggcagggt tggagacctg 130320 

30 

gagctcactg cctcttgcag ctgttgaatc tgtcattgat aatactggtc tcaagaggaa 130380 
ggctgtgaat actcagacta agtaattgaa agacaaaagg ggaggaaata agatgtacaa 130440 
35 ctgcaagtca cgtcttaaat tacaagtgag tccatttgtt tttgtttgta ggtgaactga 130500 
aaacgtcaac cccccttgat cgtgaggagc aagctgttta tcatcttctc gtcagggcca 1305 60 
cagatggagg aggaagattc tgccaagcca gtattgtgct cacgctagaa gaygtgaacg 130620 

40 

ataaygcccc cgaattctct gccgatcctt atgccatcac cgtgtttgaa aacacagagc 130680 
cgggaacgct gctgacaaga gtgcaggcca cagatgccga cgcaggtatc tcccgggaat 130740 
45 gctcttgcct gacgctgctc actgagatcc taggagcctc tgtttcaaaa cacaccccag 130800 
attcagcctg tgccactcac tccacctcat gcatgttcca tagcccttcc ttgtggaagg 130860 
aaatctttag aataattaat taatttttaa tgaatattta aagttccaaa gttgtgccca 130920 

50 

gtgaacctac tgctgtgagg tctctaaaat tctggttact gaatattaac tgatcttcac 130980 
atcccattga attaatcagt gatgtgttat tttgtcaata aaccattgag gacagagaga 131040 
55 gcttttagcc tcattgcaac ataatggaag caaatgcttt atgataggtt tacaaacctt 131100 
tcaaaatttt tttagagaaa attggactat agaatgtata tttgtagcat ttgatagcag 131160 
agaataactt cttcagtcat accacaggtt gagtattcct tatttattat agttggaact 131220 

60 

agaagtattt ttggattttt ggatattttt cagattttgg aatatttgca ttatgtactt 131280 
atcagttgag tatcccaact ccaaaaatct gaaatccgaa atgctccaat gagcattttt 131340 
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ttttaaagca 


tcggttctgc 


actcataaag 


ttaatagatt 


ttggagcatt 


tcaaatttca 


131400 




gattttcagt 


ttagggatac 


tcatgctgtg 


attctgagaa 


gtttcagaag 


aatagcaaaa 


131460 


5 


gtgttgcttt 


tcagatcttt 


gtcaccaaag 


ctcaatgata 


aacagatgtg 


atttgtaaag 


131520 




gtttgttagg 


tactgtatta 


ttggctccta 


tacgaaatag 


tctaagaagc 


cagattccca 


131580 


10 


tgaaattata 


tttacatttg 


ttttaacaga 


gtaagttgtt 


taccttttaa 


aggtcatagt 


131640 


catacaaatt 


tgcgaataat 


gtatattagc 


gtttaccctt 


ctaaaaaaat 


tttgtttggt 


131700 




ttttaaaaaa 


aaaaaaaaaa 


gcgttggccg 


ggtgcggtgg 


ctcacgcctg 


ggatcctggc 


131760 


15 


actttgggag 


gccgaggcgg 


gtggatcacg 


aggtcaggag 


ttcaagacca 


gcctggccaa 


131820 




catggagaaa 


ccccgtctct 


aataaaaata 


caaaaattac 


agtgtgtctg 


taaccccagc 


131880 


20 


cactcgggag 


gctgaggcag 


gagaattgct 


tgaacctggg 


ggacagaggt 


tgcagtgagc 


131940 


caagatcacg 


ccactgcact 


ccagcctggg 


cgacagaggg 


agactccatc 


tcaaaaaaaa 


132000 




aaaaaagtgt 


taaacttttt 


tatttaaaat 


cttttgacat 


gtttttatgt 


cttcatagga 


132060 


25 


.ttaaatcgga 


agattttata 


ctcactgatt 


gactctgctg 


atgggcagtt 


ctccattaac 


132120 




gaattatctg 


gaattattca 


gttagaaaaa 


cctttggaca 


gagaactcca 


ggcagtatac 


132180 


30 


accctctctt 


tgaaagctgt 


ggatcaaggc 


ttgccaagga 


ggctgactgc 


cactggcact 


132240 


gtgattgtat 


cagttcttga 


cataaatgac 


aacccccctg 


tgtttgagta 


ccgtgaatat 


132300 




ggtgccaccg 


tgtctgagga 


cattcttgtt 


ggaactgaag 


ttcttcaagt 


gtatgcagca 


132360 


35 


agtcgggata 


t.tgaagcaaa 


tgcagaaatc 


acctactcaa 


taataagtgg 


aaatgaacat 


132420 




gggaaattca 


gcatagattc 


taaaacaggt 


aacctaccat 


gtatctgaga 


ggaaaccctt 


132480 


40 


cattccacca 


agaaaactag 


atttgcttaa 


ccacgttgcc 


ttgtattaag 


tgaccctgtg 


132540 


ttgtcagtag 


atgttctaaa 


aaaggcaaat 


caagttttct 


tttagttatt 


tacagtggga 


132600 




ttgaatgttg 


tttggaaggc 


ttcagattat 


agttctactt 


aatacatttt 


gggcatgttc 


132660 


45 


attataaaat 


acaagcaaat 


taacttaaaa 


tagaaaatca 


aagcagcatg 


ttctattagt 


132720 




ttagttgaga 


tgtaaggtat 


agcaagttag 


taaagataag 


aataggggat 


agtagaggtc 


132780 


50 


cttatgtaat 


cagactcatg 


gatggtaact 


tcccaagtga 


aatagtaatt 


ccagtctttt 


132840 


ttattttagt 


ttctgtagtg 


ggcttctgat 


aatatattaa 


gttgacttcg 


ttatcatgct 


132900 




agttgtctat 


aacagttgga 


gtactttgaa 


tcacagttag 


ggaaagaccg 


ccaacaagct 


132960 


55 


caaaaggcat 


aggaactgct 


gactcctgct 


gcgtgaatgc 


ttcatcatct 


tgctaacctg 


133020 




tggcctaaaa 


tagtcctaag 


tcttaaaaca 


gtgtagaaag 


ttgctccatt 


caaatttata 


133080 


60 


tttatataaa 


ttatataaat 


ttatatttat 


ataaattata 


taaatttata 


tttatataaa 


133140 


ttatataatt 


tatatttata 


taaattatat 


aatttatatt 


tatataaatt 


atataaatta 


133200 




tataatttat 


atttatataa 


tttatataaa 


tttatattta 


tataatttat 


atttataata 


133260 
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aaattatttt tagggctctt taggactaga atgatgtgaa agatgttaaa aggaattgtt 133320 
taaaaaggga tttttaaaaa tgagaggatg taaataaagg gttatctaga agttaaaagg 133380 
5 atataaatct ccattttaaa aatatgagaa ggaaaatatt ttaaaaagat gagacaaaaa 133440 
atgaaaccga aagacacaat agaattttta cgtttttatt ttgttgatta aattagagtg 133500 
aagtcgagtg agctatggta tggaagggat gatacaatca tcatgtttat aataagcagg 133560 

10 

gatgtaggtg gtgttgactg gaaaagcaat ttaaatatca tgaagaatat catgaaaatt 133620 
aagagaaata aagatccagg gatgggcaga ttcatagttt ttaattgttg aattaagaaa 133680 
15 ataggaaaca tacgtaaatg gtaagtaaac ttttgaagtg aaaactaaat gtactcaaaa 133740 
gcattcatct atttcagtca tagtgggaaa atgtggtggc attgcagaat gctggaagta 133800 
attttgattt ctattcaggg gccgtattta tcattgagaa tctggattat gagagctctc 133860 

20 

atgagtatta cctaacagta gaggccactg atggaggcac gccttcactg agcgacgttg 133920 
ccactgtgaa cgttaatgta acagatatca acgataatac ccctgtgttc agccaagaca 133980 
25 cctacacgac agtcatcagt gaagatgccg ttcttgagca gtctgtcatc acggtgtgta 134040 
ttttttcccc attacagtga aaactgtgta tcttctggat ctttgcaaaa gtttttagta 134100 
aaatcaatct agtttttgta gcggcctttg taaatatttt ggagatttga aagtgtcttt 134160 

30 

tgttaggcca actgattgct gactttgtta tgaataattg tgttaaaaca gctaagctaa 134220 
ccctgtctct actaaaaata caaaaaaaaa ttagccaggc gtggtggcgg gcgcctgtag 134280 
35 tcccagctac tcgggaggct gagacaggtg aatggtgtga acccaggagg cggagcttgc 134340 
agtgagccga gattgtgcca ctgcactcca gcctgagtga cagagcaagg ctccatctca 134400 
aaaaaaaaac aacaacaaaa agaaacagct aagctattaa tatcacaaat tttgtgtaat 1344 60 

40 

aggtttaggc ctcttcttag ctgtctccta aacaggagtg tggtgtgttc taggttatgg 134520 
ccgatgatgc cgatggacct tccaacagcc acatccacta ctcaattata gatggcaacc 134580 
45 aaggaagctc gttcacaatt gaccccgtca ggggagaagt caaagtgacc aaacttctcg 134640 
accgagaaac ggtaagtgaa aaaggttgat ttacgttgtt tacaaatcac cacatcaata 134700 
actagaaatg ccttgtgctc ttgtctgctg ggcgtggtgt gagcaggact gaccgcctca 134760 

50 

agaactgacg gcaacatgta aacactcgaa aagcaatgac actatgaaga tctcaatgtg 134820 
agaaatgtgt tccatgctag gataaagttt ggataataaa gctttgcatt caggaaggaa 134880 
55 ttactgttgg ttccagtgtt ctgagacact tcctaaagct agaagctggg ttttaaataa 134940 
tagcagaggt ttggaaaatc atagaggttg agagaaggga atttccagcg aggaattgca 135000 
tggacacagg catgcagata gaagccaaga aatatattta ggggacttta cccagttgta 135060 

60 

ttggagtaat cataagaaga aagcagagtg agataaaata ggaaggtatt ttacacacag 135120 
gttattggcc acatagaaaa ccaggaccag aggtttggac ctgatgcctc aggcactagg 135180 
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gtatgagcat ttgtgagctg aggaaggtca 

tcgtgaagtc aactcaacat ggatcgaaaa 

5 tggcctcctc cgatagtctc agctacatgg 

aggagttgaa gaccagcctg ggcaacatag 

aacaataaaa aataacaata caacaacaaa 

10 

accatttaca ttgcattgat actgtattag 

ttgggaggat gtgtataggt tatatgcaaa 

15 caccagtgga ttttggtgtc tatgaatacc 

tagaatccac aaagcttaga tatggctccg 

gattttttgg tcttgctttg actgggtagt 
20 . • • 

gtgtaaggga' tgggagaggc taatgaatgt 

atagcatatt caggcagaat tactcagcca 

25 ctggaaaacc ctaagtgtag atatggtact 

gagggattga gataaatatg aacaaataag 

ccacttatcc agtatccatc cacccattta 

30 

tatccatcca cccatgcatc tccccactca 
cac'ccaccga cctgtccacc cacccatcta 
35 tatctattca cttacccatc catccacccc 
ccacccacca cccatctatc cagttatcca 
tatccatcta cccatctatg tggttaccca 

40 

cacttaccca ttcattcacc catctataca 
tatctatcca gttacccatc cacccatcta 
45 catctgtgca gacttatgtc caggaaggga 
gcctgtgaag gagaaccaaa agaagccttc 
attaagaatg aaatttcaga agaataatgg 

50 

agatagtgat gagatacctc attaaattct 
gaagggactt tctaaggatt tgggaagcat 
55 taaatttagt atctttgact aaagaaccca 
gataccaaag gagctagcct gtggtatttc 
cattggagcg tcttgcagga ctaacgttct 

60 

tctggcttct cccacaactc attctagaag 
agaagctatc tcacttgact ttctttcttt 
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gttgctcccc 


tctatctgca 


gattctgcat 


135240 


gtattagaaa 


agaaaaaatg 


tcgggtgtgg 


135300 


gaggcatagg 


tgggagaatt 


cactgagccc 


135360 


tgagaccctg 


cctccagaaa 


aagaaagaaa 


135420 


aaaaatacaa 


ccccgacccg 


cagtataaca 


135480 


gtactataat 


ctagagatga 


cttaaagtgt 


135540 


tactacacca 


ttttatatca 


aggacttgag 


135600 


aaatgaagaa 


actatttgca 


aaggaaaaat 


135660 


tgtagaaagc 


attggtgtca 


gaggcagcct 


135720 


accattaaag 


aaaagttatg 


aggtataaac 


135780 


ggttttcaat 


atgctggttt 


ttaaagggaa 


135840 


gtatttggag 


attttagtca 


gatttagaga 


135900 


tgccgttgga 


gatgttgata 


gaagtgacat 


135960 


gagaggcagc 


aaggctgaac 


atccacccac 


136020 


tccagtcatc 


catccattca 


tccatccagt 


136080 


cctacccacc 


cattcaccta 


cccatccatc 


136140 


tctagttatc 


tattcactca 


cccatctaca 


136200 


acccatccat 


ctatccagtc 


atgtgtccat 


136260 


tccatccacc 


tacccacctg 


tccatctagt 


136320 


tttgctcacc 


cacccaccca 


cccatgtatc 


136380 


gttattcatt 


cacccattta 


tccatccacc 


13(5440 


tgcatccatc 


cattcatcca 


tccattcact 


136500 


agctgagcag 


gaactacctc 


agagaggtag 


136560 


gatttgggaa 


tgagaaggac 


actggtgatg 


136620 


gtgtatctaa 


gattaaagga 


atttgggggg 


136680 


ttaatttctc 


ctttgatgtg 


tgaatgttga 


136740 


gcttaggatt 


gcccccactg 


tggggcagaa 


136800 


gatcctttaa 


tacacttctg 


tccattgtga 


136860 


ccaagctaat 


gcgccagcag 


aattcttttt 


136920 


gtagaacata 


ctctgggatc 


tagccagctt 


136980 


acagagcttt 


atagggaact 


gccctgaaaa 


137040 


tgtgggaggt 


cctgacaagc 


taatcctgag 


137100 
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ggatttagac 


agctgagtat 


aatccgagtg 


tgaaattgag 


ggggagggtg 


atctggagtg 


137160 




tcctgaggca 


ttggaaatga 


gtcagcgcta 


aggtgcggga 


ggcagctcat 


gtctgtctac 


137220 


5 


ttccactgag 


agcaaacttg 


gggccctaag 


gaaggctgct 


cccatcttac 


cgaagcaaca 


137280 




gcatttgaga 


tatgttaact 


tcttgtccta 


atcatttgta 


ttacttttat 


gtcttagttt 


137340 


10 


ctgttaatag 


aactgcaaga 


taaaagactt 


ttacaaaaca 


agtacatatt 


taagaggcat 


137400 


cagagaatct 


aatcattatt 


ggtaattctt 


gctgttggga 


aatgtgtatt 


acttgcatgc 


137460 




actcgtttgt 


aggagattag 


ggcatcgctc 


acaggcagga 


tgcaacagat 


agtggtagct 


137520 


15 


cactgggacc 


tgcccgtcag 


gactctcagg 


aggacactcc 


tcattggagc 


tctgtcggcc 


137580 




ttgtgaaaat 


gaacgtgcat 


tctgtctttt 


gcctgaaaag 


atttcaggtt 


acacgctcac 


137640 


20 


ggttcaagct 


tctgataatg 


gcagtccacc 


cagagtcaac 


acgacgaccg 


tgaacatcga 


137700 


tgtgtccgat 


gtcaatgaca 


acgcgcccgt 


cttctccagg 


ggaaactaca 


gtgtcattat 


137760 




ccaggtgggc 


ttcgagtgcc 


aaggtggtcc 


tggggttctt 


tgaaatgagc 


ttttccattg 


137820 


25 


gcctctgttg 


cttttctttc 


ttatccaaag 


gtttctttct 


agaaaaatgg 


gaaacgtaga 


137880 




attcaagaag 


tcgctatcag 


tattaaaaga 


tgagcatttt 


aaagataaag 


ccaagctttt 


137940 


30 


atctctttcc 


tttccgtgct 


ttgatttttg 


agatattctc 


actgttctag 


gattcctaag 


138000 


agcttattgc 


ttaatcagac 


ctgctgccac 


tggtgctttt 


cctctgccct 


ctcctccccc 


138060 




cttgaccttc 


ctcttccctc 


ttgctcttct 


tctagccccc 


aatccttcct 


tctcgatcca 


138120 


35 


tcttctactc 


cactttcttc 


accccactct 


tcttcctccc 


tactcctcct 


ccctccacct 


138180 




cttctccatt 


ccattcctcc 


tccttctctt 


cctcctcccc 


actcttccct 


cctccccact 


138240 


40 


cctccctccc 


attcctcccc 


cctccctcca 


cctcttctcc 


attcctcctc 


cttctcttcc 


138300 


tcctccccac 


tcccctcccc 


actcctcctc 


ttccctccac 


ctcttctcca 


ctcctcctct 


138360 




tcctcctccc 


cactctgcct 


cttccccact 


ccacctcctc 


ccccaacctc 


ctccctactc 


138420 


45 


cacttcctcc 


ccatttcact 


gtctccactc 


tttctcctcc 


tccctccacc 


tcgtcgccac 


138480 




tcctcctcat 


cacccctcct 


cctcactacc 


cctcctcctc 


ccccttctca 


cttttcctcc 


138540 


50 


tcttgtcaac 


ctcttctctt 


tctcctcccc 


actcctcctc 


ttccttcctc 


tcttcctctt 


138600 


tttttttttt 


tttttttctg 


agatggagtt 


acactcattg 


cccaggctag 


agtgcaatgg 


138660 




cacgatctca 


gctcactgca 


ccctccacct 


cctggcttca 


aacagttctc 


ctgcctcagc 


138720 


55 


cccaagtgct 


gagattacag 


gcacccacca 


ccacgcccgg 


ctaatttttg 


tatttttagt 


138780 




agagacgggg 


tttcaccacg 


ttggccaggc 


-tggtctcgaa 


ctcctgacct 


caggtgatcc 


138840 


60 


gcccgcctca 


gcctcccaaa 


gtgctgggat 


gacaggcgtg 


agccaccgcg 


cctggcctcg 


138900 


tctcttcctt 


ttctcctcca 


gtcctcttct 


tctcctacac 


tcctcctcct 


ctctgctctt 


138960 




cctcctgtcc 


cccactcctc 


ctcgtgtctg 


cttcccctcc 


tccctcttcc 


tcctcacact 


139020 
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ccctttctta 


ccatgtttcc 


ttcatcctcc 


tttttcttcc 


cttttcgcta 


caccccttct 


139080 




cctttccctc 


ctcctcacca 


ccacactccc 


gtctccacct 


ttcttctctt 


cctttcagat 


139140 


5 


agagcagaaa 


ggctttgttt 


tgtatgtatt 


ttatattata 


gaaaactcat 


gtgtctgtcc 


139200 




catatagatt 


tggctgtgtt 


ccaggatttt 


tgtttaattt 


tgtttctaat 


cttgtgcagg 


139260 


10 


aaaataagcc 


agtgggcttc 


agcgtgctgc 


agctggtagt 


aacagatgag 


gattcttccc 


139320 


ataacggtcc 


acccttcttc 


tttactattg 


taactggaaa 


tgatgagaag 


gcttttgaag 


139380 




ttaacccgca 


aggagtcctc 


ctgacatcat 


ctgccatcaa 


gaggaaggag 


aaagatcatt 


139440 


15 


acttactgca 


ggtgaaggta 


tgaatggctt 


tctttgtggt 


ttggttgtgg 


attcatagag 


139500 




aagagctgct 


tggcgtggtt 


cccctcttct 


atttgaacag 


cttacatttc 


atacaaaaac 


139560 


20 


aaactttcat 


agaattgctg 


tctttgtttt 


ttgccatacc 


ttccattttt 


atcccgctgt 


139620 


gtttgaagga 


gctcattgtt 


gattctgtca 


tagtcattga 


cagagctggg 


tttcagtgtg 


139680 




aattagtgaa 


gtgctataaa 


gaaatttgtc 


cttttctttg 


atacgtttct 


tgtgtggaga 


139740 


25 


aatgagtatc 


taccagttag 


taattttttg 


ggaacttgag 


taatacaaat 


gtttttattg 


139800 




aagaagttat 


aaacagtgcc 


atagacaaag 


gtgattttat 


ttttcttttc 


ttgtaggtgg 


139860 


30 


cagataatgg 


aaagcctcag 


ttgtcatctt 


tgacatacat 


tgacattagg 


gtaattgagg 


139920 


agagcatcta 


tccgcctgcg 


attttgcccc 


tggagatttt 


catcacckct 


tctggagaag 


139980 




aatactcagg 


tggcgtcatt 


gggaagatcc 


atgccacaga 


ccaggacgtg 


tatgatactc 


140040 


35 


taacctacag 


tctcgaccct 


cagatggaca 


acctgttctc 


tgtttccagc 


acagggggca 


140100 




agctgatagc 


acacaaaaag 


ctagacatag 


ggcaatacct 


tctcaatgtc 


agcgtaacag 


140160 


40 


atgggaagtt 


cacgacggtg 


gccgacatca 


cagtgcatat 


cagacaagtc 


acacaggaga 


140220 


tgttgaacca 


caccatcgcg 


atccgctttg 


ccaacctcac 


tccggaagaa 


ttcgttggtg 


140280 




actactggcg 


caacttccag 


cgagctttac 


ggaacatcct 


gggtgtgagg 


aggaacgaca 


140340 


45 


tacagattgt 


tagtttgcag 


tcctctgaac 


ctcacccaca 


tctggacgtc 


ttactttttg 


140400 




taga^gaaacc 


aggtagtgct 


cagatctcaa 


caaaacaact 


tctgcacaag 


attaactctt 


140460 


50 


ccgtgactga 


cattgaggaa 


atcattggag 


ttaggatact 


gaatgtattc 


cagaaactct 


140520 


gcgcgggact 


ggactgcccc 


tggaagttct 


gcgatgaaaa 


ggtgtctgtg 


gatgaaagtg 


140580 




tgatgtcaac 


acacagcaca 


gccagactga 


gttttgtgac 


tccccgccac 


cacagggcag 


140640 


55 


cggtgtgtct 


ctgcaaaggt 


actgcacatg 


agtgtatgaa 


agtcggtgtc 


acagatggtt 


140700 




tcagacggcc 


tttgaagcct 


ttgatggcta 


tacatgaaag 


gtgatgttct 


tgaaatgtct 


140760 


60 


gttaattatc 


ttttcccttt 


ctcccctctt 


tgaatgaaga 


gggaaggtgc 


ccacctgtcc 


140820 


accatggctg 


tgaagatgat 


ccgtgccctg 


agggatccga 


atgtgtgtct 


gatccctggg 


140880 




aggagaaaca 


cacctgtgtc 


tgtcccagcg 


gcaggtttgg 


tcagtgccca 


ggtgagagtt 


140940 
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gaatggttgg 


gtatactttt 


atttttaaaa 


atcggtttca 


ttgtttctta 


ccattttctt 


141000 




ctttattgga 


gtctaaaaat 


attgcaaagt 


atgtttattg 


taagaagaca 


gatgtggaga 


141060 


5 


tgaataaaga 


atgacagtag 


taagttttgc 


ttcctcttgt 


tacagcacac 


cccttggttc 


141120 




atagttggtg 


tccctcctcc 


tgtgtcttca 


atgattatat 


agacatacag 


ctaacaacgc 


141180 


10 


agtgccatta 


tgtagcagtt 


taattttcct 


ggaaattcaa 


gagtgatcat 


atctcacaca 


141240 


gttctctccc 


tgttgccttt 


tccctccact 


tagcagtatg 


gtaaagagca 


cctttcgtat 


141300 




ggttccgagc 


cagtaccttt 


aaacctgatt 


ctttttgata 


gctggataat 


attttctagc 


141360 


15 


atggctgtac 


ttattcaaca 


ttgttcttat 


gtgtaaagat 


tcgagttgtt 


ctctttcttt 


141420 




cagataaaga 


aatctttata 


catgtatctt 


tacatactga 


tgcgttcatt 


tctatacggt 


141480 


20 


gtatagatta 


taaaactaga 


atttgctatc 


tcaaacatca 


atgacatttt 


aaattttttt 


141540 


gtatcactat 


attagttttc 


caaaaagtcg 


tattaatttt 


tatttctccc 


agttatgtat 


141600 




gaaggtttca 


ctctccattc 


ttttgacatc 


attgaacatt 


ttcgattata 


aaacaaattc 


141660 


25 


cccaccatct 


attttatggg 


tgtgaagtga 


tatctaatta 


ttattttaat 


ttgcatttct 


141720 




ctggctactt 


taaaagtttt 


catctcattt 


gttcatttcc 


tatcagtatt 


gcctctgctg 


141780 


30 


tggcctctac 


ctgttcatgt 


tgtttgatgg 


tctgggttat 


ttgtttctta 


gtatcaatgt 


141840 


gtagagttac 


ttgtgtatta 


ggagtattaa 


cattcacagt 


gttgcagtta 


cctctgtctt 


141900 




tatatcattt 


atattgatgt 


tatcttttga 


tttgttaagt 


atgcctcttg 


tcattttgaa 


141960 


35 


attcaattgt 


tatttagtca 


gttctacata 


attttatgta 


acagttgcca 


tctgtggaga 


142020 




ttgatgacat 


ttgcatcttc 


tttggggaat 


ggggattgtt 


ttattttgct 


tgagaaggtt 


142080 


40 


tcttaaatca 


ccttgaggct 


atgtataact 


attttctgaa 


attttcttct 


aataatttta 


142140 


tactgaacat 


ttttatattt 


aatctttcat 


tactttagaa 


ttcatttctc 


tgtgatgcrg 


142200 




tcgtcaaatt 


tattctttcc 


aaacagagag 


ccagtcatgc 


tgggcttttc 


attaagcaaa 


142260 


45 


^tagacgtttt 


cccacagaat 


tggatagtaa 


aatgttatca 


tcttaaataa 


aaccctaaat 


142320 




cagtctcaag 


gggtgcaggg 


gagtcatact 


ttaaaaaata 


tgcttaaact 


tggttctggt 


142380 


50 


ttattttttc 


ctctgtgtga 


ttcacaggga 


gttcatctat 


gacactgact 


ggaaacagct 


142440 


acgtgaaata 


ccgtctgacr 


gaaaatgaaa 


acaaattag^ 


gatgaaactg 


accatgaggc 


142500 




tcagaacata 


ttccacgcat 


gcggttgtca 


tgtatgctcg 


aggaactgac 


tatagcatct 


142560 


55 


tggaggtatg 


tttctccaca 


gcgttgcatc 


ttagtggaag 


actttcaaac 


cataaatttc 


142620 




attttatatt 


cagattgtta 


atttgcacag 


ataataaagt 


aagtgaaatg 


gttgaattcc 


142680 


60 


acatttaaat 


aattcattga 


tgcctgtaca 


agttttagac 


tttgtgggat 


gaagagctct 


142740 


ttttgccctg 


ccatgacaga 


gatttaggtc 


catgtgacag 


ttaacattca 


aactctaggt 


142800 




gatgccccat 


tttaataatg 


ttggctgggt 


gtggtggctc 


acgcctgtaa 


tcccagcact 


142860 
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ttgggaagct gaggcgggtg 
atggcaaaac ctgctctcta 
5 ctgtaattcc agctactcag 
ggttgcagtg agttgagatc 
tctcaaaaaa caaaaactgt 

10 

tgtatc-ttgc ccaccttttt 
gcttatgtgt tcagttaata 
15 ttaacttgat attcctaaaa 
tgctctgtag tacttaaatg 
gtagatttgt gatcaggtgc 

20 

gcttttatcc tagattcatc 
tggaattgtc tctgttcaga 
25 ggaagtgaat ggaaactatg 
agccccaggg actctgaaaa 
ccgtcagcag ggaacaaggc 

30 

tatggactcc atttatttga 
tgcacacatc gaagagtcgg^ 
35 ctgcgccagc aacccttgcc 
gctccgtaat gttgccatct 
caggtatttt tttatttttt 

40 

gtgttggaag cgagcagcat 
tgcccaggct gcaggtacca 
45 ccgagcagga ggcacctcaa 
aggggaattt agaattcgta 
aatggctcag cgtagggggc 

50 

tttccagaag gccctgaatc 
ggcgtagtgg ggtactttgt 
55 taatagggta cagttaggaa 
cagagcaaaa ataatactgt 
tctcagggag gtatatttgc 

60 

acactctcat ttatactgtg 
ccgtcctcat tttgtcactt 



77 

gatcacttga ggtcaggaat 
ctaaaaatac aaaaaattag 
gaggctgagg cacgagaatc 
acgccactgc actccagcct 
tacagtttat agagacatcc 
taaaaacatt attcagtttt 
gttaattatt cgcttccatg 
gacgcatttt aatgatttat 
taaggcctaa cttctaccct 
tctcattgaa ggttctatga 
atggaaggct gcagtacaag 
gcattcaggt caatgatggg 
ctcgcttggt tctagaccaa 
ccctgaacct ggataactat 
atggaagaag tcctcaagtt 
atgggcagga gctcccttta 
tggatgtatc tccaggctgc 
agaatggagg cgtttgcaat 
ttaaaatgct gcacgtgtgt 
tctcttttga ttcagataat 
ccctcatacg ggggcagagc 
cggctcccac tgctgagcgc 
gtgactcaga actcttcttt 
ccgcttagcc cttctttgtt 
ctgctagatt cttgctggca 
cctcctgaag tgttgccata 
gtcttttgca ccctggactc 
aatgacagtt gtcataccaa 
cattaagtgg gatttccaaa 
attctgtgtg cgtagagtgg 
ctcatattag ttacacgtcc 
agggatgagg ctgagagagg 



ttgagaccag 


cctggccagc 


142920 


ccagacttgg 


tggcggacgc 


142980 


acttgaacag 


gggaggcaga 


143040 


gggcgacaag 


agtgaaactg 


143100 


tacatgtgtt 


tcaagtgtta 


143160 


gacttttgat 


attacctaat 


143220 


atgctttgtg 


gatgtgcatt 


143280 


acagtggaca 


aatgaatctg 


143340 


cactccctaa 


gccctctcct 


143400 


gagtaatgtg 


aacagtcatt 


143460 


tttgactgtg 


gaagtggccc 


143520 


cagtggcacg 


cagtggccct 


143580 


gttcatactg 


catcgggcac 


143640 


gtgttttttg 


gtggccacat 


143700 


ggtaatggtt 


tcaggggttg 


143760 


aacagcaaac 


ccagaagcta 


143820 


ttcctgacgg 


ccacggaaga 


143880 


ccgtcacctg 


ctggaggtgg 


143940 


acatttaagg 


ggaagctccc 


144000 


tttgtcagac 


actgcagtca 


144060 


tgggtctgct 


gcccttctgg 


144120 


ctgcagtgcc 


ctcccagtgc 


144180 


aactccatag 


tcatcggccc 


144240 


atttgtatca 


ccttttatct 


144300 


ataatagttg 


ggaatatgat 


144360 


tctgtctgtc 


ttgaagccct 


144420 


ctgttaggcc 


cacttaccaa 


144480 


atagagcttg 


gtataatgaa 


144540 


gctttggttt 


tctgctgttc 


144600 


gccaggccat 


ccccacagaa 


144660 


aaaccaggtt 


agcaaggagg 


144720 


tgctttcctg 


acatgcactc 


144780 
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ccatggtccc 


gaagcaggag 


taaaggagta 


tggcagctgt 


gccctggctc 


ctaaaggccc 


144840 




tggcccaggg 


caccacagtt 


cttcatcctg 


agaaaaaccc 


acagccacgc 


cagctttgga 


144900 


5 


ggggcgggga 


agcactgtgc 


tgcggtgtgc 


cctcaaggca 


ggcagttaga 


agatctgcca 


144960 




caccacctgt 


cacttgacaa 


agtggagtcg 


acattcttcg 


tactgctttg 


aacagatgtg 


145020 


10 


atgatctcct 


ttcttaaatc 


tttacatgtt 


tgagaggctg 


aggcaggagg 


atcacttgag 


145080 


gctagaagtg 


aggcagcctg 


ggcgttacag 


ggaaacccca 


tctctacaaa 


aacttaaaaa 


145140 




atcagccagg 


catgtggcat 


gcctctagtt 


ccagctactc 


aggaggctga 


ggtgggagga 


145200 


15 


tccctgagcc 


cgggagtttg 


aggatgcaat 


gagctgagat 


tgcgccactg 


cactccagcc 


145260 




tgggtggcag 


agcgagaccc 


tgtctcaaaa 


aataaaaata 


ttgaaaggta 


atttatagtc 


145320 


20 


ttcaaagtgc 


ttttcacatt 


cattattttc 


tcatttaatc 


cttaaatgct 


tgtgaattgc 


145380 


aaataaattg 


agatgttaag 


tggtgctgtc 


tacgtacatg 


gtcactcagg 


taaagaactg 


145440 




tattttcctc 


ctctatatgt 


gtgacctagt 


gatcttaatg 


cagattatga 


tgaactaaag 


145500 


25 


ctaactgagt 


tctctcttca 


attctgggtg 


ttttggttat 


accagcagtg 


gaaggcttgt 


145560 




tgatgtagcc 


aacttttttc 


ccagagagag 


tgagaatttt 


acgagctttt 


acagacctcg 


145620 


30 


gagaataaag 


ataaaaagca 


atataattaa 


gaccaggttt 


ctgagtcatt 


gagtgatagg 


145680 


acttttttgt 


tcctttttgc 


cgatttaggt 


tattactgca 


aatgcagtgc 


cttgtacata 


145740 




gggacccact 


gtgagataag 


cgtcaatccg 


tgttcctcca 


asccatgcct 


ctatgggggc 


145800 


35 


acgtgtgttg 


tcgacaacgg 


aggctttgtt 


tgccagtgta 


gaggattata 


tactggtcag 


145860 




aggtatgtgt 


atttttctta 


actttcataa 


tcaattgtag 


tataaaattc 


ttaaacatat 


145920 


40 


aatggtacat 


gtaaaaagtc 


tgcacgttaa 


tttgctaatg 


tgttctgttt 


tgctttctgt 


145980 


tttgctgtat 


ttatttgcaa 


taggatcrtg 


argtttatgt 


ctgtttctcc 


ttactcttca 


146040 




ggtgtcagct 


tagtccatac 


tgcaaagatg 


aaccctgtaa 


gaatggcgga 


acatgctttg 


146100 


45 


acagtttgga 


tggcgccgtt 


tgtcagtgtg 


attcgggttt 


taggggagaa 


aggtaaatgg 


146160 




tttctttcaa 


aatttaggtt 


catacctttt 


catagcgtca 


tattgactgg 


cagatgcaac 


146220 


50 


agaccttcag 


tgatttgaac 


tacattatgt 


cagattttga 


taatcctcat 


attggcccct 


146280 


tatataattt 


ataatctttt 


cactctttaa 


aatgaattat 


caagcagatg 


aatacagtat 


146340 




atataatact 


tgaaaaaaac 


taatgtttag 


ccaatggggt 


tgatgtaata 


gtctgttgat 


146400 


55 


cctaggaaaa 


tggccattaa 


tattggcttg 


atatgtttcc 


ttcccaaata 


tacatcaaaa 


146460 




gcatgcgatc 


acatgattgg 


tttctccaca 


gaaggtcttt 


tctcgtggtt 


gtcgacgtta 


146520 


60 


cattttttag 


ttgtctttta 


tctgggtttg 


atcttcacat 


agctcatcaa 


ggagggatta 


146580 


gtcttcagtc 


tctaaggatt 


gagcctgaca 


tacgctggcg 


tatgctacag 


aggtctctcc 


146640 




tcattcctga 


cttccttggc 


aggtgtcaga 


gtgatatcga 


cgagtgctct 


ggaaaccctt 


146700 
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gcctgcacgg 


ggccctctgt 


gagaacacgc 


acggctccta 


tcactgcaac 


tgcagccacg 


146760 




agtacagggg 


acgtcactgc 


gaggatgctg 


cgcccaacca 


gtatgtgtcc 


acgccgtgga 


146820 


5 


acattgggtt 


ggcggaagga 


attggaatcg 


ttgtgtttgt 


tgcagggata 


tttttactgg 


146880 




tggtggtgtt 


tgttctctgc 


cgtaagatga 


ttagtcggaa 


aaagaagcat 


caggctgaac 


146940 


10 


ctaaagacaa 


gcacctggga 


cccgctacgg 


ctttcttgca 


aagaccgtat 


tttgattcca 


147000 


agctaaataa 


gaacatttac 


tcagacatac 


caccccaggt 


gcctgtccgg 


cctatttcct 


147060 




acaccccgag 


tattccaagt 


gactcaagaa 


acaatctgga 


ccgaaattcc 


ttcgaaggat 


147120 


15 


ctgctatccc 


agagcatccc 


gaattcagca 


cttttaaccc 


cgagtctgtg 


cacgggcacc 


147180 




gaaaagcagt 


ggcggtctgc 


agcgtggcgc 


caaacctgcc 


tcccccaccc 


ccttcaaact 


147240 


20 


ccccttctga 


cagcgactcc 


atccagaagc 


ctagctggga 


ctttgactat 


gacagtaaga 


147300 


gccacttttt 


catctcacta 


aagtgtcact 


tgagataaac 


agtgaggtta 


caaattctgt 


147360 




ccagtcaaaa 


tgtgtgtact 


cttcattaga 


gacaagtatg 


ctcagactga 


aatccgtatg 


147420 


25 


atgatttgaa 


acttttttgg 


atgtcccgat 


tgctgggtta 


gcattgtggc 


tttgatgtta 


147480 




ttttaattaa 


gaaattgaat 


ctagtcatgt 


ttagttaata 


ttctggagag 


atcatttcat 


147540 


30 


tttataattg 


ataaaggttc 


tcatctataa 


ttttttgagt 


ttattaatat 


gtcaaaaaaa 


147600 


taatcgggag 


cattttcatg 


ctaggatttt 


taaaaatatg 


acctggcgaa 


gtggaaatat 


147660 




ttatattagt 


gacctaacat 


atatttgatg 


cttttttctt 


ttaaagctgt 


acatactatt 


147720 


35 


ttaaaacaaa 


attttagcag 


cctttactgt 


ctaatgatac 


ccataggcat 


gcttatgggc 


147780 




gatttctact 


ctatgaataa 


tctctaagat 


gatgtggagg 


tctttctgtg 


caggggtttt 


147840 


40 


ttatttcttc 


gtttgagttt 


gtaaggtgtt 


tctgtttttc 


tttcagtcat 


tcatttattg 


147900 


agtaaatctc 


aggccatcgt 


tgggtaatgc 


atggtgtgtc 


tcaggattca 


gcggtgaaca 


147960 




aaaccgtctt 


ggcccatata 


cttactgttt 


gtcatccttc 


cttttagcaa 


aagtggtgga 


148020 


45 


tcttgatccc 


tgtctttcca 


agaagcctct 


agaggaaaag 


ccttcccagc 


catacagtgc 


148080 




ccgggaaagc 


ctgtctgaag 


tgcagtctyt 


gagctccttc 


cagtccgact 


cgtgcgatga 


148140' 


50 


caatggtgag 


gcagcagtgt 


gctgcaacac 


tgcgctttgc 


ttgcttgttg 


tgttactgwg 


148200 


ttatctcaca 


atgtagacgc 


actatctacc 


cttaaagcct 


caccatattt 


tcatttttct 


148260 




tggaccactt 


ttaaacaata 


ccatacatac 


ttgcatgaat 


gtctgctggg 


gaaaatagcc 


148320 


55 


aaactgttct 


tawtgaatag 


gtgtttgaac 


ttgtcagtaa 


tagagaagaa 


catattcatt 


148380 




gaaggatctg 


atcgactaat 


cttatattgg 


ctttttttca 


caacagttaa 


tatcacccca 


148440 


60 


gttttgtggg 


tttgtcagaa 


atcttcctcg 


caactttctt 


aaccacgcag 


cacgcacaca 


148500 


aacacacact 


ctctctcaca 


cacacacaca 


cacacacccc 


ctctaagaag 


agatgtgata 


148560 




gtctgaaatg 


ttcgatttca 


gtagcacctt 


gggtattaca 


aggttttatt 


tgtctcctcc 


148620 
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cccaacccca 


ctgcggcccc 


agctcccatt 


tggatcagag 


cgtactgcca 


gagcacagtt 


148680 




taagagattg 


ctagtaagtt 


tgattatatt 


tctaatgaag 


aaagtttaac 


agtgggatct 


148740 


5 


ttgccaccag 


ttatgttgat 


ctggtttccc 


tatagggtaa 


attgcattga 


taactagctt 


148800 




tgccatatta 


acacatacca 


gtagagaaaa 


acgtcaatat 


tcagtaacac 


aatgtagttt 


148860 


10 


ttagtggaaa 


tttttgaatc 


tcagaattag 


taagtttaat 


gataattttt 


attgtataaa 


148920 


cgtaatacgt 


ttattattaa 


acatattaat 


atgttataca 


tttcaaatat 


tttattggtg 


148980 




ggaaaaggta 


accccactaa 


taattattca 


atccagagta 


atatagtcca 


taatacatca 


149040 


15 


tatagtccat 


aaatccatat 


agtcattatc 


tattgcagtc 


atttttcaaa 


ctaaagatag 


149100 




ctataagtat 


gtgctatcat 


ttctgatttc 


aagtatatat 


atatatatat 


atatatactt 


149160 


20 


tcaagtatat 


atatatatac 


acactctatt 


cctaatcaac 


acaggtatat 


tttgataccg 


149220 


tatatatggt 


atcaaaatat 


acctgtgttg 


attaggaata 


gggtgtatgg 


acatagcttt 


149280 




gcttgttaaa 


ccaacaagat 


agaattatgt 


cttttatcaa 


ttttaattct 


aagaagttcc 


149340 


25 


tgtttccagt 


ttatgtaata 


atttatatct 


tggcccctaa 


atgctcttta 


taaatacatt 


149400 




tcagaatttt 


atcagcattt 


tctttctagt 


tcttgttgtt 


ggaacatcag 


tcttcttaat 


149460 


30 


aatagtccca 


ggtggccggg 


cgcagtggct 


cacgcctgta 


atcccagcac 


tttgggaggt 


149520 


gaaggcgggc 


ggatcacaag 


gttgggagat 


cgagaccgtc 


ctggcagtga 


aaccccgtct 


149580 




ctactaaaaa 


tataaaaaaa 


atcagccggg 


cgtggtggtg 


ggcacctgta 


ctcccagcta 


149640 


35 


ctggggaggc 


tgaggcagga 


gaatggcctg 


agcccgggag 


ttgtagcttg 


cagtgagctg 


149700 




aggtcacgcc 


actgcactcc 


agcctgggcg 


acagagcgag 


actctgtctc 


aaaaaaaaaa 


14 9760 


40 


atagtcccaa 


gtgctttcaa 


taagttatgg 


tcaaattagt 


tatgaaaact 


agcttccaga 


149820 


tagtacaatg 


cagagaaaaa 


acatatatac 


aggagtgttt 


ttattttact 


cattaccata 


149880 




atgtaattat 


cagttgtaaa 


ctgaaagtct 


gctgagagtc 


tgttcctgcg 


tcgtattccc 


149940 


45 


ggttttccag 


ggccattaca 


gattaccaca 


aactttgtgg 


cctaaaacaa 


tgtagacttg 


150000 




tgttgctgtc 


attctgtagc 


ttagaagccc 


aacccctgtg 


tctcacaggg 


cttaagtcat 


150060 


50 


gcgatcagta 


gggctgcatt 


gccttctgca 


gctcgaggga 


agaacctgtt 


ttccttcctt 


150120 


tcctggtttt 


tagaggctgc 


ccacattctt 


tggctcttgg 


tttcttccat 


ctcagagaca 


150180 




gcaacacagt 


gtttcattga 


ccacccttct 


gtcagcagag 


ctccccccag 


ccgtaactgg 


150240 


55 


gaacgcctct 


gtgcagaaaa 


gttaccctta 


tgattacact 


gggcccaccc 


aggtaatcca 


150300 




gggaaatccc 


tcatctcaat 


ttccttatct 


gaaccgcgtc 


aacaaagtcc 


cttttgccat 


150360 


60 


gtatagtgac 


atattcacag 


gctcctggga 


ttaggacgtg 


gactatttga 


gggccagcct 


150420 


tctgcctacc 


acatgcgtac 


atatttacct 


tggcatagtt 


attttaaaac 


aatctgatac 


150480 




acaaatgaaa 


agggaattta 


cacaggaaac 


agacggacag 


agtctcctcc 


tatactcgta 


150540 
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cattagctca 


ccagcgatta 


gtccatctgc 


aaacagacga 


gaaatttgca 


gggaaagcaa 


150600 




tcagaacagg 


gacaaaaaca 


ttcttgtttt 


agattgcata 


tgtttctcct 


tcaatttctt 


150660 


5 


ttttttgggg 


gacaatgtgt 


gagtgattaa 


gcagccggaa 


gagtggcgaa 


ccacagactg 


150720 




tagtcttgga 


atgtcgagtc 


ttgcctgtaa 


gatgttaaaa 


taagaatcgt 


tttggcctgg 


150780 


10 


catgatgcat 


aattgtaatt 


gtgaaaaaat 


ttaaagctaa 


aagttttttt 


gtttaaattc 


150840 


caataaaata 


tgtttacgtt 


attcctttga 


ttaataataa 


caaatatata 


gctcgattaa 


150900 




aaaagtctct 


gagacacaca 


gctaacagtg 


aggagaccac 


gcatcattat 


gtggttgtat 


150960 


15 


taaagcactc 


atcggttgga 


atctgaggta 


gaaatggtat 


aatacaaaac 


tttatttcat 


151020 




gcactgtttt 


ctaactaact 


gaagatgttc 


ctaattgact 


gcttttgtac 


ctttttgcaa 


151080 


20 


gcttccatag 


tgaccgtaat 


gcaccttgtc 


aatgctgtgg 


ttgacacggt 


gagcacagaa 


151140 


ggtacagttg 


taagtgctcg 


tgcttgtgtc 


tgtgtcttgc 


agcagccgtg 


tcgtagagct 


151200 




cggccgcatt 


gctattgcaa 


tggtaggaaa 


aaacagtttg 


tggttttgag 


ggggttgagt 


151260 


25 


ccttttattt 


tatgcaggtg 


tgtatatacg 


taatatgagt 


*> 

gctttgcaaa 


aaatatctca 


151320 




atgtatgtta 


tgtctttgtt 


cctttttacc 


attcatagtg 


atttacatga 


gatctggaga 


151380 


30 


gcttatctgt 


aggtggtgca 


atmaagaaaa 


agttcagaag 


taattttacc 


taaaattttt 


151440 


ttgaaacaaa 


aattcttctt 


cgtatgtaca 


ggaataagac 


ttgaataatg 


taaagctttc 


151500 




ataattaacc 


tgtaactgac 


tcttcacttt 


tggtttttcc 


ctgagtatga 


tcaaagaaaa 


151560 


35 


gggtgtagag 


cat' ggtaaaa 


gaatattttc 


atatttggtt 


tagtgaaaat 


tatttaatgt 


151620 




gaagctttat 


ctgctcagag 


ttgtaagaaa 


ggacattgag 


caccttcccc 


aaattatttt 


151680 


40 


aaattaaaat 


agccctttat 


tagtgcactg 


aaattcatca 


catggggaag 


acacaggcta 


151740 


gtacttttca 


aactgtaatg 


tgaatcagat 


catctggagg 


gctgttaaaa 


gcccaattgc 


151800 




tggttctcag 


caccagcatt 


tctgatccaa 


caggtctggg 


ttgggacttt 


agaatttgca 


151860 


45 


tttttcacca 


gttcccaggt 


agctctgatg 


gtgccggtct 


agagatccca 


ctcgagaact 


151920 




gcttacagag 


gccatcgagt 


acacagacgt 


catcatagag 


ttcgggggat 


cctttatgct 


151980 


50 


aggacatgat 


gctgtcaagg 


ttcaggagga 


gggaggatag 


ctctgggccc 


catttgctat 


152040 


caggcagaag 


aggcttagat 


actccagtgt 


tcatggttat 


agttactgat 


gacgcctaca 


152100 




cttcttttcc 


taagaagtac 


catgttttca 


ctgggcaaat 


cagaaacata 


cctgtatttt 


152160 


55 


gtctagtgaa 


gttttagtgt 


taaactgatg 


accttcagca 


ttttaaatat 


tattgaagct 


152220 




tatagaagca 


gaatttcaac 


agttccttca 


ttgcagtctc 


cttcattgac 


aaatattttt 


152280 


60 


tggcatatcc 


aagaagtgca 


catggaattt 


aaagttgaaa 


gctattacta 


gtgcctacgt 


152340 


aacaaaagtt 


gttgatcttt 


ttttgtttaa 


aggaattgct 


gcttttgtta 


ctagacttaa 


152400 




aaatgattct 


gtagatacat 


gttacctaaa 


tgccggcgta 


ttcatgtttt 


agagacacca 


152460 
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cagtctttta aaattactga aatttctaga agtgaactat caatcaaata tttgtcccaa 152520 
attataacac tgttgaatgc atagaaagcc ttgtttaaaa aatcacggat gtgaccgttt 15258 0 
5 ttctgctgtg atgtctactt tcacagttat tgatagtttc taacagtgct taacctgcat 152 64 0 
gatcctgttt aatcctcata acaactctaa cggattttca ccccatttca aagagagaac 152700 
ctgaaggtta gccagggcct gggcaggcgt ctcatggccc taactgatag tgggatttac 1527 60 

10 

atgcgtttgg ttacacttcc tgctgggctt ctgtgtatag atgcggggcc ctggcagggc 152820 
aagtgtaatt acagacatgg ggtaagtgta gccgtggtct ctttagggaa tggctcacag 152880 
15 tgtcaatatt aaagcatatt caaaatacat acagtttgga gagatcttca gcttgtacat 152940 
ctgtctttaa gta-tctaagt ttgcctatga attcctctga atttaatgtc ctttgaagtt 153000 
gcagtgtgct ataaagtgtg tgcattatgt agctgtagat gtatttggat tatcacctat 153060 

20 

gtaatctgat cagtttatat tttattagag cctgtttgtt ttgttttcat tattcctaag 153120 
gaaattwtgt gttttcaggc tgtgattgtc agaaacaagg aaaagaaagt aatatttgag 153180 
25 ttttctggcc aaatttctgg ttcctcattc cgcagtcact ttcctccact tccatattcc 153240 
attttatttg tggtacatac atttctcagc catttggaat tgtcatagat actggcgtaa 153300 
ggacatgctg tatggctgat tgggcctctg taagcagttt t'cattgttct gtgtacttac 153360 

30 

ctttattgcc ttttcagccg actgttttaa ttacaaatgt tttctttttt ttctactctg 153420 
ccaccaaaag aatctttggc tgctcctgac ctcagcaaac caagaggtga cttatgcatg 153480 
35 ccagttattc attgatactc actaaaaaca atgggtcaag ccttgcccca gtgctgactg 153540 
actacgctgg gtcgcccagt gtttgcagca gtaactaagt acacggctgc atgtgtgtgc 153 600 
gcattgcatt tgaagcacgg attgcctaac cttctcccgc ctctccaagg attttttaaa 153 660 

40 

tcctaaggag gaaaaaaaaa aaactattcc aaaattggaa gttttttttt aaaatagtgg 153720 
tgctttatat agtctaaaag gatcacagtc cttttggaag taacacagat tgattgttac 153780 
45 agtgtatcag aggctgtgtt ataatcttgc aacgcttgtt caattgtatt ttgcttgaat 153840 
tggcatgctt tgatacatac ctatattaag ttaatttgtt gtctgagggt taatgaaaaa 153900 
tagtaatttt aatattaaac ttgctacatt attatgaagg aagcttattt tctaaacttt 153960 

50 

agcatgttaa aggttacttt tattacttta aaaagttgca ttggctgggc ctgatggctc 154020 
acacctgtaa tcccagcact tcgggaagct gaattggcaa gattgtttgt ggccaggagt 154080 
55 ttaagaccag cctgggcaac atagtgagac cctgtctcta taaaaaatag aaatgcaaaa 154140 
tttttttaag ttgcattaat cagtattttt ttaatgagaa gtagtgcaga tcaagtgaca 154200 
ctggatattt cactaatgtc ctgagactgg atcagtactc ttcttcctac agagcagtgg 154260 

60 

gttctacaga agaaaagcca gaaggatggt tagaatcatt tgtagaaaaa tgtatataat 154320 
ttagatgcta gcatcccatt tctcttagga ctccttttgt ttcqttgaat gttagttgcg 154380 
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tacataaaac tgtaagtcca cattttagaa 
tggagtgggt tgggggatgt cttcaaagca 
5 aatgaaggca taaatgcggt tgcatctttg 
ggcacaaaag cttaggagaa aacacactga 
ctgggataca tcagattgga tgccaagcgt 

10 

ctatgaggtg attgatgagc agacacccct 
ggactattac cctggaggct acgacatcga 
15 ccccgcagct gatgagctac caccgttacc 
ccaccctcct agagacatgc ctgccgcggg 
gaggttcaac ttgaatcagt atttgcccaa 

20 

aacaaaaggc actggtgaga atagtacttg 
gtatcaaaga cacttcgagg cgcccgctgt 
25 caccgcctcc tgctctgacg tgtcagcctg 
tgactatgag agcggggacg acggccactt 
ccagcagcac acggaagtct gactctcaac 

30 

tagaggtgat gtgagtaatc cgcgctgttc 
tgagccgaat gggcatggct gcgctggatc 
35 gtgtcccaac tactgtcatc gtgaggtttt 
gggatttaca tctgtctgtg ttaaaataat 
atgattcatg tatttatata gatttgatta 

40 

attttatgta cagatttgat ttttcatagt 
tttgtttcaa ctgaattttg gtggtgtcag 
45 ttttactata accagggttt cattctgtct 
acatttcagt gtagtcattc atttctagct 
tgaacatgtc ttacatgggt tgctgtattt 

50 

gtgtaacggg gaccttctgc atacctgttt 
tagtgtctgt atatttgtga tgcaatggtc 
55 agccagtctt tcttactgac aataaattat 
ttccttccca ttgatactcc tgttcaggat 
ggaagggtgg atattgatgt atttgctttt 

60 

tctaccctga ccaaaagccc tgctgtccaa 
gctacttgat acggctcaaa actatagcca 
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ctagagccta 


gttcataggg gtctttaaac 


154440 


aagacgagga 


atttccagtg gtgaactttg 


154500 


tgtctttgat 


acactgagct 


ctctttccat 


154560 


catctgtttt 


cttttccacc 


ciagggtatca 


154620 


tcctctgccg 


gacatacaag 


agttccccaa 


154680 


gtactcagca 


gatccaaacg 


ccatcgatac 


154740 


aagtgatttt 


cctccacccc 


cagaagactt 


154800 


gcccgaattc 


agcaatcagt 


ttgaatccat 


154860 


tagcttgggt 


tcttcatcaa 


gaaaccggca 


154920 


tttttatccc 


ctcgatatgt 


ctgaacctca 


154980 


tagagaaccc 


catgcccctt 


acccgccagg 


155040 


cgagagcatg 


cccatgtctg 


tgtacgcctc 


155100 


ctgcgaagtg 


gagtccgagg 


tcatgatgag 


155160 


cgaagaggtg 


acgatcccgc 


ccctggattc 


155220 


tccccccaaa 


gtgcctgact 


ttagtgaacc 


155280 


tttgcagcag 


tgcttccaag ctttttttgg 


155340 


ctgcgcctct 


ggacgtgcta gccatttcca 


155400 


catcggctgt 


gccatttccc 


aacgtctttt 


155460 


caaacgaaaa 


atcagtcctg 


tgttgtcagc 


155520 


ttttaatttt 


cctgtctctt 


ttttttgtaa 


155580 


tttaactaga 


tttccaagat 


attttgtgca 


155640 


tgccattatc 


tagcaccctg 


attttttttt 


155700 


ttttccactg 


aagtgtgaca 


ttttgttagt 


155760 


gtacatagga 


tgaaggagag atcagataca 


155820 


agaattataa 


acatttttca 


ttattggaaa 


155880 


agaaccaaaa 


ccaccatgac 


acagttttta 


155940 


ttgtaaaggt 


ttttaatgaa 


aactaccatt 


156000 


taataaaata 


cttgagcttt 


atgcctcttt 


156060 


tcagtggctg 


agatagaaga 


atggatgaat 


156120 


agtggacaag 


gcgtaaatgt 


gaaaatcctc 


156180 


gcggagccag 


ccaccaggtg 


gcagtatata 


156240 


caaaagtaaa 


aagcataact 


ttttaatatt 


156300 
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tttaaacaaa 


accaagaaaa 


ttttatacat 


ttttaattag 


tatgaattta 


ttggttgtaa 


156360 




ttttaatgct 


tacatgtttt 


tcacctttgt 


caatgtttta 


tatcaaaaac 


agtctctgtg 


156420 


5 


aagcattata 


cctttctgtt 


gtcaacttac 


acagtactgt 


atgatttaat 


gtgagatcca 


156480 




gaagctattt 


tttatatatt 


tttatacagt 


caaaatccat 


ccctacttcc 


aacacattta 


156540 


10 


ttgagtactt 


actatatgcc 


actatgatat 


gaatgacaaa 


caattaagct 


ttcttagaac 


156600 


tttggagaaa 


catgttttcc 


ctttaagtaa 


atgccttttt 


atcaaataat 


ataaatacat 


156660 




agtttaaaaa 


catcaaagag 


agctaaaata 


tatataataa 


aacagcagtc 


ccatgcaacc 


156720 


15 


tgctgtaccc 


agttacaact 


ccttaagctg 


tttttctcat 


tcttcctttc 


atattttcaa 


156780 




atgtatatat 


tattctttct 


tgagtcacta 


aatttagaaa 


ttgcctgttg 


actccctatg 


156840 


20 


atgttggagg 


aagaccatgt 


aacctaatag 


acctccactg 


atcttgtttt 


cctaccatta 


156900 


gttataattt 


ttggattaat 


ccatatacag 


cgtttccatt 


attttgatta 


tgtaagtatt 


156960 




cactgctgtg 


ccaagcagta 


tatgatgttt 


attttcattt 


acttagcaac 


tttctttttt 


157020 


25 


taacaattgt 


ctttttattt 


tactcatttt 


ttaaacttgt 


gactattcat 


gtattcagaa 


157080 




aacattttcc 


ctcaataata 


ctatattatt 


ttgcctgaac 


agacagacaa 


aagtcctccg 


157140 


30 


tcatcttgga 


atttacattt 


ggtggggaca 


ggtggtagga 


ggagatgatc 


aggagataca 


157200 


tggtagtgtt 


tatagtagtg 


agtgctgagg 


agagagactg 


tgattgagga 


aggaatgtgt 


157260 




gagattgtga 


tgggaaggga 


cggggaaggg 


gttgtgatgg 


gaagggacat 


tctgagaaga 


157320 


35 


caggaggcct 


cagtggcaag 


cggcatttga 


gtccaacctt 


gaagttgatg 


aggaagaata 


157380 




ccacgtggtt 


tctctgagaa 


ctgttccagg 


cagacagatt 


agctgctact 


gtaaagggag 


157440 


40 


■ gagtgtgaga 


acgcccaaga 


aaaacacaag 


tgcagcctgt 


catgtacatg 


gtcacagcag 


157500 


gaagtctgtc 


cgctcctttt 


tttcccttgg 


acattctcct 


cagggaaccc 


ctcggcttgg 


157560 




tggcccagac 


tccatttttt 


tgttctcttc 


ggcatctata 


gttgttgttc 


cggaatattc 


157620 


45 


tccttaccat 


ggactctgta 


attttctctt 


ggcctaactc 


ttgttttgat 


agagcatatc 


157680 




ctgttattgt 


ctgagaaaga 


gttgcatggg 


aagtaatttt 


ttgtgactgt 


gtttctgaaa 


157740 


50 


gtgtctttat 


tctactcttg 


atagattggg 


tgtaggtttc 


tggtttggag 


gtaaattaca 


157800 


ttcagaatct 


tgaagtcatg 


gaacccactg 


tcttccagct 


tcaaatgtta 


acattgaaaa 


1578.60 




gtccagtgtt 


gttcctagtc 


ccagttcatt 


attcgtggcc 


taatatgact 


ctcacaaatc 


157920 


55 


tttggggata 


ttcttctggg 


gacatgctac 


ttctctacaa 


cattgtgaga 


tttcctgctg 


157980 




ctgtgtcttg 


gcgtgggcct 


tttccaggga 


ttgctactcc 


gtttttaatg 


aaaatccacg 


158040 


60 


ttgtggggac 


tgttcttgtg 


ttatttcttt 


gatcatttct 


tcccttctgc 


tttctcagtt 


158100 


cttcgtttaa 


ttctcaaagg 


aggtgatctc 


agttctcttg 


tcaagactca 


taactatagg 


158160 




ttgcttgact 


tgctaaattc 


tctcattttt 


tgattgaact 


cctattgtcc 


atctttgtct 


158220 
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tattcccctt ctgggattca ttccactttt atcttctgtt ccttctgtta ccagttttat 158280 

ttctgctgtc atttttaatg tttaagagac tggtctggtc ctgactgtcc cttttctata 15834 0 

5 ttacacaggc atttgttcct gtttcgaagc tccctagtat ctcatttttg ctaaatgtat 158400 

tttagaataa gtccttccat tttgcctggt tttcccctgg acggctttta aatattcctt 158460 

tcaggagggc ttgctcccct ttcaccttgc aggctttcct cttgcttgac ttgagcctaa 158520 

10 

■ tgaggcaccc aagctgacag aaagccatga ctgtgctcct tagctcctgg acttctctgt 158580 

gacattgtgg gccagcttgc tttgtccgtt tctttgtctt atctttgaag agtttcagtt 158640 

15 tctcccgagg aaggaccttc tgtttccagc ctgggaaata tcattgctct tattttgaaa 158700 

ttggccagat aaggggactg gagatttgtc attcccttag tcctctagtt ctgggttacg 158760 

agaacattcc tgcttctttc tctttgtcta tttcatcatc gaggcggctc aggatagagc 158820 

20 

tgagaatctg cattctaaca gcttgaacac cgttcagaca gcatccctgc cactcacccc 158880 

attcttcatt accttccatg tgtgacaaag gggcctgttc ccatggcctc caggctctgc 158940 

25 tgcccgatcc ttgcatctgc tgtagcgtgg tttacagtta acaacgcctc ttaaaagcat 159000 

tgaaaatgga attgcttttt aactttttcc cccatttcct gtttcagatt cattttcctt 159060 

ttttaaaata atgttttatt tacttaaaca gttattgttt gattgatttt caggagaaga 159120 

30 

s^ggggcagaa tgtagccctc cgccatctga acctggaagt ccggaatgtg ctcacaccac 159180 

cggtttccag tgtttggaag aacattgggg tatcagtgtt ctgttgctcc acagcacatg 159240 

35 gccgtacatt tagtggctta aaattacccc catttattac ttctcattgc atagatcaaa 159300 

acccccgggc atggcatggc caggttttct gctcagcttc tcacaggctg gaatcaagct 159360 

gtcagctagg ctgtggtttc atctgaggct ggggagctca cgaggctctt ggtagaattc 159420 

40 

agtcccttgc acttgtagaa ' ctggtctcat tttcttgcta actgtacttg ctaactgtag 159480 

gacagaggtt ccctgtttct tgctggctgt ccccactttt tttttttttt tttttttttg 159540 

45 acatggagtc tggctctgtc gcccaggctg gagtgcaatg gcacaatctt ggctcactgc 159600 

aacctctgcc tcccaggttc aagccgttct cctgcctcag cctcccaagt acctgggatt 159660 

acaggcacgc gccaccgtac ccagctaatt tttgtatttt tagtagagat gaggtttcac 159720 

50 

catgttgctc aggctggtat tgacctcctg acctcagata atccacctgc ctcagcctcc 159780 

caaagtgctg ggattacagg cgtgagccac cgcgcccagc ccgtccccac tttcttgaca 159840 

55 gcttctcttg agtcaggtcc tagctcctta gccctctcac atgtagctac atcttcacct 159900 

gcttcctgat ctcaggaacg gcctgatccc tttttaaagg ctcatgtgat ttggtcaggt 159960 

gctcactcag gacatcaagt ctcactttga gtaactaaaa gtcagctggt tagtaaccta 160020 

60 

gccatgggaa ttcccatcac attcacaagt cccattcacc ttcggggggg aattacacca 160080 

tgtacccaag gacagggatg ggttctttga ggccatctta aacttctacc taccaaaact 160140 
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ggcactattc 


gttagttctt 


ggttttattt 


atttattttt 


tttttttgag 


acggagtttt 


160200 




gctcttgttg 


accaggctag 


agtgcaatgg 


catgaccttg 


gctcaccaca 


acctctgcct 


160260 


5 


ccaggattca 


agcgattctc 


ctgcctcagc 


gtcccgagta 


gctgggatta 


caggcatgta 


160320 




ctgccacgcc 


cggctaattt 


tgtattttta 


gtagagacag 


ggtttctcca 


tattggtcag 


160380 


10 


gctggtcttg 


aactcctgac 


ctcaggtgat 


ccacctgctt 


cgccctccaa 


aattgctggg 


160440 


attacaggca 


tgagccacca 


tgcctggcca 


gttcttgttc 


tttttctaag 


ggataattcc 


160500 




cttatttagc 


agaatcattt 


ttaagaagtt 


taaggtttta 


aaatgcctaa 


acataaatat 


160560 


15 


tataaaagat 


ttaaatatct 


ttaatccctt 


gggggaaatg 


gggaaatgtt 


ggttaaaggt 


160620 




tacaaacttt 


caattacaag 


aggaacgagt 


tctgatgtcc 


ctgggtttca 


cctggattct 


160680 


20 


atgagacacg 


cacacactag 


atttcaaaac 


cacttactat 


ttgtcacaat 


ctttatttgg 


160740 


tacccttgga 


aattatggtt 


cagcttaaag 


gaagagatat 


acagaaaaaa 


gtctagtaag 


160800 




tatttaaact 


tttaaatttc 


tatttttctt 


aattctacct 


ctaaaattta 


gggggttttt 


160860 


25 


tgtttttgtt 


tttgtctgtc 


tgatgcgaag 


aatcaattga 


agtgattgtg 


cttatcacgt 


160920 




tcatttttat 


tctagagtgt 


gtggagccat 


cctactcaac 


ctgctgaaaa 


gtgaggtaga 


160980 


30 


ctttcccagt 


gcccagaaac 


agcaaatgtt 


tttccagaag 


ctgtattagc 


ctctgggggc 


161040 


cactttttat 


tgggggagcc 


cacccccaat 


atttcaacat 


aggttctttc 


tattttccgt 


161100 




aagtgtcggc 


tggctgagaa 


atagagacag 


tacaaagaga 


ggaatgtti'ac 


agctgggcca 


161160 


35 


ccggggtgac 


atcacatttc 


ggtaggaccg 


tgatgcccgc 


ctgagtctca 


gaccagcaag 


161220 




tttttattat 


gggtttcaaa 


aggggagggg 


gcgtaaaaca 


gggagtaggt 


acaaagatca 


161280 


40 


catgcttcaa 


agggcaaaaa 


gcagaactac 


taataagggt 


ctaacaaaga 


tcacatgctc 


161340 


ctgagggaac 


aggacaaagg 


gcaaaagcag 


aaccactgat 


gagggtccat 


gttcagcagt 


161400 




gcctgtatgt 


cttgataaac 


atcttaaaca 


acagaaaaca 


gggttcaaga 


gcagagaact 


161460 


45 


ggtctgacca 


caaatttacc 


agagtgtagt 


tttcccaacc 


ctagtaagcc 


tgagggtacg 


161520 




tcaggagacc 


agggcgcatc 


tcagtcctta 


tctcaaccgc 


ataagacaga 


cattcccaga 


161580 


50 


gcggccattt 


atagacctcc 


ctccaggaat 


gcattccttt 


cccagggtac 


taatattaat 


161640 


attccttgct 


agaaaaagaa 


tttagcgata 


tcttccctac 


ttgcacgtcc 


atttataggc 


161700 




tctctgcaag 


aagaaaaata 


gggctttttt 


tgcctgaccc 


cacaggcagt 


cagaccttat 


161760 


55 


ggttatcttc 


ccttgttccc 


taaaaatcgc 


tgttactctg 


ttctttttca 


aggtgcactg 


161820 




atttcatatt 


gttcaaacac 


acgttttaca 


atcaatttat 


acagttaaca 


caattatcac 


161880 


60 


agtggtcctg 


aggtgatgta 


tatcctcagc 


ttatgaagat 


aacaggatta 


agagattaaa 


161940 


gtaaaggcag 


gcataagaaa 


ttataaaact 


agtatttggg 


aactgataaa 


cgtccatgaa 


162000 




atcttcacaa 


tttatgtttc 


tctgctgtgg 


ctccagctgg 


tccctccgtt 


cggggtccct 


162060 



wo 2005/071104 



PCT/AU2005/000078 



gacttcccgc aacaactttt aatgcacaga 
aatgcacttt tgcaaagaaa ctaagcatta 
5 gatagcgatt gaagaaggct gcacccacgt 
aaaagtttca gtttacctct tttaatgaaa 
tttgagttgc caaatgaact gtcatagaac 
taactcaaaa tcggggctgg gcatggtggc 
ccaaggtgaa acgatcactt gtggctggga 
15 ccccatctct agtagaactt t'aaaaattaa 
tacaggaatc agggctagct attattttaa 
aaactgaaca tctggattct ttgataccta 

20 

gctatgaaat gccacctccc aggagctgcc 
caagtgcaac accaagatgc aatctgaagt 

25 tagtctcacc atcccctgct aaaaagagaa 
gagtggagga gggttggggg aggacagttg 
ggtggcatcc actctgcaca gggctcagcc 
gcatcacagg aatgcatggc tgcttgctaa 
cagacagaga atgcattctc atgtcatcta 

35 gcatgttcat tcctgcatgc atctagcagg 
tcccttccct gacctctctc ttcctggtgt 
taagcagaat tgtttttttt ttaagtttag 

40 

aagagattta aatctctaat ctgttgtggt 
gagcaggttc taatgtacag cataacgatt 
45 accgagagag taaatcataa gtgtgttccc 
ggatatgcta attagacaga 'ttatgtaatc 
cacatggtac accttaaata catacaattt 

50 

gggaaaaata agctccccag agttaaactc 
ccactgcttt gtagcatttc tgcttccagg 
55 atggatttca gacagtccca ttcatatctc 
tttctgttca aatcactaga caccactgga 
catctgcact agaaggaagt ccttcacggt 
acatccgtac tgtattccca accatgtaag 
ttagacacat tttcttaaga tttctgggat 



87 

agcattaaaa gtggatgcta cctcagtctg 162120 
gcctaggaaa taagggactc attctaaaaa 1621^0 
acacattgct aatgtgggtg acatgaactc 162240 
gcactggaat aagctcttgg aaagcagggc 162300 
ttcacctact ttaatgctgg tattaattga 1623 60 
ttatgcctgt aatcccagca ctttgggagg 162420 
gttcaagaca gcctgggcaa tgcagtgaga 162480 
attttaaaaa atagctgtaa tcctcagaca 162540 
aaaaaatagg gtatcaacag ggattaggag 162600 
agagtgtagg gaacttggca aataaaccaa 162660 
acaagcttac aggttagctt taggatgttt 162720 
ccttagtttc gagatggggt ggggaaaaat 162780 
ggaaggatat tgttggaact gaggtgacag 162840 
gggacatgat ggcagggctg caggaaggga 162900 
aatgtgagca aatgaaaggc cattaaagct 162960 
agtcagtggc aagttaagcc aagaatgttg 163020 
cttgggtgca ttcagtggga aggcttgttg 163080 
tgttcgctga accttcaccc tgggccacac 163140 
cttcaaataa tctggggata aatctcttat 163200 
agttctaaaa tgtctaaata taagcattat 163260 
aatggggcaa tgttggttaa aggataagat 163320 
atagttagta ataatgcata cttgacattt 163380 
cacggaaaaa aggtaattat gggaggggat 1634 40 
atttcacaat gtatatgcat atcaaatcat 163500 
tcatttatcc atcatacctt aataaagttg 163560 
cccaatgaca gggaaaaccc cagcttcctt 163620 
agatgatacg aaactacctc aaaaaggcac 163680 
aggatttcat tcctggttct tcacagtttc 163740 
acaggtgcat cttctcttca ttttgtcagt 163800 
gttgtatata ttttaatttt ttaaaaaagg 163860 
ttacaggtat agaaagtaga aatgaaatga 163920 
acaagcaatc ctacatttta aaactgccat 163980 
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cgaatacatt atcacgtttt tatttttatg ttttatttta tatttaagtt gaaaaaagta 164040 
aactattttg aaaaaatagt tataatcata tcacccagga acaotatttt gcatgcaatg 164100 
5 atctgatttt attttctgag tgcggtttac aaaatccgta tcttgtatca aattttgtgc 164160 
cctgcttttc tcactttaaa gtatgtgtcc ttttcagaaa aattccattt taaagagctg 164220 
tatactattt catagcatga atttactata acttatttac ctattttatt ttgctacttt 164280 
gaagattttt ttaatttttt cacaacaatg acatctttgt atattcattt ttgttcctct 164340 
tccagacgga tttatagata tgtggattat ttgttttcaa agtattacct ataagataac 164400 
15 aaaattctag aacggcagca ctggaactct gaoaggattg tgttcagatt tccttaacac 164460 
tgatgtagto ctctgctgtt acttcatgcc aatgttttcc ocacctcttc catgtcatgg 164520 
catacataga aaactttttt atggcatcgt ggatgaoata aaggccctag gctgctctaa 164580 
accagagatt tcagagtggt atgcttacag tgagctcctc ccaaccgccc agcccggagg 164640 
gctggagcac caggctctgt gcacagcagc tctgctatag acagctctgg ataatcctgc 164700 
25 ctccctgtot cttcctgtga atttcttttt ctttctttct gagaoggoat ctcactotgt 164760 
cccccatgot ggagtgcaat ggcgctatct cagctoactg caacttccac ctcttgggtt 164820 
caagtgattc tottgoctoa gactccoaag tagctgggat tacaggoatg caccactaca 164880 
cccagctaat tttgtatttt tagtagagac agggtttcac catgttggcc aggctggtct 164940 
cgaaitcctg aoottaggtg atccacccgc ctcggcctcc caaagtgctg tgattacagg 165000 
35 cgtgagccac tgtgcotggc cttttttttt tttttttttt ttttttgagg cagagtcttg 165060 
ctctgtcacc caggctggag tgcagtggtg caatctcagc tcactgcgac ctccgcctcc 165120 
ggggttcaag cgattctcgt gcctcagtct ccgagtagct gggattacag atgcctgcca 165180 
ccacgcctgg ctaattttta tatttttagt agaaaccggg tttcaotatg ttgaccaggt 165240 
gggtcttgaa ctcctgacct tgggtgattc gcctgcctcg gcctcaoaaa gtgttgagat 165300 
45 tacaggcgtg agccactgcg cccaggcctg tgaatttttt ccatgaaaaa caaagtctaa 165360 
accagaatgg aatcgtcttt gtgaaatttg ctctaatatg gattcaattt tcagtgacag 165420 
gggtaaatgt aaggcttagg tttgctgtcc atcaggccca ctggaaaacc ctcccgcccc 165480 
ccacgogcca cctcccgtcc tcttctggtt gatgggctcc cctgtcgccg caatccccac 165540 
tttgactcaa gtctactgca ttgggtcagt agctttctga aggtoaaogc ggctgctctt 165500 
55 tctctttggc cgactggcgt tccctatacg ttctgaoagc tottcgtgaa aggcgttagg 165660 
ctccatttca attagtgcac cggcgggggg agagctgttt gtcagaatct aatttcctcg 165720 
ctagcagttt actgccttta ccgcaaacag aacgagccao ttgaatagaa tggcaagtat 165780 
ttttttttcc ccaagcaaat ctctgctcat gtgaacactt aggcaattac tgcacttgtc 165840 
actgtgccgt taaagtgtgg gtgtgtagga gctgcatttt ccagtgatgc cagacttgaa 165900 
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gagaaagagc gtgtgtgaca 
gggagctaac agtgcaggtc 
5 agtggctcat gcctgtaatc 
tcgggagttc aagaccagcc 
aaattagctg ggcgtgatga 

10 

gagaatcact tgaacctggg 
ccagcctggg ttacagagta 
15 tcagattcct aaattccaag 
aatgtctaat gactatcact 
cagagtctca ctctgtcacc 

20 

ctctgcctcc cgggttcaag 
acgcaccgcc atgcccggct 
25 caccatcttg gacaggatgg 
ccaaagtgct gggattacag 
gttcatgagc tctacctaag 

30 

tggccccgga ggctgtgtgg 
ctttgtcaag ttcgaaatgt 
35 tgatgctctt gttttgtgat 
cttcttttga aagaagagaa 

atgtttattt acatatacac 

40 

gtgcaccgtt tcacatagtt 
tctcttacta aatttccagc 
45 attaaattga acacttcatt 
ggagttctcg tgactgcttt 
gggagttctc tcaacatctg 

50 

cctcctgctc cagccgtgtg 
cttcctgagg cctcccaaga 
55 aaacctgtta aacctctttt 
caaaaactga ctgatacaca 
tccaggctta ttcatcctac 

60 

ttcccgccac cacccccacc 
ttataaatta tattataaat 



89 

catttgaatg aaaatgtcat 
tctatagaag agatgttaaa 
ccagcacttt gggaggccac 
tggccaacat ggggaaaccc 
cgcatgcctg aaatcccaac 
aggcagaggt tgtagtgagc 
agactctgtc tcaaaacaaa 
cattatccaa ttatctcaag 
ttgcttcatt tttttgtttg 
caggctggag tgcagtggca 
caattctcct gtctcctccc 
aattttttgt attttttttt 
tcttgatctc ctgacctcgt 
gcatgagcca ccatgcccgg 
tttcagcata aggggagaat 
gctcttcctg cctgtcagcc 
tagcccacct gccaagtagg 
tggtgttctt aaaattttaa 
agtatacttt ttaaaattat 
acaaacacgt agaagtttac 
accctttttg gtgtgtgtgg 
atacatgatg atttggatgt 
gttggaggtg gggcccggta 
agtaccgtcc gccccacacc 
gctgtttaag tgtgtgtagc 
agaagcctgc tcccccttcc 
agcagaagct gccatcttcc 
ctttatcaat cacccagtgc 
tgacaatatt attcactgca 
atagtggaca ctttctacac 
ccccttattt tgcttatttt 
cacagaatct ccttttgtat 



cacaccaagt 


atatcctgta 


165960 


tatgagctca 


ggcctggctc 


166020 


ggcgggcgga 


tcacctgagg 


166080 


cgtgtctacc 


aaaaatacaa 


166140 


tacttgggag 


gctgaggcag 


166200 


caagatagtg 


cctctaccct 


166260 


caaaaaagat 


aaatatgagc 


166320 


ggataaaata 


aaattctcaa 


166380 


tttgtttctt 


tgttttgaga 


166440 


tgatctcggc 


tcagtgcagc 


166500 


tagtagctgg 


gactacaggc 


166560 


ttttagtaga 


gacagggttt 


166620 


gatccacctg 


cctcagcctc 


166680 


ccactttgct 


ttgttttaat 


166740 


atggagagag 


gaacaagggc 


166800 


ttggaagcac 


agttccacgt 


166860 


attacaaacg 


catttttaaa 


166920 


tttgaaatga 


gtatttttct 


166980 


acctatttaa 


ggtatatgtg 


167040 


ttcagtcaag 


caaatgacat 


167100 


tgaaagtacc 


taaattctac 


167160 


gtgtccccac 


caaacctcac 


167220 


ggtcattgga 


ccgtgggggt 


167280 


ccacccccgg 


gtactgtaca 


167340 


acttcccccc 


tttctgtatt 


167400 


ccttccacca 


tgactggaag 


167460 


tgtacagccg 


gcagaaccat 


167520 


caggttcctt 


tagagcaatg 


167580 


gtcttagcat 


tcttcacatc 


167640 


ttcaatctcc 


atctcctcaa 


167700 


gcaaaatgtc 


ctcaggttaa 


167760 


agctgaaaaa 


aatattctaa 


167820 
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tgtgtacaca 


taccacagtt 


tctttgtcca 


ttcatccatc 


aatggcccca 


cgggttgttt 


167880 




acatatcttg 


gctcttagga 


atcctgctgt 


gataaacagg 


ggtaccgata 


ttttcatgag 


167940 


5 


gtggtgatgt 


cattttgcaa 


agagggattg 


ctgggtcggg 


gccacatact 


gttttcctta 


168000 




atggccgcac 


caatctacag 


tctcaccagc 


agcgaaccag 


ggttcccctt 


tctacacacc 


168060 


10 


ctcaccgaca 


tttgtgatct 


cctctttttt 


atcatagcca 


ttctaacaag 


ggctcatgtg 


168120 


gttgtaattt 


gcatttcctt 


catgattaga 


ggtgttgagt 


acctttatca 


tatacccgtt 


168180 




ggctgttttt 


atttcttctt 


tggagaaatg 


tctatttagg 


ttctttgcct 


tttttttttt 


168240 


15 


tttttgagat 


ggagtctcgc 


tgttgtcggc 


aggggctgga 


gtgcagtggt 


gcgatctcgg 


168300 




ctcactgcaa 


cccccacctc 


ccgggttcca 


gcaattctcc 


cacctcagcc 


tcctgagtag 


168360 


20 


ctgagattac 


aggcacccac 


cacctcacct 


ggctaatttt 


tgtattttta 


gtagacacag 


168420 


ggtttcacca 


ttttggccag 


gctgggctcg 


aactcctgac 


ctcatgtgat 


ccacccccac 


168480 




caccttggcc 


tcccatagtg 


ctgggattac 


aggtgtgagg 


caccgcaccc 


ggccctttgc 


168540 


25 


ccatttttaa 


ttgggttatt 


tggtattttg 


ctactgaatt 


gtatgagttc 


cttatatttt 


168600 




ccagatatta 


accccttatc 


caatatgtgg 


tttgcaaata 


tttcctccca 


atctgtttgc 


168660 


30 


tgggttttca 


ttttgttggt 


tattttcttt 


gctgtgcaga 


agcttttcag 


tttgatgtag 


168720 


ccctacttac 


ttaaatattt 


tctcttttat 


tgcctgtgct 


tttggtgaga 


tatccaaaaa 


168780 




atccttgcca 


agttcaatct 


caagaagctt 


tctagctatg 


ttttcttcca 


ggagtttcat 


168840 


35 


gatttcaggt 


cttacattta 


ggtccttaat 


ccattttgag 


ttgatttcgt 


atatggtgta 


168900 




agataaggat 


gcattttcat 


tcttttgcat 


gtggatatcc 


agttttgcca 


ataccattta 


168960 


40 


ctgaagagac 


tatctttttt 


ccattgtgtc 


ttcttgattg 


cttaagtata 


ctttaaaata 


169020 


gatactttaa 


attagtctgc 


acaaaagaaa 


atgttattca 


taagccttat 


taaaaacaaa 


169080 




ttgttctaat 


taaataaaca 


atgatcaaga 


tgcagaaact 


tctccaacta 


aaagctctta 


169140 


45 


ttggatagaa 


atggttttta 


ataataattt 


cttaaaaatg 


ctgagtttta 


acttctagtg 


169200 




gggaatttca 


caaaatttaa 


aaatacacag 


aggtccttga 


aaacaggtca 


tacataccat 


169260 


50 


gtgcttggag 


ctgttaccgc 


tcacactgaa 


cgcagggcgg 


gctctgtgct 


ttttaccaaa 


169320 


atatcagcga 


actctgctga 


gtctgtgcac 


aggctctgtt 


cagtaagctt 


tagctgcagt 


169380 




tcatccttgg 


gctctggtgg 


ctgagcccac 


gccaagtccc 


tctgctgcac 


ctggtggggt 


169440 


55 


tccagtttca 


ccgctgagtg 


actgtgacca 


cacctatggc 


tgggtagctg 


cacagtctct 


169500 




gggtttgatt 


tatttaatgg 


atcaaagttc 


agtccattct 


ctctgttggt 


cagagttttg 


169560 


60 


cattttaaaa 


ccatgtaccc 


ttagggtgca 


ctttcaaact 


cccaggcctt 


tgggcaccag 


169620 


gggcaggcag 


ggacggccgg 


cttcagagca 


cacacctaag 


ttcaaaattg 


ttgaactctg 


169680 




cagtcttttt 


tttttttttt 


tttgagacag 


agtctcgctc 


tgtcttcagg 


ctggagtgca 


169740 
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gtggcgcgat ctcggctcag tgtgacctcc acctcccggg ttcaagcaat tctcctgcct 169800 
cagcctcctg agtagctggg actacagaca tgcaccacca cgcccggcta attttttttt 1698 60 

tttttttttt ttttttttag tagagacggg gtttcaccat gttgatcagg atggtctcga 169920 
tcatctggac ctcatgatcc acccgccttg gccacccaaa gtgctgggat tccaggcgtg 169980 
agccactgca cccggcccac a 170001 



<210> 2 

<211> 14756 

<212> DNA 

15 <213> FAT cDNA 

<220> 

<221> CDS 

<222> (187) . . (13959) 
20 <223> 



<400> 2 

ctgggcggcc gggcgcgggg agagggcgcg ggagcggctc gtgcggcagg taccatgcgg 60 

acgcgcgagc ccggcgaggc cccggcaggc ccgtccctgc tcgggggcgc gctgagacgg 120 

cgggtgagct ccacgagagc gccgtcgcca cttcgggcca actttgcg^t tcccgacagt 180 



taagca atg ggg aga cat ttg get ttg etc ctg ctt ctg etc ett etc 228 
30 Met Gly Arg His Leu Ala Leu Leu Leu Leu Leu Leu Leu Leu 

1 5 10 , 

ttc caa cat ttt gga gac- agt gat ggc age caa cga ett gaa eag act 276 
Phe Gin His Phe Gly Asp Ser Asp Gly Ser Gin Arg Leu Glu Gin Thr 
35 15 20 25 30 

cct ctg eag ttt aca cac etc gag tac aac gte ace gtg eag gag aac 324 

Pro Leu Gin Phe Thr His Leu Glu Tyr Asn Val Thr Val Gin Glu Asn 
35 40 45 

40 

tct gca get aag act tat gtg ggg cat cct gtc aag atg ggt gtt tac 372 

Ser Ala Ala Lys Thr Tyr Val Gly His Pro Val Lys Met Gly Val Tyr 
50 55 60 

45 att aca cat cea gcg tgg gaa gta agg tac aaa att gtt tec gga gac 420 
lie Thr His Pro Ala Trp Glu Val Arg Tyr Lys He Val Ser Gly Asp 
65 70 75 

agt gaa aac ctg ttc aaa get gaa gag tac att etc gga gac ttt tgc 468 
50 Ser Glu Asn Leu Phe Lys Ala Glu Glu Tyr He Leu Gly Asp Phe Cys 
80 85 90 

ttt eta aga ata agg ace aaa gga gga aat aca get att ett aat aga 516 
Phe Leu Arg He Arg Thr Lys Gly Gly Asn Thr Ala He Leu Asn Arg 
55 95 100 105 110 

gaa gtg aag gat cac tac aca ttg ata gtg aaa gca ctt gaa aaa aat 564 
Glu Val Lys Asp His Tyr Thr Leu He Val Lys Ala Leu Glu Lys Asn 
115 120 125 



act aat gtg gag gcg cga aca aag gtc agg gtg eag gtg ctg gat aca 612 
Thr Asn Val Glu Ala Arg Thr Lys Val Arg Val Gin Val Leu Asp Thr 
130 135 140 
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aat gac ttg aga ccg tta ttc tea ccc acc tea tac age gtt tct tta 660 
Asn Asp Leu Arg Pro Leu Phe Ser Pro Thr Ser Tyr Ser Val Ser Leu 
145 150 155 

5 cct gaa aac aca got ata agg acc agt ate gca aga gtc age gee aeg 708 
Pro Glu Asn Thr Ala lie Arg Thr Ser He Ala Arg Val Ser Ala Thr 

160 165 170 

gat gca gac ata gga acc aac ggg gaa ttt tac tac agt ttt aaa gat 756 
10 Asp Ala Asp He Gly Thr Asn Gly Glu Phe Tyr Tyr Ser Phe Lys Asp 
175 180 185 190 

cga aca gat atg ttt get att cae cea ace agt ggt gtg ata gtg tta 804 
Arg Thr Asp Met Phe Ala lie His Pro Thr Ser Gly Val He Val Leu 
15 195 200 205 

act ggt aga ett gat tac eta gag acc aag etc tat gag atg gaa ate 852 
Thr Gly Arg Leu Asp Tyr Leu Glu Thr Lys Leu Tyr Glu Met Glu He 
210 215 220 



20 



40 



60 



etc get gcg gac cgt ggc atg aag ttg tat ggg age agt ggc ate age 900 
Leu Ala Ala Asp Arg Gly Met Lys Leu Tyr Gly Ser Ser Gly He Ser 
225 230 235 



25 age atg gee aag eta aeg gtg cae ate gaa cag gee aat gaa tgt get 
Ser Met Ala Lys Leu Thr Val His He Glu Gin Ala Asn Glu Cys Ala 
240 245 250 



948 



ccg gtg ata aca gca gtg aca ttg tea cea tea gaa etg gac agg gac 996 

30 Pro Val He Thr Ala Val Thr Leu Ser Pro Ser Glu Leu Asp Arg Asp 

255 260 265 270 

cea gca tat gca att gtg aca gtg gat gac tge gat cag ggt gee aat 1044 

Pro Ala Tyr Ala He Val Thr Val Asp Asp Cys Asp Gin Gly Ala Asn 

35 275 280 285 

ggt gac ata gca tct tta age ate gtg gca ggt gac ett etc cag cag 1092 

Gly Asp He Ala Ser Leu Ser He Val Ala Gly Asp Leu Leu Gin Gin 

290 295 300 



ttt aga aca gtg agg tec ttt cea ggg agt aag gag tat" aaa gtc aaa 1140 
Phe Arg Thr Val Arg Ser .Phe Pro Gly Ser Lys Glu Tyr Lys Val Lys 
305 310 315 



45 gee ate ggt gac att gat tgg gac agt eat cet ttc ggc tac aat etc 1188 
Ala He Gly Asp He Asp Trp Asp Ser His Pro Phe Gly Tyr Asn Leu 
320 325 330 

aca eta cag get aaa gat aaa gga act ccg ccc cag ttc tct -tct gtt 1236 
50 Thr Leu Gin Ala Lys Asp Lys Gly Thr Pro Pro Gin Phe Ser Ser Val 
335 340 345 350 

aaa gtc att cae' gtg act tct cea cag ttc aaa gee ggg cea gtc aag 1284 
Lys Val He His Val Thr Ser Pro Gin Phe Lys Ala Gly Pro Val Lys 
55 355 360 365 

ttt gaa aag gat gtt tac aga gca gaa ata agt gaa ttt get cct ccc 1332 
Phe Glu Lys Asp Val Tyr Arg Ala Glu He Ser Glu Phe Ala Pro Pro 
370 375 380 



aac aca cct gtg gtc atg gta aag gee att cct get tat tee cat ttg 1380 
Asn Thr Pro Val Val Met Val. Lys Ala He Pro Ala Tyr Ser His Leu 
385 390 395 
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agg tat gtt ttt aaa agg aca cct gga aaa get aaa ttc agt tta aat 1428 
Arg Tyr Val Phe Lys Arg Thr Pro Gly Lys Ala Lys Phe Ser Leu Asn 
400 405 410 

5 tac aac act ggt etc att tct att tta gaa cca gtt aaa aga cag cag 1476 
Tyr Asn Thr Gly Leu lie Ser lie Leu Glu Pro Val Lys Arg Gin Gin 
415 ' 420 425 430 

gca gcc cat ttt gaa ctt gaa gta aca aca agt gac aga aaa gcg tec ' 1524 
10 Ala Ala His Phe Glu Leu Glu Val Thr Thr Ser Asp Arg Lys Ala Ser 

435 440 445 

ace aag gtc ttg gtg aaa gtc tta ggt gca aat age aat ccc cct gaa 1572 
Thr Lys Val Leu Val Lys Val Leu Gly Ala Asn Ser Asn Pro Pro Glu 
15 450 455 460 

ttt acc cag aca gcg tac aaa get get ttt gat gag aac gtg ccc att 1620 
Phe Thr Gin Thr Ala Tyr Lys Ala Ala Phe Asp Glu Asn Val Pro lie 
465 470 475 

20 

ggt act act ate atg age ctg agt gcc gta gac cct gat gag ggt gag 1668 
Gly Thr Thr lie Met Ser Leu Ser Ala Val Asp Pro Asp Glu Gly Glu 
480 485 490 

25 aat ggg tac gtg aca tac agt ate gca aat tta aat cat gtg ccg ttt 1716 
Asn Gly Tyr Val Thr Tyr Ser He Ala Asn Leu Asn His Val Pro Phe 
495 » 500 ' 505 510 

gcg att gac cat ttc act ggt gcc gtg agt acg tea gaa aac ctg gac 1764 
30 Ala He Asp His Phe Thr Gly Ala Val Ser Thr Ser Glu Asn Leu Asp 

515 520 '525 

tac gaa ctg atg cct egg gtt tat act ctg agg att cgt gca tea gac 1812 
Tyr Glu Leu Met Pro Arg Val Tyr Thr Leu Arg He Arg Ala Ser Asp 
35 530 535 540 

tgg ggc ttg ccg tac cgc egg gaa gtc gaa gtc ctt get aca att act 1860 
Trp Gly Leu Pro Tyr Arg Arg Glu Val Glu Val Leu Ala Thr He Thr 

545 550 555 

40 

etc aat aac ttg aat gac aac aca cct ttg ttt gag aaa ata aat tgt 1908 
Leu Asn Asn Leu Asn Asp Asn Thr Pro Leu Phe Glu Lys He Asn Cys 
560 565 570 

45 gaa ggg aca att ccc aga gat eta ggc gtg gga gag caa ata acc act 1956 
Glu Gly Thr He Pro Arg Asp Leu (31y Val Gly Glu Gin He Thr Thr 
575 580 585 590 

gtt tct get att gat gca gat gaa ctt cag ttg gta cag tat cag att 2004 
50 Val Ser Ala He Asp Ala Asp Glu Leu Gin Leu Val Gin Tyr Gin He 

595 600 605 

gaa get gga aat gaa ctg gat ttg ttt agt tta aac ccc aac teg ggg 2052 
Glu Ala Gly Asn Glu Leu Asp Leu Phe Ser Leu Asn Pro Asn Ser Gly 
55 610 615 620 

gta ttg tea tta aag ega teg eta atg gat ggc tta ggt gca aag gtg 2100 
Val Leu Ser Leu Lys Arg Ser Leu Met Asp Gly Leu Gly Ala Lys Val 
625 630 635 

60 

tct ttc eac agt ctg aga ate aca get aca gat gga gaa aat ttt gcc 2148 
Ser Phe His Ser Leu Arg He Thr Ala Thr Asp Gly Glu Asn Phe Ala 
640 645 650 
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aca cca tta tat ate aac ata aca gtg get gcc agt cac aag ctg gta 2196 
Thr Pro Leu Tyr lie Asn lie Thr Val Ala Ala Ser His Lys Leu Val 
655 660 665 670 

5 aac ttg cag tgt gaa gag act ggt gtt gcc aaa atg ctg gca gag aag 2244 
Asn Leu Gin Cys Glu Glu Thr Gly Val Ala Lys Met Leu Ala Glu Lys 
675 680 685 

etc ctg cag gca aat aaa tta cac aac cag gga gag gtg gag gat att 2292 
10 Leu Leu Gin Ala Asn Lys Leu His Asn Gin Gly Glu Val Glu Asp lie 
690 695 700 

ttc ttc gat tct cac tct gtc aat get cac ata ccg cag ttt aga age 2340 
Phe Phe Asp Ser His Ser Val Asn Ala His lie Pro Gin Phe Arg Ser 
15 705 710 715 

act ctt ccg act ggt att cag gta aag gaa aac cag cet gtg ggt tec 2388 
Thr Leu Pro Thr Gly lie Gin Val Lys Glu Asn Gin Pro Val Gly Ser 
720 725 730 



20 



40 



60 



agt gta att ttc atg aac tec act gac ctt gac act ggc ttc aat gga 2436 
Ser Val lie Phe Met Asn Ser Thr Asp Leu Asp Thr Gly Phe Asn Gly 
735 740 745 750 



25 aaa ctg gtc tat get gtt tct gga gga aat gag gat agt tgc ttc atg 2484 
Lys Leu Val Tyr Ala Val Ser Gly Gly Asn Glu Asp Ser Cys Phe Met 
755 760 765 

att gat atg gaa aca gga atg ctg aaa att tta tct cet ctt gac cgt 2532 
30 lie Asp Met Glu Thr Gly Met Leu Lys lie Leu Ser Pro Leu Asp Arg 
770 775 780 

gaa aca aca gac aaa tae ace ctg aat att ace gtc tat gac ctt ggg 2580 
Glu Thr Thr Asp Lys Tyr Thr Leu Asn lie Thr Val Tyr Asp Leu Gly 
35 785 790 795 

ata.ccc cag aag get gcg tgg cgt ' ctt eta eat gtc gtg gtt gtc gat ' 2628 
lie Pro Gin Lys Ala Ala Trp Arg Leu Leu His Val Val Val Val Asp 

800 805 810 - 



gcc aat gat aat cca ccc gag ttt tta cag gag age tat ttt gtg gaa 267 6 

Ala Asn Asp Asn Pro Pro Glu Phe Leu Gin Glu Ser Tyr Phe Val Glu 
815 820 825 830 



45 gtg agt gaa gac aag gag gta cat agt gaa ate ate cag gtt gaa gee 2724 
Val Ser Glu Asp Lys Glu Val His Ser Glu lie lie Gin Val Glu Ala 
835 840 845 

aca gat aaa gac ctg ggg ccc aac gga cac gtg aeg tae tea att ctt 2772 
50 Thr Asp Lys Asp Leu Gly Pro Asn Gly His Val Thr Tyr Ser lie Leu 
850 855 860 

aca gac aca gac aca ttt tea att gac age gtg acg ggt gtt gtt aac 2820 
Thr Asp Thr Asp Thr Phe Ser lie Asp Ser Val Thr Gly Val Val Asn 
55 865 870 875 

ate gca cgc cet ctg gat cga gag ctg cag cat gag cac tec tta aag 28 68 

lie Ala Arg Pro Leu Asp Arg Glu Leu Gin His Glu His Ser Leu Lys 
880 885 890 



att gag gee agg gac caa gee aga gaa gag cet cag ctg ttc tee act 2916 
lie Glu Ala Arg Asp Gin Ala Arg Glu Glu Pro Gin Leu Phe Ser Thr 
895 900 905 910 
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gtc gtt gtg aaa gta tea eta gaa gat gtt aat gac aac cca cct aca 
Val Val Val Lys Val Ser Leu Glu Asp Val Asn Asp Asn Pro Pro Thr 
915 920 925 



2964 



ttt att cca cct aat tat cgt gtg aaa gtc cga gag gat ctt cca gaa 
Phe lie Pro Pro Asn Tyr Arg Val Lys Val Arg Glu Asp Leu Pro Glu 
930 935 940 



3012 



gga ace gtc ate atg tgg tta gaa gee cac gat cct gat tta ggt cag 
10 Gly Thr Val He Met Trp Leu Glu Ala His Asp Pro Asp Leu Gly Gin 
945 950 955 



3060 



15 



tct ggt cag gtg aga tac age ctt ctg gac cac gga gaa gga aac ttc 
Ser Gly Gin Val Arg Tyr Ser Leu Leu Asp His Gly Glu Gly Asn Phe 
960 965 970 



3108 



20 



25 



gat gtg gat aaa etc agt gga gca gtt agg ate gtc cag cag ttg gac 3156 
Asp Val Asp Lys Leu Ser Gly Ala Val Arg He Val Gin Gin Leu Asp 
975 980 985 990 

ttt gag aag aag caa gtg tat aat etc act gtg agg gee aaa gac aag 3204 
Phe Glu Lys Lys Gin Val Tyr Asn Leu Thr Val Arg Ala Lys Asp Lys 
995 1000 1005 

gga aag cca gtt tct ctg tct tct act tge tat gtt gaa gtt gag 3249 
Gly Lys Pro Val Ser Leu Ser Ser Thr Cys Tyr Val Glu Val Glu 
1010 1015 1020 



gtg gtt gat gtg aat gag aac ctg cac cca cee gtg ttt tec age 
30 Val Val Asp Val Asn Glu Asn Leu His Pro Pro Val Phe Ser Ser 
1025 1030 1035 



3294 



35 



ttt gtg gaa aag ggg aca gtg aaa gaa gat gca cct gtt ggt tea 
Phe Val Glu Lys Gly Thr Val Lys Glu Asp Ala Pro Val Gly Ser 
1040 1045 1050 



3339 



40 



45 



ttg gta atg acg 
Leu Val Met Thr 

1055 

ggg gag ate cga 
Gly Glu He Arg 
1070 

ttc aaa ata ggt 
Phe Lys He Gly 
1085 



gtg teg get cat gat 
Val Ser Ala His Asp 

1060 



gag gac gee gga aga gat 
Glu Asp Ala Gly Arg Asp 
1065 



tac tee att aga gat ggc tct gge gtt ggt gtt 
Tyr Ser He Arg Asp Gly Ser Gly Val Gly Val 
1075 1080 

gaa gag aca ggt gtc ata gag acg tea gat cga 
Glu Glu Thr Gly Val He Glu Thr Ser Asp Arg 
1090 1095 



3384 



3429 



3474 



ctg gac cgt gaa teg acc tec cat tat tgg eta aca gtc ttt gqa 
50 Leu Asp Arg Glu Ser Thr Ser His Tyr Trp Leu Thr Val Phe Ala 
1100 1105 1110 



3519 



55 



acc gat cag ggt 
Thr Asp Gin Gly 
1115 



gtc gtg cct ctt tea 
Val Val Pro Leu Ser 
1120 



teg ttc ata gag ate tac 
Ser Phe He Glu He Tyr 
1125 



3564 



60 



ata gag gtt gag gat gtc aat gac aat 
He Glu Val Glu Asp Val Asn Asp Asn 
1130 1135 



gca cca cag aca tea gag 
Ala Pro Gin Thr Ser G^u 
1140 



cct gtt tat tac 
Pro Val Tyr Tyr 
1145 



cca gaa ate atg gaa aat tct cct aaa gat gta 
Pro Glu He Met Glu • Asn Ser Pro Lys Asp Val 
1150 1155 



3609 



3654 
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tct gtg gtc cag ate gag gca ttt gat 
Ser Val Val Gin lie Glu Ala Phe Asp 
1160 1165 



cca gat teg age tet aat 
Pro Asp Ser Ser Ser Asn 
1170 



3699 



gac aag etc atg 
Asp Lys Leu Met 
1175 



tac aaa att aca agt 
Tyr Lys lie Thr Ser 
1180 



gga aat cca caa gga ttc 
Gly Asn Pro Gin Gly Phe 
1185 



3744 



ttt tea ata eat eet aaa aea ggt etc 
10 Phe Ser lie His Pro Lys Thr Gly Leu 

1190 1195 



ate aca act aeg tea agg 
He Thr Thr Thr Ser Arg 

1200 



3789 



15 



aag eta gae ega gaa cag caa gat gaa eac 
Lys Leu Asp Arg Glu Gin Gin Asp Glu His 
1205 1210 



ata tta gag gtt act 
He Leu Glu Val Thr 
1215 



3834 



20 



25 



gtg aca gac aat ggt agt ccc ccc aaa tea acc att gca aga gtc 
Val Thr Asp Asn Gly Ser Pro Pro Lys Ser Thr He Ala Arg Val 
1220 1225 1230 

att gtg aaa ate ctt gat gaa aat gac aac aaa eet cag ttt ctg 
He Val Lys He Leu Asp Glu Asn Asp Asn Lys Pro Gin Phe Leu 
1235 1240 1245 



caa aag tte tac aaa ate aga etc cct 
Gin Lys Phe Tyr Lys He Arg Leu Pro 
1250 1255 



gag egg gaa aag cca gae 
Glu Arg Glu Lys Pro Asp 
1260 



3879 



3924 



3969 



ega gaa aga aat gcc aga egg gag ecg etc tat egc gtc ata gee 
30 Arg Glu Arg Asn Ala Arg Arg Glu Pro Leu Tyr Arg Val He Ala 
1265 1270 1275 



4014 



35 



acc gac aag gat gag ggc ccc aat gca gaa ate tec tac age ate 
Thr Asp Lys Asp Glu Gly Pro Asn Ala Glu He Ser Tyr Ser He 
1280 1285 1290 



4059 



40 



45 



gaa gae ggg aat 
Glu Asp Gly Asn 

1295 

gga gtg gtt teg 
Gly Val Val Ser 
1310 

att ctt tea att 
He Leu Ser He 
1325 



gag cat ggc aaa ttt ttc ate gaa eeg aaa act 
Glu His Gly Lys Phe Phe He Glu Pro Lys Thr 
1300 1305 



tec aag agg ttt tea 
Ser Lys Arg Phe Ser 
1315 

aag gca gtt <3 gac aat 
Lys Ala Val Asp Asn 
1330 



gca get gga gaa tat gat 
Ala Ala Gly Glu Tyr Asp 
1320 

ggt egc cct caa aag tea 
Gly Arg Pro Gin Lys Ser 
1335 



4104 



4149 



4194 



tea acc ace aga etc cat att gaa tgg ate tec aag ccc aaa cag 
50 Ser Thr Thr Arg Leu His He Glu Trp He Ser Lys Pro Lys Gin 
1340 1345 1350 



4239 



55 



tec ctg gag ccc att tea ttt gaa gaa tea ttt ttt acc ttt act 
Ser Leu Glu Pro He Ser Phe Glu Glu Ser Phe Phe Thr Phe Thr 
1355 1360 1365 



4284 



60 



gtg atg gaa agt 
Val Met Glu Ser 
1370 

gtg gag cct cct 
Val Glu Pro Pro 
1385 



gae ccc gtt get eac 
Asp Pro Val Ala His 
1375 

ggc ata ccc ctt tgg 
Gly He Pro Leu Trp 
1390 



atg att gga gta ata tct 4329 
Met He Gly Val He Ser 
1380 

ttt gac ate act ggt ggc 4374 
Phe Asp He Thr Gly Gly 
1395 
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aac tac gac agt cac ttc gat gtg gac aag gga act*gga acc ate 4419 

Asn Tyr Asp Ser His Phe Asp Val Asp Lys Gly Thr Gly Thr He 

1400 1405 . 1410 

5 att gtt gcc aaa cct ctt gat gca gaa cag aag tea aac tac aac 44 64 

He Val Ala Lys Pro Leu Asp Ala Glu Gin Lys Ser Asn Tyr Asn 

1415 1420 1425 

etc aca gtc gag get aca gat gga acc acc act ate etc act cag 4509 

10 Leu Thr Val Glu Ala Thr Asp Gly Thr Thr Thr lie Leu Thr Gin 

1430 1435 1440 

gta ttc ate aaa gta ata gac aca aat gac cat cgt cct cag ttt 4554 

Val Phe He Lys Val lie Asp Thr Asn Asp His Arg Pro Gin Phe 

15 1445 1450 1455 



20 



tct aca tea aag tat gaa gtt gtt att cct gaa gat aca geg cca 4599 
Ser Thr Ser Lys Tyr Glu Val Val lie Pro Glu Asp Thr Ala Pro 
1460 1465 1470 

gaa aca gaa att ttg caa ate agt get gtg gat cag gat gag aaa 4644 
Glu Thr Glu He Leu Gin He Ser Ala Val Asp Gin Asp Glu Lys 
1475 1480 1485 



25 aac aaa eta ate tac act ctg cag age agt aga gat cca etg agt 4689 

Asn Lys Leu He Tyr Thr Leu Gin Ser Ser Arg Asp Pro Leu Ser 

1490 1495 1500 

etc aag aaa ttt cgt ctt gat cct gca acc ggc tct etc tat act 4734 

30 Leu Lys Lys Phe Arg Leu Asp Pro Ala Thr Gly Ser Leu Tyr Thr 

1505 1510 1515 

tct gag aaa ctg gat cat gaa get gtt tea cca gca cac etc aeg 477 9 

Ser Glu Lys Leu Asp His Glu Ala Val Ser Pro Ala His Leu Thr 

35 1520 1525 1530 

gtc atg gta ega gat caa gat gtg cct gta aaa cge aac ttt gca 4824 

Val Met Val Arg Asp Gin Asp Val Pro Val Lys Arg Asn Phe Ala 

1535 1540 1545 



40 



agg att .gtg gtc aat gtc age gac acg aat -gac cac gee ecg tgg 4869 
Arg He Val Val Asn Val Ser Asp Thr Asn Asp His Ala Pro Trp 
1550 1555 1560 



45 ttc acc get tec tee tac aaa ggg egg gtt tat gaa teg gca gcc 4914 

Phe Thr Ala Ser Ser Tyr Lys Gly Arg Val Tyr Glu Ser Ala Ala 
1565 1570 1575 

gtt ggc tea gtt gtg ttg cag gtg acg get ctg gac aag gac aaa 4959 

50 Val Gly Ser Val Val Leu Gin Val Thr Ala Leu Asp Lys Asp Lys 
1580 1585 1590 

ggg aaa aat get gaa gtg, ctg tac teg ate gag tea gga aat att 5004 

Gly Lys Asn Ala Glu Val Leu Tyr Ser He Glu Ser Gly Asn He 
55 1595 1600 1605 

gga aat att gga aat tct ttt atg att gat cct gtc ttg ggc tct 5049 

Gly Asn He Gly Asn Ser Phe Met He Asp Pro Val Leu Gly Ser 
• 1610 1615 1620 



60 



att aaa act gcc aaa gaa tta gat cga agt aac caa gcg gag tat 5094 
He Lys Thr Ala Lys Glu Leu Asp Arg Ser Asn Gin Ala Glu Tyr 
1625 1630 1635 
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gat tta atg gta aaa get aca gat aag ggc agt cca cca atg agt 5139 

Asp Leu Met Val Lys Ala Thr Asp Lys Gly Ser Pro Pro Met Ser 
1640 1645 1650' 

5 gaa ata act tct gtg cgt ate ttt gtc aca att get gac aac gcc 5184 

Glu lie Thr Ser Val Arg lie Phe Val Thr lie Ala Asp Asn Ala 
1655 1660 1665 

tct ccg aag ttt aca tea aaa gaa tat tct gtt gaa ett agt gaa 522 9 

10 Ser Pro Lys Phe Thr Ser Lys Glu Tyr Ser Val Glu Leu Ser Glu 
1670 1675 1680 

act gtc age att' ggg agt ttc gtt ggg atg gtt aca gcc cat agt 5274 

Thr Val Ser lie Gly Ser Phe Val Gly Met Val Thr Ala His Ser 
15 1685 1690 1695 

caa tea tea gtg gtg tat gaa ata aaa gat gga aaf aca ggt gat 5319 

Gin Ser Ser Val Val Tyr Glu He Lys Asp Gly Asn Thr Gly Asp 
1700 1705 1710 



20 



40 



60 



get ttt gat att aat cea cat tct gga act ate ate act cag aaa 5364 
Ala Phe Asp He Asn Pro His Ser Gly Thr He He Thr Gin Lys 
1715 1720 1725 



25 gcc ctg gac ttt gaa act ttg ccc att tac aca ttg ata ata caa 5409 

Ala Leu Asp Phe Glu Thr Leu Pro He Tyr Thr Leu He He Gin 

1730 ■ 1735 1740 

gga act aac atg get ggt ttg tec act aat aca aeg gtt eta gtt 5454 

30 Gly Thr Asn Met Ala' Gly Leu Ser Thr Asn Thr Thr Val Leu Val 

1745 1750 1755 

eac ttg cag gat gag aat gac aac gcg cca gtt ttt atg cag gca 5499 

His Leu Gin Asp Glu Asn Asp Asn Ala Pro Val Phe Met Gin Ala 

35 1760 1765 1770 

gaa tat aca gga etc att agt gaa tea gcc tea att aac age gtg 5544 

Glu Tyr Thr Gly Leu He Ser Glu Ser Ala Ser He Asn Ser Val 

1775 1780 1785 



gtc eta aca gac agg aat gtc cca ctg gtg att ega gca get gat 558 9 

Val Leu Thr Asp Arg Asn Val Pro Leu Val He Arg Ala Ala Asp 
1790 1795 1800 



45 get gat aaa gac tea aat get ttg ett gta tat cac att gtt gaa 5634 

Ala Asp Lys Asp Ser Asn Ala Leu Leu Val Tyr His He Val Glu 
1805 1810 1815 

cca tct gta cac aca tat ttt get att gat tct age act ggt get 5679 

50 Pro Ser Val His Thr Tyr Phe Ala He Asp Ser Ser Thr Gly Ala 
1820 1825 1830 

att cat aca gta eta agt ctg gac tat gaa gaa aca agt att ttt 5724 

He His Thr Val Leu Ser Leu Asp Tyr Glu Glu Thr Ser He Phe 
55 1835 1840 1845 

eac ttt ace gtc caa gtg cat gac atg gga ace cca cgt tta ttt 5769 

His Phe Thr Val Gin Val His Asp Met Gly Thr Pro Arg Leu Phe 
1850 1855 1860 



get gag tat gca gcg aat gta aca gta cat gta att gac att aat 5814 
Ala Glu Tyr Ala Ala Asn Val Thr Val His Val He Asp He Asn 
1865 1870 1875 
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gac tgc ccc cct gtg ttt gcc aag cca tta tat gaa gca tct ctt 
Asp Cys Pro Pro Val Phe Ala Lys Pro Leu Tyr Glu Ala Ser Leu 
1880 1885 1890 



5859 



ttg . tta cca aca tac aaa gga gta aaa gtc ate aca gta aat get 
Leu Leu Pro Thr Tyr Lys Gly Val Lys Val He Thr Val Asn Ala 
1895 1900 1905 



5904 



aca gat get gat 
10 Thr Asp Ala Asp 

1910 



tea agt gea tte tea cag ttg att tac tec ate 
Ser Ser Ala Phe Ser Gin Leu He Tyr Ser He 
1915 1920 



5949 



15 



ace gaa gge aae 
Thr Glu Gly Asn 
1925 



ate ggg gag aag ttt tct atg gac tac aag act 
He Gly Glu Lys Phe Ser Met Asp Tyr Lys Thr 
1930 1935 



5994 



20 



25 



ggt get etc act gtc caa aac aca act cag tta aga age cge tac 6039 
Gly Ala Leu Thr Val Gin Asn Thr Thr Gin Leu Arg Ser Arg Tyr 
1940 1945 1950 

gag eta acc gtt aga get tee gat gge aga ttt gcc gge ctt ace 6084 
Glu Leu Thr Val Arg Ala Ser Asp Gly Arg Phe Ala Gly Leu Thr 
1955 1960 1965 

tct gtc aaa att aat gtg aaa gaa age aaa gaa agt eac eta aag 6129 
Ser Val Lys He Asn Val Lys Glu Ser Lys Glu Ser His Leu Lys 
1970 1975 1980 



ttt acc cag gat gtc tac tct gcg gta gtg aaa gag aat tec ace 
30 Phe Thr Gin Asp Val Tyr Ser Ala Val Val Lys Glu Asn Ser Thr 
.1985 1990 1995 



6174 



35 



gag gcc gaa aca tta get gtc att act get att ggg agt cca ate 
Glu Ala Glu Thr Leu Ala Val He Thr Ala He Gly Ser Pro He 
2000 2005 2010 



6219 



40 



45 



aat gag cct ttg . ttt tat eac ate etc 
Asn Glu Pro Leu Phe Tyr His He Leu 

2015 2020 



aac cca gat cge aga . ttt 
Asn Pro Asp Arg Arg Phe 

2025 



aaa ata age cge act tea ggg gtt etg tea ace act gge aeg ccc 
Lys He Ser Arg Thr Ser Gly Val Leu Ser Thr Thr Gly Thr Pro 
2030 2035 2040 



tte gat cgt gag 
Phe Asp Arg Glu 
2045 



cag cag gag gcg ttt gat gtg gtt gta gaa gtg 
Gin Gin Glu Ala Phe Asp Val Val Val Glu Val 
2050 2055 



6264 



6309 



6354 



ata gag gaa cat aag cct tct gca gtg gcc cac gtt gtc gtg aag 
50 He Glu Glu His Lys Pro Ser Ala Val Ala His Val Val Val Lys 
2060 . 2065 2070 



6399 



55 



gtc att gta gaa gac caa aat gat aat gcg ccg gtg ttt gtc aac 
Val He Val Glu Asp Gin Asn Asp Asn Ala Pro Val Phe Val Asn 
2075 2080 2085 



6444 



60 



ctt ccc tac tac gcc gtt gtt aaa gtg gac act gag gtg gge cat 6489 

Leu Pro Tyr Tyr Ala Val Val Lys Val Asp Thr Glu Val Gly His 
2090 2095 2100 

gtc att cge tat gtc act get gta gac aga gac agt gge aga aac 6534 

Val He Arg Tyr Val Thr Ala Val Asp Arg Asp Ser Gly Arg Asn 
2105 2110 2115 
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ggg gaa gtg cat tac tac etc aag gaa cat cat gaa cac ttt oaa 
Gly Glu Val His Tyr Tyr Leu Lys Glu His His Glu His Phe Gin 
2120 2125 2130 

^ S""" ^^"^ °tg aaa aag caa ttt gag ctt 

lie Gly Pro Leu Gly Glu He Ser Leu Lys Lys Gin Phe Glu Leu 
2135 2140 2145 

in tu" gtg gtt gca aaa gat 

lU Asp Thr Leu Asn Lys Glu Tyr Leu Val Thr Val Val Ala Lys Asp 
2150 2155 2160 



15 



20 



,gga ggg aac ccg gcc ttt tea geg gaa gtt ate gtt ocg ate act 
Gly Gly Asn Pro Ala Phe Ser Ala Glu Val He Val Pro He Thr 
2165 2170' 2175 

v!? M^? ttt gaa aaa cet tto tac agt 

Val Met Asn Lys Ala Met Pro Val Phe Glu Lys Pro Phe Tyr Ser 
2180 2185 2190 

Hf^ «=^g gtg cac age cet gtg gte cac 

Ala Glu He Ala Glu Ser He Gin Val His Ser Pro Val Val His 
2195 2200 2205 

S? r^n A?^ o^'' ''''^ ^^"^ aaa gtg tte tac age ate 

Val Gin Ala Asn Ser Pro Glu Gly Leu Lys Val Phe Tyr Ser He 
2210 2215 2220 

^0 ?r r° ''''^ ^^"^ ^^"^ ^-^t att aac ttc aat act 

30 Thr Asp Gly Asp Pro Phe Ser Gin Phe Thr He Asn Phe Asn Thr 
2225 2230 2235 

r^t r^"" ^'^^ 5ao ttt gag gcc cac ccg 

Gly val He Asn Val He Ala Pro Leu Asp Phe Glu Ala His Pro 
2240 2245 2250 



35 



40 



gca tat aag ctg 
Ala Tyr Lys Leu 
2255 

cat get gaa gta 
His Ala Glu Val 
2270 



age ata cgc gca act 
Ser He Arg Ala Thr 

2250 

ttt gtg gac ate ata 
Phe Val Asp He He 

2275 



gac tec ttg acg ggc get 
Asp Ser Leu Thr Gly Ala 

2265 

gta gac gac ate aat gat 
Val Asp Asp He Asn Asp 
2280 

tat geg gtg acc ctg tct 
Tyr ^Ala Val Thr Leu Ser 
2295 

^""^ gtt caa gtt aga gcc acc 

50 Glu Ala ser Val He Gly Thr Ser Val Val Gin Val Arg Ila ?hr 
2300 2305 2310 

gat tct gat tea gaa cea aat aga gga ate tea tac cag atg ttt 
Asp Ser Asp Ser Glu Pro Asn Arg Gly He Ser Tyr Gin Met Phe 
2315 2320 2325 



45 aac cet cet gtg ttt get cag cag tct 
Asn Pro Pro Val Phe Ala Gin Gin Ser 
2285 2290 



55 



60 



ggg aat cac age 
Gly Asn His Ser 
2330 

act ggc etc ate 
Thr Gly Leu He 
2345 



aag agt cat gat cat 
Lys Ser His Asp His 
2335 

tea eta etc "aga acc 
Ser Leu Leu Arg Thr 
2350 



ttt cat gta gac age age 
Phe His Val Asp Ser Ser 
2340 

ctg gat tac gag cag tec 
Leu Asp Tyr Glu Gin Ser 
2355 



6579 



6624 



6669 



6714 



6759 



6804 



6849 



6894 



6939 



6984 



7029 



7074 



7119 



7164 



7209 



7254 
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egg cag cac acg att ttt gtg agg gca gtt gat ggt ggt atg ccc 7299 

Arg Gin His Thr lie Phe Val Arg Ala Val Asp Gly Gly Met Pro 

2360 2365 2370 

5 acg ctg age agt gat gtg att gtc acg gtg gac gtt acc gac etc 7344 

Thr Leu Ser Ser Asp Val He Val Thr Val Asp Val Thr Asp Leu 

2375 2380 2385 

aat ggt aat cca cca etc ttt gaa caa cag att tat gaa gcc aga 7389 

10 Asn Gly Asn Pro Pro Leu Phe Glu Gin Gin He Tyr Glu Ala Arg 

2390 2395 2400 

att age gag cac gcc cct cat ggg cat ttc gtg acc tgt gta aaa 7434 

lie Ser Glu His Ala Pro His Gly His Phe Val Thr Cys Val Lys 

15 2405 2410 2415 

gcc tat gat gca gac agt tea gac ata gac aag ttg cag tat tec 7479 

Ala Tyr Asp Ala Asp Ser Ser Asp He Asp Lys Leu Gin Tyr Ser 

2420 2425 2430 

20 

att ctg tct ggc aat gat cat aaa cat ttt gtc att gac agt gca 7524 

He Leu Ser Gly Asn Asp His Lys His Phe Val He Asp Ser Ala 

2435 2440 2445 

25 aca ggg att ate ace etc tea aac ctg cac egg cac gee ctg aag 7569 

Thr Gly He He Thr Leu Ser Asn Leu His Arg His Ala Leu Lys 

2450 2455 2460 

cca ttt tac agt ett aac ctg tea gtg tct gat gga gtt ttt aga 7614 

30 Pro Phe Tyr Ser Leu Asn Leu Ser Val Ser Asp Gly Val Phe Arg 

2465 2470 2475 

agt tec ace cag gtt cat gta act gta att gga ggc aat ttg cac 7659 

Ser Ser Thr Gin Val His Val Thr Val He Gly Gly Asn Leu His 

35 2480 2485 2490 

agt cct get tte ett cag aac gaa tat gaa gtg gaa eta get gaa 7704 

Ser Pro Ala Phe Leu Gin Asn Glu Tyr Glu Val Glu Leu Ala Glu 

2495 2500 2505 



40 



60 



aac get ccc eta cat ace ctg gtg atg gag gtg aaa act acg gat 7749 
Asn Ala Pro Leu His Thr Leu Val Met Glu Val Lys Thr Thr Asp 
2510 2515 2520 



45 ggg gat tct ggt att tat ggt cac gtt act tac cat att gta aat 77 94 

Gly Asp Ser Gly He Tyr Gly His Val Thr Tyr His He Val Asn 

2525 2530 2535 

gac ttt gcc aaa gac aga ttt tac ata aat gag aga gga cag ata 7839 

50 Asp Phe Ala Lys Asp Arg Phe Tyr He Asn Glu Arg Gly Gin He 

2540 2545 2550 

ttt act ttg gaa aaa ett gat cga gaa ace ecg geg gag aaa gtg 7884 

Phe Thr Leu Glu Lys Leu Asp Arg Glu Thr Pro Ala Glu Lys Val 

55 2555 2560 2565 

ate tea gtc cgt tta atg get aag gat get gga gga aaa gtt get 7929 

He Ser Val Arg Leu Met Ala Lys Asp Ala Gly Gly Lys Val Ala 

2570 2575 2580 



ttc tgc acc gtg aat gtc ate ett aca gat gac aat gac aat gca 7974 
Phe Cys Thr Val Asn Val He Leu Thr Asp Asp Asn Asp Asn Ala 
2585 2590 2595 
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cca caa ttt cga gca acc aaa tac gaa gtg aat ate ggg tec agt 8019 
Pro Gin Phe Arg Ala Thr Lys Tyr Glu Val Asn lie Gly Ser Ser 
2600 2605 2610 

5 get get aaa ggg act tea gtc gta aag tct gca agt gat gee gat 8064 
Ala Ala Lys Gly Thr Ser Val Val Lys Ser Ala Ser Asp Ala Asp 
2615 2620 2625 

gag gge tee aat gee gac ate aee tat gee att gaa gea gae tet 8109 
10 Glu Gly Ser Asn Ala Asp lie Thr Tyr Ala lie Glu Ala Asp Ser 
2630 2635 2640 

gaa agt gta aaa gag aat ttg gaa att aae aaa etg tee gge gta 8154 
Glu Ser Val Lys Glu Asn Leu Glu He Asn Lys Leu Ser Gly Val 
15 2645 2650 2655 

ate act aca aag gag age etc att gge ttg gaa aat gaa ttc ttc 8199 
He Thr Thr Lys Glu Ser Leu lie Gly Leu Glu Asn Glu Phe Phe 
2660 2665 2670 



20 



40 



60 



act ttc ttt gtt aga get gtg gat aat ggg tct cca tea aaa gaa 8244 
Thr Phe Phe Val Arg Ala Val Asp Asn Gly Ser Pro Ser Lys Glu 
2675 2680 2685 



25 tct gtt gtt ctt gtc tat gtt aaa ate ctt cca ccg gaa atg cag 8289 

Ser Val Val Leu Val Tyr Val Lys He Leu Pro Pro Glu Met Gin 
2690 2695 2700 

ctt cca aaa ttt tea gaa cct ttc tat aee ttt aca gtg tea gag 8334 

30 Leu Pro Lys Phe Ser Glu Pro Phe Tyr Thr Phe Thr Val Ser Glu 
2705 2710 2715 

gae gtg cct gtt gga aca gag ata gat etc ate cga gca gaa cat 8379 

Asp Val Pro Val Gly Thr Glu He Asp Leu He Arg Ala Glu His 
35 2720 2725 2730 

agt ggg act gtt ctt tac age etg gtc aaa ggg aat act cca gaa 8424 

Ser Gly Thr Val Leu Tyr Ser Leu Val Lys Gly Asn Thr Pro Glu 
2735 2740 2745 



age aat agg gat gag tee ttt gtg att gae aga cag age ggg aga 8 4 69 

Ser Asn Arg Asp Glu Ser Phe Val He Asp Arg Gin Ser Gly Arg 
2750 2755 2760 



45 etg aag ttg gag aag agt ctt gat cat gag aca act aag tgg tat 8514 

Leu Lys Leu Glu Lys Ser Leu Asp His Glu Thr Thr Lys Trp Tyr 
2765 2770 2775 

cag ttt tec ata etg gee agg tgc act caa gat gae cat gag atg 8559 

50 Gin Phe Ser He Leu Ala Arg Cys Thr Gin Asp Asp His Glu Met 
2780 2785 2790 

gtg get tct gta gat gtt agt ate caa gtg aaa gat gca aat gae 8604 

Val Ala Ser Val Asp Val Ser He Gin Val Lys Asp Ala Asn Asp 
55 2795 2800 2805 

aae age ccg gtc ttt gaa tct agt cca tat gag gca ttc att gtt 864 9 

Asn Ser Pro Val Phe Glu Ser Ser Pro Tyr Glu Ala Phe He Val 
2810 2815 2820 



gaa aac etg cca ggg gga agt aga gta att cag ate agg gca tct 8694 
Glu Asn Leu Pro Gly Gly Ser Arg Val He Gin He Arg Ala Ser 
2825 2830 2835 
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gat get gac tea gga acc aac ggc caa gtt atg tat age ctg gat 8739 
Asp Ala Asp Ser Gly Thr Asn Gly Gin Val Met Tyr Ser Leu Asp 
2840 2845 2850 

5 cag tea caa agt gtg gaa gtc att gaa tec ttt gcc att aac atg 8784 
Gin Ser Gin Ser Val Glu Val lie Glu Ser Phe Ala lie Asn Met 
2855 2860 2865 

gaa aca ggc tgg att aca act tta aag gaa ctt gac cat gaa aag 8829 
10 Glu Thr Gly Trp lie Thr Thr Leu Lys Glu Leu Asp His Glu Lys 
2870 2875 2880 

aga gac aat tac cag att aaa gtg gtt gca tea gat eat ggt gaa 8874 
Arg Asp Asn Tyr Gin lie Lys Val Val Ala Ser Asp His Gly Glu 
15 2885 2890 2895 

aag ate cag eta tec tec aca gcc att gtg gat gtt acc gtc acc 8 919 

Lys lie Gin Leu Ser Ser Thr Ala lie Val Asp Val Thr Val Thr 
2900 2905 2910 



20 



40 



60 



gat gtc aac gat agt cea cca cga tte aeg gcc gag ate tat aaa 8964 
Asp Val Asn Asp Ser Pro Pro Arg Phe Thr Ala Glu lie Tyr Lys 
2915 2920 2925 



25 ggg act gtg agt gag gat gac ccc caa ggt ggg gtg att gcc ate 9009 

Gly Thr Val Ser Glu Asp Asp Pro Gin Gly Gly Val He Ala He 
2930 2935 2940 

tta agt acc acg gat get gat tct gaa gag ate aac aga caa gtt 9054 

30 Leu Ser Thr Thr Asp Ala Asp Ser Glu Glu He Asn Arg Gin Val . 

2945 2950 2955 

aca tat tte ata aca gga ggg gat cet tta gga cag ttt gcc gtt 9099 

Thr Tyr Phe He Thr Gly Gly Asp Pro Leu Gly Gin Phe Ala Val 
35 2960 2965 2970 

gaa act ata cag aat gaa tgg aag gta tat gtg aag aaa cet eta 9144 

Glu Thr He Gin Asn Glu Trp Lys Val Tyr Val Lys Lys Pro Leu 

2975 2980 2985 



gac agg gaa aaa agg gac aat tac ctt ctt act ate acg gca act 9189 
Asp Arg Glu Lys Arg Asp Asn Tyr Leu Leu Thr He Thr Ala Thr 
2990 2995 3000 



45 gat ggc ace tte tea tea aaa gcg ata gtt gaa gtg aaa gtt ctg 9234 

Asp Gly Thr Phe Ser Ser Lys Ala He Val Glu Val Lys Val Leu 
3005 3010 3015 

gat gca aat gac aac agt. cca gtt tgt gaa aag act tta tat tea 927 9 

50 Asp Ala Asn Asp Asn Ser Pro Val Cys Glu Lys Thr Leu Tyr Ser 
3020 3025 3030 

gac act att cet gaa gac gtc ctt cet gga aaa ttg ate atg cag 9324 

Asp Thr He Pro Glu Asp Val Leu Pro Gly Lys Leu He Met Gin 
55 3035 3040 3045 

ate tct get aca gac gca gac ate cgc tct aac get gaa att act 9369 

He Ser Ala Thr Asp Ala Asp He Arg Ser Asn Ala Glu He Thr 
3050 3055 3060 



tac acg tta ttg ggt tea ggt gca gaa aaa tte aaa eta aat cca 9414 
Tyr Thr Leu Leu Gly Ser Gly Ala Glu Lys Phe Lys Leu Asn Pro 
3065 3070 3075 
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gac aca ggt gaa ctg aaa acg tea acc ccc ctt gat cgt gag gag 
Asp Thr Gly Glu Leu Lys Thr Ser Thr Pro Leu Asp Arg Glu Glu 
3080 3085 3090 



9459 



caa get gtt tat 
Gin Ala Val Tyr 
3095 



cat ctt etc gtc agg 
His Leu Leu Val Arg 
3100 



gcc aca gat gga gga gga 
Ala Thr Asp Gly Gly Gly 
3105 



9504 



aga ttc tgc caa gcc agt att gtc gtc acg eta gaa gat gtg aac 
10 Arg Phe Cys Gin Ala Ser lie Val Val Thr Leu Glu Asp Val Asn 
3110 3115 3120 



9549 



15 



gat aac gcc ccc gaa ttc tet gee gat ect tat gee ate ace gtg 
Asp Asn Ala Pro Glu Phe Ser Ala Asp Pro Tyr Ala lie Thr Val 
3125 3130 3135 



9594 



20 



ttt gaa aac aca gag ccg gga acg ctg 
Phe Glu Asn Thr Glu Pro Gly Thr Leu 
3140 3145 



ctg aca aga gtg cag gcc 
Leu Thr Arg Val Gin Ala 
3150 



aca gat gee gac gca gga tta aat egg aag att tta tac tea ctg 
Thr Asp Ala Asp Ala Gly Leu Asn Arg Lys lie Leu Tyr Ser Leu 
3155 3160 3165 



9639 



9684 



25 att gac tct get gat ggg cag ttc tec 
lie Asp Ser Ala Asp Gly Gin Phe Ser 
3170 3175 



att aac gaa tta tct gga 
lie Asn Glu Leu Ser Gly 
3180 



9729 



att att cag tta gaa aaa ect ttg gac aga gaa etc cag gca gta 
30 He He Gin Leu Glu Lys Pro Leu Asp Arg Glu Leu Gin Ala Val 
3185 3190 3195 



9774 



35 



tac acc etc tct ttg aaa get gtg gat caa gge ttg cea agg agg 
Tyr Thr Leu Ser Leu Lys Ala Val Asp Gin Gly Leu Pro Arg Arg 
3200 3205 3210 



9819 



40 



ctg act gcc act 
Leu Thr Ala Thr 

3215 

gac aac ccc ect 
Asp Asn Pro Pro 
3230 



ggc act gtg att gta 
Gly Thr Val He Val 

3220 

gtg ttt gag tac cgt 
Val Phe Glu Tyr Arg 
3235 



tea gtt ctt gac ata aat 
Ser Val Leu Asp He Asn 

3225 

gaa tat ggt gee ace gtg 
Glu Tyr Gly Ala Thr Val 
3240 



9864 



9909 



45 tet gag gac att ctt gtt gga act gaa gtt ctt caa gtg tat gca 
Ser Glu Asp He Leu Val Gly Thr Glu Val Leu Gin Val Tyr Ala 
3245 3250 3255 



9954 



gca agt egg gat 
50 Ala Ser Arg Asp 
3260 



att gaa gca aat gca gaa ate acc tac tea ata 
He Glu Ala Asn Ala Glu He Thr Tyr Ser He 
3265 3270 



9999 



55 



ata agt gga aat gaa cat ggg aaa ttc age ata gat tct aaa aca 
He Ser Gly Asn Glu His Gly Lys Phe Ser He Asp Ser Lys Thr 
3275 3280 3285 



10044 



60 



ggg gcc gta ttt 
Gly Ala Val Phe 
3290 

gag tat tac eta 
Glu Tyr Tyr Leu 
3305 



ate att gag aat ctg 
He He Glu Asn Leu 



gat tat gag age tct 
Asp Tyr Glu Ser Ser 
3295 3300 



aca gta gag gcc act 
Thr Val Glu Ala Thr 



gat gga ggc acg ect 
Asp Gly Gly Thr Pro 
3310 3315 



cat 
His 



tea 
Ser 



10089 



10134 
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ctg age gac gtt gcc act gtg aac gtt aat gta aca gat ate aac 
Leu Ser Asp Val Ala Thr Val Asn Val Asn Val Thr Asp He Asn 
3320 3325 3330 



10179 



gat aat acc cct gtg ttc age caa gac acc tac acg aca gtc ate 
Asp Asn Thr Pro Val Phe Ser Gin Asp Thr Tyr Thr Thr Val He 
3335 3340 3345 



10224 



agt gaa gat gcc 
10 Ser Glu Asp Ala 
3350 



gtt ctt gag cag tct gtc ate acg gtt atg gee 
Val Leu Glu Gin Ser Val He Thr Val Met Ala 
3355 3360 



10269 



15 



gat gat gcc gat gga cct tec aac age 
Asp Asp Ala Asp Gly Pro Ser Asn Ser 
3365 3370 



cac ate eac tac tea att 
His He His Tyr Ser He 
3375 



10314 



20 



ata gat ggc aac caa gga age teg ttc aca att gac ccc gtc agg 10359 

He Asp Gly Asn Gin Gly Ser Ser Phe Thr He Asp Pro Val Arg 
3380 3385 3390 

gga gaa gtc aaa gtg acc aaa ctt etc gac cga gaa acg att tea 10404 

Gly Glu Val Lys Val Thr -Lys Leu Leu Asp Arg Glu Thr He Ser 
3395 3400 3405 



25 ggt tac acg etc 
Gly Tyr Thr Leu 
3410 



acg gtt caa get tct gat aat ggc agt cca ccc 
Thr Val Gin Ala Ser Asp Asn Gly Ser Pro Pro 
3415 3420 



10449 



aga gtc aac acg 
30 Arg Val Asn Thr 
3425 



acg acc gtg aac ate gat gtg tec gat gtc aat 
Thr Thr Val Asn He Asp Val Ser Asp Val Asn 
3430 3435 



10494 



35 



gac aac gcg ccc gtc ttc tec agg gga aac tac agt gtc att ate 
Asp Asn Ala Pro Val Phe Ser Arg Gly Asn Tyr Ser Val He He 
3440 3445 3450 



10539 



40 



cag gaa aat aag cca gtg ggc ttc age gtg ctg cag ctg gta gta 
Gin Glu Asn Lys Pro Val Gly Phe Ser Val Leu Gin Leu Val Val 

3455 3460 3465 



aca gat gag gat 
Thr Asp Glu Asp 
3470 



tct tec cat aac ggt 
Ser Ser His Asn Gly 
3475 



cca ccc ttc ttc ttt act 
Pro Pro Phe Phe Phe Thr 
3480 



10584 



10629 



45 att gta act gga aat gat gag aag get 
He Val Thr Gly Asn Asp Glu Lys Ala 
3485. 3490 



ttt gaa gtt aac ccg caa 
Phe Glu Val Asn Pro Gin 
3495 



10674 



gga gtc etc ctg aca tea tct gcc ate aag agg aag gag aaa gat 
50 Gly Val Leu Leu Thr Ser Ser Ala He Lys Arg Lys Glu Lys Asp 
3500 3505 3510 



10719 



55 



cat tac tta ctg 
His Tyr Leu Leu 
3515 



cag gtg aag gtg gea gat aat gga aag cct cag 
Gin Val Lys Val Ala Asp Asn Gly Lys Pro Gin 
3520 3525 



10764 



60 



ttg tea tct ttg aca tac att gac att agg gta att gag gag age 10809 
Leu Ser Ser Leu Thr Tyr He Asp He Arg Val He Glu Glu Ser 
3530 3535 3540 

ate tat ccg cct gcg att ttg ccc ctg gag att ttc ate ace tct 10854 
He Tyr Pro Pro Ala He Leu Pro Leu Glu He Phe He Thr Ser 
3545 3550 3555 
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tct gga gaa gaa tac tea ggt ggc gtc att ggg aag ate cat gcc 
Ser Gly Glu Glu Tyr Ser Gly Gly Val lie Gly Lys lie His Ala 
3560 3565 3570 



10899 



aca gac cag gac gtg tat gat act eta acc tac agt etc gac cct 
Thr Asp Gin Asp Val Tyr Asp Thr Leu Thr Tyr Ser Leu Asp Pro 
3575 3580 3585 



10944 



cag atg gac aac ctg ttc tct gtt tec age aca ggg ggc aag ctg 
10 Gin Met Asp Asn Leu Phe Ser Val Ser Ser Thr Gly Gly Lys Leu 
3590 3595 3600 



10989 



15 



ata gea cae aaa aag eta gac ata ggg caa tac ctt etc aat gtc 
lie Ala His Lys Lys Leu Asp lie Gly Gin Tyr Leu Leu Asn Val 
3605 3610 3615 



11034 



20 



age gta aca gat 
Ser Val Thr Asp 
3620 

cat ate aga caa 
His lie Arg Gin 
3635 



ggg aag ttc acg acg 
Gly Lys Phe Thr Thr 
3625 

gtc aca cag gag atg 
Val Thr Gin Glu Met 
3640 



gtg gee gac ate aca gtg 11079 
Val Ala Asp lie Thr Val 
3630 

ttg aac cac acc ate gcg 11124 
Leu Asn His Thr lie Ala 
3645 



25 ate cgc ttt gcc aac etc act ccg gaa gaa ttc gtt ggt gac tac 
lie Arg Phe Ala Asn Leu Thr Pro Glu Glu Phe Val Gly Asp Tyr 
3650 3655 3660 



11169 



tgg cgc aac ttc cag ega get tta egg aac ate ctg ggt gtg agg 
30 Trp Arg Asn Phe Gin Arg Ala Leu Arg Asn lie Leu Gly Val Arg 
3665 3670 3675 



11214 



agg aac gac ata cag att gtt agt ttg cag tec tct gaa cct cae 
Arg Asn Asp lie Gin lie Val Ser Leu Gin Ser Ser Glu Pro His 
35 3680 3685 3690 



11259 



40 



cea cat ctg gac 
Pro His Leu Asp 

3695 

cag ate tea aca 
Gin lie Ser Thr 
3710 



gtc tta ctt ttt gta 
Val Leu Leu Phe Val 

3700 

aaa caa ctt ctg cae 
Lys Gin Leu Leu His 
3715 



gag aaa cca ggt agt get 11304 
Glu Lys Pro Gly Ser Ala 
3705 

aag att aac tct tec gtg 11349 
Lys lie Asn Ser Ser Val 

3720 



45 act gac att gag gaa ate att gga gtt agg ata ctg aat gta ttc 
Thr Asp lie Glu Glu lie He Gly Val Arg He Leu Asn Val Phe 
3725 3730 3735 



11394 



cag aaa etc tgc gcg gga ctg gac tge ecc tgg aag ttc tge gat 
50 Gin Lys Leu Cys Ala Gly Leu Asp Cys Pro Trp Lys Phe Cys Asp 
3740 3745 3750 



11439 



55 



gaa aag gtg tct gtg gat gaa agt gtg atg tea aca cac age aca 
Glu Lys Val Ser Val Asp Glu Ser Val Met Ser Thr His Ser Thr 
3755 3760 3765 



11484 



60 



gee aga ctg agt 
Ala Arg Leu Ser 
3770 

tgt etc tge aaa 
Cys Leu Cys Lys 
3785 



ttt gtg act ccc cgc 
Phe Val Thr Pro Arg 
3775 

gag gga agg tgc eca 
Glu Gly Arg Cys Pro 
3790 



cac cac agg gea gcg gtg 11529 
His His Arg Ala Ala Val 
3780 

cct gtc cac cat ggc tgt 11574 
Pro Val His His Gly Cys 
3795 
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gaa gat gat ccg tgc cct gag gga tec gaa tgt gtg tct gat ccc 
Glu Asp Asp Pro Cys Pro Glu Gly Ser Glu Cys Val Ser Asp Pro 
3800 3805 3810 



11619 



tgg gag gag aaa cac acc tgt gtc tgt ccc age ggc agg ttt ggt 
Trp Glu Glu Lys His Thr Cys Val Cys Pro Ser Gly Arg Phe Gly 
3815 3820 3825 



11664 



cag tgc cca ggg agt tea tct atg aca ctg act gga aac age tac 
10 Gin Cys Pro Gly Ser Ser Ser Met Thr Leu Thr Gly Asn Ser Tyr 
3830 3835 3840 



11709 



15 



gtg aaa tac cgt ctg aeg gaa aat gaa aac aaa tta gag atg aaa 
Val Lys Tyr Arg Leu Thr Glu Asn Glu Asn Lys Leu Glu Met Lys 

3845 3850 3855 



11754 



20 



ctg ace atg agg etc aga aca tat tec aeg eat geg gtt gtc atg 117 99 

Leu Thr Met Arg Leu Arg Thr Tyr Ser Thr His Ala Val Val Met 
3860 3865 3870 

tat get cga gga act gac tat age ate ttg gag att cat cat gga 11844 

Tyr Ala Arg Gly Thr Asp Tyr Ser lie Leu Glu lie His His Gly 
3875 3880 3885 



25 agg ctg cag tac aag ttt gac tgt gga agt ggc cet gga att gtc 
Arg Leu Gin Tyr Lys Phe Asp Cys Gly Ser Gly Pro Gly lie Val 
3890 3895 3900 



11889 



tct gtt cag age att cag gtc aat gat ggg cag tgg cac gca gtg 
30 Ser Val Gin Ser lie Gin Val Asn Asp Gly Gin Trp His Ala Val 
3905 3910 3915 



11934 



35 



gee ctg gaa gtg aat gga aac tat get cgc ttg gtt eta gac caa 
Ala Leu Glu Val Asn Gly Asn Tyr Ala Arg Leu Val Leu Asp Gin 
3920 3925 3930 



11979 



40 



gtt cat act gca teg ggc aca gee cca ggg act ctg aaa acc ctg 12024 
Val His Thr Ala Ser Gly Thr Ala Pro Gly Thr Leu Lys Thr Leu 
3935 3940 3945 

aac ctg gat aac tat gtg ttt ttt ggt ggc cac ate cgt cag cag 12069 
Asn Leu Asp Asn Tyr Val Phe Phe Gly Gly His lie Arg Gin Gin 
3950 3955 3960 



45 gga aca agg cat gga aga agt cct caa gtt ggt aat ggt ttc agg 
Gly Thr Arg His Gly Arg Ser Pro Gin Val Gly Asn Gly Phe Arg 
3965 3970 3975 



12114 



ggt tgt atg gac tec att tat ttg aat ggg cag gag etc cct tta 
50 Gly Cys Met Asp Ser lie Tyr Leu Asn Gly Gin Glu Leu Pro Leu 
3980 3985 3990 



12159 



55 



aac age aaa ccc aga age tat gca cac ate gaa gag teg gtg gat 
Asn Ser Lys Pro Arg Ser Tyr Ala His lie Glu Glu Ser Val Asp 
3995 4000 4005 



12204 



60 



gta tct cca ggc tgc ttc ctg aeg gee aeg gaa gac tgc gcc age 1224 9 

Val Ser Pro Gly Cys Phe Leu Thr Ala Thr Glu Asp Cys Ala Ser 
4010 4015 4020 

aac cct tgc cag aat gga ggc gtt tgc aat ccg tea cct get gga 12294 
Asn Pro Cys Gin Asn Gly Gly Val Cys Asn Pro Ser Pro Ala Gly 
4025 4030 4035 
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ggt tat tac tgc aaa tgc agt gcc ttg tac ata ggg acc cac tgt 
Gly Tyr Tyr Cys Lys Cys Ser Ala Leu Tyr lie Gly Thr His Cys 
4040 4045 4050 



12339 



gag ata age gtc aat ccg tgt tec tec aac eca tgc etc tat ggg 
Glu lie Ser Val Asn Pro Cys Ser Ser Asn Pro Cys Leu Tyr Gly 
4055 4060 4065 



12384 



ggc acg tgt gtt gtc gac aac gga ggc ttt gtt tgc cag tgt aga 
10 Gly Thr Cys Val Val Asp Asn Gly Gly Phe Val Cys Gin Cys Arg 
4070 4075 4080 



12429 



15 



gga tta tat act ggt cag agg tgt cag ctt agt cca tac tgc aaa 
Gly Leu Tyr Thr Gly Gin Arg Cys Gin Leu Ser Pro Tyr Cys Lys 
4085 4090 4095 



12474 



20 



25 



gat gaa cec tgt aag aat ggc gga aca tgc ttt gac agt ttg gat 
Asp Glu Pro Cys Lys Asn Gly Gly Thr Cys Phe Asp Ser Leu Asp 
4100 4105 4110 



ggc gcc gtt tgt 
Gly Ala Val Cys 
4115 



cag tgt gat teg ggt ttt agg gga gaa agg tgt 
Gin Cys Asp Ser Gly Phe Arg Gly Glu Arg Cys 
4120 4125 



cag agt gat ate gac gag tgc tct gga aac cct tgc ctg cac ggg 
Gin Ser Asp lie Asp Glu Cys Ser Gly Asn Pro Cys Leu His Gly 
4130 4135 4140 



12519 



12564 



12609 



gcc etc tgt gag aac acg cac ggc tec tat cac tgc aac tgc age 
30 Ala Leu Cys Glu Asn Thr His Gly Ser Tyr His Cys Asn Cys Ser 
4145 4150 4155 



12654 



35 



cac gag tac agg gga cgt cac tgc gag gat get gcg ecc aac cag 
His Glu Tyr Arg Gly Arg His Cys Glu Asp Ala Ala Pro Asn Gin 
4160 4165 4170 



12699 



40 



tat gtg tec acg 
Tyr Val Ser Thr 
4175 



ccg tgg aac att ggg ttg gcg gaa gga att gga 
Pro Trp Asn He Gly Leu Ala Glu Gly He Gly 
4180 4185 



ate gtt gtg ttt gtt gea ggg ata ttt tta ctg gtg gtg gtg ttt 
He Val Val Phe Val Ala Gly He Phe Leu Leu Val Val Val Phe 
4190 4195 4200 



12744 



12789 



45 gtt etc tgc cgt aag atg att agt egg aaa aag aag eat cag get 
Val Leu Cys Arg Lys Met He Ser Arg Lys Lys Lys His Gin Ala 
4205 4210 4215 



12834 



gaa cct aaa gac aag cac ctg gga ccc get acg get tte ttg eaa 
50 Glu Pro Lys Asp Lys His Leu Gly Pro Ala Thr Ala Phe Leu Gin 
4220 4225 4230 



12879 



55 



aga ccg tat ttt gat tec aag eta aat aag aac att tac tea gac 
Arg Pro Tyr Phe Asp Ser Lys Leu Asn Lys Asn He Tyr Ser Asp 
4235 4240 4245 



12924 



60 



ata cca ccc cag gtg cct gtc egg cct att tec tac acc ccg agt 12969 
He Pro Pro Gin Val Pro Val Arg Pro He Ser Tyr Thr Pro Ser 
4250 4255 4260 

att cca agt gac tea aga aac aat ctg gac cga aat tec ttc gaa 13014 
He Pro Ser Asp Ser Arg Asn Asn Leu Asp Arg Asn Ser Phe Glu 
4265 4270 4275 
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gga tct get ate cca gag cat ccc gaa ttc age act ttt aac ccc 
Gly Ser Ala lie Pro Glu His Pro Glu Phe Ser Thr Phe Asn Pro 
4280 4285 4290 



13059 



gag tct gtg cac ggg cac cga aaa gca gtg gcg gtc tgc age gtg 
Glu Ser Val His Gly His Arg Lys Ala Val Ala Val Cys Ser Val 
4295 4300 4305 



13104 



gcg cca aac etg 
10 Ala Pro Asn Leu 



cet ccc cca ccc cet tea aac tec cct tct gae 
Pro Pro Pro Pro Pro Ser Asn Ser Pro Ser Asp 

4310 4315 4320 



13149 



15 



age gae tec ate eag aag cet age tgg gae ttt gae tat gae aea 
Ser Asp Ser lie Gin Lys Pro Ser Trp Asp Phe Asp Tyr Asp Thr 
4325 4330 4335 



13194 



20 



aaa gtg gtg gat 
Lys Val Val Asp 
4340 

gaa aag cct tec 
Glu Lys Pro Ser 
4355 



ctt gat ccc tgt ett 
Leu Asp Pro Cys Leu 
4345 

cag cca tac agt gee 
Gin Pro Tyr Ser Ala 
4360 



tec aag aag cct eta gag 
Ser Lys Lys Pro Leu Glu 
4350 

egg gaa age ctg tct gaa 
Arg Glu Ser Leu Ser Glu 
4365 



25 gtg cag tec ctg age tec ttc cag tec gaa teg tge gat gae aat 
Val Gin Ser Leu Ser Ser Phe Gin Ser Glu Ser Cys Asp Asp Asn 
4370 4375 4380 



13239 



13284 



13329 



ggg tat cac tgg gat aea tea gat tgg atg eea age gtt cct ctg 
30 Gly Tyr His Trp Asp Thr Ser Asp Trp Met Pro Ser Val Pro Leu 
4385 4390 4395 



13374 



35 



ecg gae ata eaa gag ttc ccc aac tat gag gtg att gat gag cag 
Pro Asp lie Gin Glu Phe Pro Asn Tyr Glu Val lie Asp Glu Gin 
4400 4405 4410 



13419 



40 



aea ccc ctg tac 
Thr Pro Leu Tyr 
4415 

tac cct gga ggc 
Tyr Pro Gly Gly 
4430 



tea gca gat cca aac 
Ser Ala Asp Pro Asn 

4420 

tac gae ate gaa agt 
Tyr Asp lie Glu Ser 

4435 



gcc ate gat acg gae tat 13464 
Ala lie Asp Thr Asp Tyr 
4425 

gat ttt cct cca ccc cca 13509 
Asp Phe Pro Pro Pro Pro 
4440 



45 gaa gae ttc ccc gca get gat gag eta cca ecg tta ccg ccc gaa 
Glu Asp Phe Pro Ala Ala Asp Glu Leu Pro Pro Leu Pro Pro Glu 
4445 4450 4455 



13554 



ttc age aat cag ttt gaa tec ate cac cct cct aga gae atg cct 
50 Phe Ser Asn Gin Phe Glu Ser lie His Pro Pro Arg Asp Met Pro 
4460 4465 4470 



13599 



55 



gee gcg ggt age ttg ggt tct tea tea aga aac egg cag agg ttc 
Ala Ala Gly Ser Leu Gly Ser Ser Ser Arg Asn Arg Gin Arg Phe 
4475 4480 4485 



13644 



60 



aac ttg aat eag tat ttg ccc aat ttt tat ccc etc gat atg tct 13689 
Asn Leu Asn Gin Tyr Leu Pro Asn Phe Tyr Pro Leu Asp Met Ser 
4490 4495 4500 

gaa cct caa aca aaa ggc act ggt gag aat agt act tgt aga gaa 13734 
Glu Pro Gin Thr Lys Gly Thr Gly Glu Asn Ser Thr Cys Arg Glu 
4505 4510 4515 
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10 



15 



20 



25 



30 



35 



40 



45 



ccc cat gcc cct tac ccg cca ggg 
Pro His Ala Pro Tyr Pro Pro Gly 
'4520 

ccc get gtc gag age atg ccc atg 
Pro Ala Val Glu Ser Met Pro Met 
4535 

tec tgc tet gac gtg tea gee tgc 
Ser Cys Ser Asp Val Ser Ala Cys 

4550 

atg atg agt gac tat gag age ggg 
Met Met Ser Asp Tyr Glu Ser Gly 
4565 



tat caa aga eae ttc gag gcg 1377 9 

Tyr Gin Arg His Phe Glu Ala 
4525 4530 

tct gtg tac gcc tec ace gcc 13824 
Ser Val Tyr Ala Ser Thr Ala 
4540 4545 



tgc gaa gtg gag tec gag gtc 
Cys Glu Val Glu Ser Glu Val 
4555 4560 

gac gac ggc cac ttc gaa gag 
Asp Asp Gly His Phe Glu Glu 
4570 4575 



gtg aeg ate ccg ccc ctg gat tec cag cag cac acg gaa gtc tga 
Val Thr lie Pro Pro Leu Asp Ser Gin Gin His Thr Glu Val 





4580 




4585 


4590 


ctetcaaetc 


cecccaaagt 


gectgacttt 


agtgaaccta 


gaggtgatgt 


gagtaatccg 


cgctgttctt 


tgcagcagtg 


cttccaagct 


ttttttggtg 


agccgaatgg 


gcatggctgc 


gctggatcct 


gcgcctctgg 


acgtgctagc 


catttccagt 


gtcccaacta 


ctgtcatcgt 


gaggttttca 


tcggctgtgc 


catttcccaa 


cgtcttttgg 


gatttacatc 


tgtctgtgtt 


aaaataatca 


aacgaaaaat 


cagtcctgtg 


ttgtcagcat 


gattcatgta 


tttatataga 


tttgattatt 


ttaattttcc 


tgtctctttt 


ttttgtaaat 


tttatgtaca 


gatttgattt 


ttcatagttt 


taactagatt 


tccaagatat 


tttgtgcatt 


tgtttcaact 


gaattttggt 


ggtgtcagtg 


ceattatcta 


gcaccetgat 


tttttttttt 


ttactataac 


cagggtttca 


ttctgtcttt 


ttccactgaa 


gtgtgacatt 


ttgttagtae 


atttcagtgt 


agtcattcat 


ttctagctgt 


acataggatg 


aaggagagat 


cagatacatg 


aacatgtctt 


acatgggttg 


ctgtatttag 


aattataaac 


atttttcatt 


attggaaagt 


gtaacgggga 


ccttctgcat 


acctgtttag 


aaccaaaacc 


accatgacac 


agtttttata 


gtgtctgtat 


atttgtgatg 


caatggtett 


gtaaaggttt 


ttaatgaaaa 


etaeeattag 


ccagtcttte 


ttactgacaa 


taaattatta 


ataaaat 











13869 

13914 

13959 

14019 
14079 
14139 
14199 
14259 
14319 
14379 
14439 
14499 
14559 
14619 
14679 
14739 
14756 



50 <210> 3 

<211> 4590 

<212> PRT 

<213> FAT CDNA 

55 <400> 3 



60 



Met Gly Arg His Leu Ala Leu Leu Leu Leu Leu Leu Leu Leu Phe Gin 
15 10 15 



His Phe Gly Asp Ser Asp Gly Ser Gin Arg Leu Glu Gin Thr Pro Leu 
20 25 30 
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Gin Phe Thr His Leu Glu Tyr Asn Val Thr Val Gin Glu Asn Ser Ala 
35 40 45 

5 Ala Lys Thr Tyr Val Gly His Pro Val Lys Met Gly Val Tyr lie Thr 
50 55 60 



His Pro Ala Trp Glu Val Arg Tyr Lys lie Val Ser Gly Asp Ser Glu 
10 65 70 75 80 



Asn Leu Phe Lys Ala Glu Glu Tyr He Leu Gly Asp Phe Cys Phe Leu 
85 90 95 

15 

Arg He Arg Thr Lys Gly Gly Asn Thr Ala He Leu Asn Arg Glu Val 
100 105 110 

20 

Lys Asp His Tyr Thr Leu He Val Lys Ala Leu Glu Lys Asn Thr Asn 
115 120 125 

25 Val Glu Ala Arg Thr Lys Val Arg Val Gin Val Leu Asp Thr Asn Asp 
130 135 140 



Leu Arg Pro Leu Phe Ser Pro Thr Ser Tyr Ser Val Ser Leu Pro Glu 
30 145 150 155 160 



Asn Thr Ala He Arg Thr Ser He Ala Arg Val Ser Ala Thr Asp Ala 
165 170 175 

35 

Asp He Gly Thr Asn Gly Glu Phe Tyr Tyr Ser Phe Lys Asp Arg Thr 
180 185 190 

40 

Asp Met Phe Ala He His Pro Thr Ser Gly Val He Val Leu Thr Gly 
195 200 205 

45 Arg Leu Asp Tyr Leu Glu Thr Lys Leu Tyr Glu Met Glu He Leu Ala 
210 215 220 

Ala Asp Arg Gly Met Lys Leu Tyr Gly Ser Ser Gly He Ser Ser Met 
50 225 230 235 240 

Ala Lys Leu Thr Val His He Glu Gin Ala Asn Glu Cys Ala Pro Val 
245 250 255 

55 

He Thr Ala Val Thr Leu Ser Pro Ser Glu Leu Asp Arg Asp Pro Ala 
260 265 270 

60 

Tyr Ala He Val Thr Val Asp Asp Cys Asp Gin Gly Ala Asn Gly Asp 
275 280 285 
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He Ala Ser Leu Ser He Val Ala Gly Asp Leu Leu Gin Gin Phe Arg 
290 295 300 

5 Thr Val Arg Ser Phe Pro Gly Ser Lys Glu Tyr Lys Val Lys Ala He 
305 310 315 320 



Gly Asp He Asp Trp Asp Ser His Pro Phe Gly Tyr Asn Leu Thr Leu 
10 325 330 335 



Gin Ala Lys Asp Lys Gly Thr Pro Pro Gin Phe Ser Ser Val Lys Val 
340 345 350 

15 

He His Val Thr Ser Pro Gin Phe Lys Ala Gly Pro Val Lys Phe Glu 
355 360 365 

20 

Lys Asp Val Tyr Arg Ala Glu He Ser Glu Phe Ala Pro Pro Asn Thr 
370 375 380 

25 Pro Val Val Met Val Lys Ala He Pro Ala Tyr Ser His Leu Arg Tyr 
385 390 395 400 



Val Phe Lys Arg Thr Pro Gly Lys Ala Lys Phe Ser Leu Asn Tyr Asn 
30 405 410 415 



Thr Gly Leu He Ser He Leu Glu Pro Val Lys Arg Gin Gin Ala Ala 
420 425 430 

35 

His Phe Glu Leu Glu Val Thr Thr Ser Asp Arg Lys Ala Ser Thr Lys 
435 440 445 

40 

Val Leu Val Lys Val Leu Gly Ala Asn Ser Asn Pro Pro Glu Phe Thr 
450 455 460 

45 Gin Thr Ala Tyr Lys Ala Ala Phe Asp Glu Asn Val Pro He Gly Thr 
465 470 475 480 



Thr He Met Ser Leu Ser Ala Val Asp Pro Asp Glu Gly Glu Asn Gly 
50 485 490 495 



Tyr Val Thr Tyr Ser He Ala Asn Leu Asn His Val Pro Phe Ala He 
500 505 510 

55 

Asp His Phe Thr Gly Ala Val Ser Thr Ser Glu Asn Leu Asp Tyr Glu 
515 520 525 

60 

Leu Met Pro Arg Val Tyr Thr Leu Arg He Arg Ala Ser Asp Trp Gly 
530 535 540 
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Leu Pro Tyr Arg Arg Glu Val Glu Val Leu Ala Thr lie Thr Leu Asn 
545 550 555 560 

5 Asn Leu Asn Asp Asn Thr Pro Leu Phe Glu Lys lie Asn Cys Glu Gly 

565 570 575 



Thr lie Pro Arg Asp Leu Gly Val Gly Glu Gin lie Thr Thr Val Ser 
10 580 585 590 



Ala lie Asp Ala Asp Glu Leu Gin Leu Val Gin Tyr Gin lie Glu Ala 
595 600 605 

15 

Gly Asn Glu Leu Asp Leu Phe Ser Leu Asn Pro Asn Ser Gly Val Leu 
610 615 620 

20 

Ser Leu Lys Arg Ser Leu Met Asp Gly Leu Gly Ala Lys Val Ser Phe 
625 630 635 640 

25 His Ser Leu Arg lie Thr Ala Thr Asp Gly Glu Asn Phe Ala Thr Pro 

645 650 655 



Leu Tyr lie Asn lie Thr Val Ala Ala Ser His Lys Leu Val Asn Leu 
30 660 665 670 



Gin Cys Glu Glu Thr Gly Val Ala Lys Met Leu Ala Glu Lys Leu Leu 
675 680 685 

35 

Gin Ala Asn Lys Leu His Asn Gin Gly Glu Val Glu Asp lie Phe Phe 
690 695 700 

40 

Asp Ser His Ser Val Asn Ala His lie Pro Gin Phe Arg Ser Thr Leu 
705 710 715 720 

45 Pro Thr Gly He Gin Val Lys Glu Asn Gin Pro Val Gly Ser Ser Val 

725 730 735 



He Phe Met Asn Ser Thr Asp Leu Asp Thr Gly Phe Asn Gly Lys Leu 
50 740 745 750 



Val Tyr Ala Val Ser Gly Gly Asn Glu Asp Ser Cys Phe Met He Asp 
755 760 765 

55 

Met Glu Thr Gly Met Leu Lys He Leu Ser Pro Leu Asp Arg Glu Thr 
770 775 780 

60 

Thr Asp Lys Tyr Thr Leu Asn He Thr Val Tyr Asp Leu Gly He Pro 
785 790 795 800 
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Gin Lys Ala Ala Trp Arg Leu Leu His Val Val Val Val Asp Ala Asn 
805 810 815 

5 Asp Asn Pro Pro Glu Phe Leu Gin Glu Ser Tyr Phe Val Glu Val Ser 
820 825 830 



Glu Asp Lys Glu Val His Ser Glu lie lie Gin Val Glu Ala Thr Asp 
10 835 840 845 



Lys Asp Leu Gly Pro Asn Gly His Val Thr Tyr Ser lie Leu Thr Asp 
850 855 860 

15 

Thr Asp Thr Phe Ser lie Asp Ser Val Thr Gly Val Val Asn lie Ala 
865 870 875 880 

20 

Arg Pro Leu Asp Arg Glu Leu Gin His Glu His Ser Leu Lys lie Glu 
885 890 895 

25 Ala Arg Asp Gin Ala Arg Glu Glu Pro Gin Leu Phe Ser Thr Val Val 
900 905 910 



Val Lys Val Ser Leu Glu Asp Val Asn Asp Asn Pro Pro Thr Phe lie 
30 915 920 925 



Pro Pro Asn Tyr Arg Val Lys Val Arg Glu Asp Leu Pro Glu Gly Thr 
930 935 940 

35 

Val lie Met Trp Leu Glu Ala His Asp Pro Asp Leu Gly Gin Ser Gly 
945 950 955 960 

40 

Gin Val Arg Tyr Ser Leu Leu Asp His Gly Glu Gly Asn Phe Asp Val 
965 970 975 

45 Asp Lys Leu Ser Gly Ala Val Arg lie Val Gin Gin Leu Asp Phe Glu 
980 985 990 

Lys Lys Gin Val Tyr Asn Leu Thr Val Arg Ala Lys Asp Lys Gly Lys 
50 995 1000 1005 



Pro Val Ser Leu Ser Ser Thr Cys Tyr Val Glu Val Glu Val Val 
1010 1015 1020 

55 

Asp Val Asn Glu Asn Leu His Pro Pro Val Phe Ser Ser Phe Val 
1025 1030 1035 

60 

Glu Lys Gly Thr Val Lys Glu Asp Ala Pro Val Gly Ser Leu Val 
1040 1045 1050 
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Met Thr Val Ser Ala His Asp Glu Asp Ala Gly Arg Asp Gly Glu 
1055 1060 1065 

5 lie Arg Tyr Ser lie Arg Asp Gly Ser Gly Val Gly Val Phe Lys 
1070 1075 1080 



lie Gly Glu Glu Thr Gly Val lie Glu Thr Ser Asp Arg Leu Asp 
10 1085 1090 1095 

Arg Glu Ser Thr Ser His Tyr Trp Leu Thr Val Phe Ala Thr Asp 
1100 1105 1110 

15 

Gin Gly Val Val Pro Leu Ser Ser Phe lie Glu lie Tyr lie Glu 
1115 1120 1125 

20 

Val Glu Asp Val Asn Asp Asn Ala Pro Gin Thr Ser Glu Pro Val 
1130 1135 1140 

25 Tyr Tyr Pro Glu lie Met Glu Asn Ser Pro Lys Asp Val Ser Val 
1145 1150 1155 



Val Gin lie Glu Ala Phe Asp Pro Asp Ser Ser Ser Asn Asp Lys 
30 1160 1165 1170 



Leu Met Tyr Lys lie Thr Ser Gly Asn Pro Gin Gly Phe Phe Ser 
1175 1180 1185 

35 

He His Pro Lys Thr Gly Leu He Thr Thr Thr Ser Arg Lys Leu 
1190 1195 1200 

40 

Asp Arg Glu Gin Gin Asp Glu His He Leu Glu Val Thr Val Thr 
1205 1210 1215 

45 Asp Asn Gly Ser Pro Pro Lys Ser Thr He Ala Arg Val He Val 
1220 1225 1230 



Lys He Leu Asp Glu Asn Asp Asn Lys Pro Gin Phe Leu Gin Lys 
50 1235 1240 1245 

Phe Tyr Lys He Arg Leu Pro Glu Arg Glu Lys Pro Asp Arg Glu 
1250 1255 1260 

55 

Arg Asn Ala Arg Arg Glu Pro Leu Tyr Arg Val He Ala Thr Asp 
1265 1270 1275 

60 

Lys Asp Glu Gly Pro Asn Ala Glu He Ser Tyr Ser He Glu Asp 
1280 1285 1290 
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Gly Asn Glu His Gly Lys Phe Phe lie Glu Pro Lys Thr Gly Val 
1295 1300 * 1305 

5 Val Ser Ser Lys Arg Phe Ser Ala Ala Gly Glu Tyr Asp lie Leu 
1310 1315 1320 



Ser He Lys Ala Val Asp Asn Gly Arg Pro Gin Lys Ser Ser Thr 
10 1325 1330 1335 



Thr Arg Leu His He Glu Trp He Ser Lys Pro Lys Gin Ser Leu 
1340 1345 1350 

15 

Glu Pro He Ser Phe Glu Glu Ser Phe Phe Thr Phe Thr Val Met 
1355 1360 1365 

20 

Glu Ser Asp Pro Val Ala His Met He Gly Val He Ser Val Glu 
1370 1375 1380 

25 Pro Pro Gly He Pro Leu Trp Phe Asp He Thr Gly Gly Asn Tyr 
1385 1390 1395 



Asp Ser His Phe Asp Val Asp Lys Gly Thr Gly Thr He He Val 
30 1400 1405 1410 



Ala Lys Pro Leu Asp Ala Glu Gin Lys Ser Asn Tyr Asn Leu Thr 
1415 1420 1425 

35 

Val Glu Ala Thr Asp Gly Thr Thr Thr He Leu Thr Gin Val Phe 
1430 1435 1440 

40 

He Lys Val He Asp Thr Asn Asp His Arg Pro Gin Phe Ser Thr 
1445 1450 1455 

45 Ser Lys Tyr Glu Val Val He Pro Glu Asp Thr Ala Pro Glu Thr 
1460 1465 1470 



Glu He Leu Gin He Ser Ala Val Asp Gin Asp Glu Lys Asn Lys 
50 1475 1480 1485 



Leu He Tyr Thr Leu Gin Ser Ser Arg Asp Pro Leu Ser Leu Lys 

1490 1495 1500 

55 

Lys Phe Arg Leu Asp Pro Ala Thr Gly Ser Leu Tyr Thr Ser Glu 

1505 1510 1515 

60 

Lys Leu Asp His Glu Ala Val Ser Pro Ala His Leu Thr Val Met 

1520 1525 1530 
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Val Arg Asp Gin Asp Val Pro Val Lys Arg Asn Phe Ala Arg He 

1535 1540 1545 

5 Val Val Asn Val Ser Asp Thr Asn Asp His Ala Pro Trp Phe Thr 

1550 1555 1560 



Ala Ser Ser Tyr Lys Gly Arg Val Tyr Glu Ser Ala Ala Val Gly 
10 1565 1570 1575 



Ser Val Val Leu Gin Val Thr Ala Leu Asp Lys Asp Lys Gly Lys 
1580 1585 1590 

15 

Asn Ala Glu Val Leu Tyr Ser He Glu Ser Gly Asn He Gly Asn 
1595 1600 1605 

20 

He Gly Asn Ser Phe Met He Asp Pro Val Leu Gly Ser He Lys 
1610 1615 1620 

25 Thr Ala Lys Glu Leu Asp Arg Ser Asn Gin Ala Glu Tyr Asp Leu 
1625 1630 1635 



Met Val Lys Ala Thr Asp Lys Gly Ser Pro Pro Met Ser Glu He 
30 1640 1645 1650 



Thr Ser Val Arg He Phe Val Thr He Ala Asp Asn Ala Ser Pro 

1655 1660 1665 

35 

Lys Phe Thr Ser Lys Glu Tyr Ser Val Glu Leu Ser Glu Thr Val 

1670 1675 1680 

40 

Ser He Gly Ser Phe Val Gly Met Val Thr Ala His Ser Gin Ser 

1685 1690 1695 

45 Ser Val Val Tyr Glu ile Lys Asp Gly Asn Thr Gly Asp Ala Phe 

1700 1705 1710 



Asp He Asn Pro His Ser Gly Thr He He Thr Gin Lys Ala Leu 
50 1715 1720 1725 



Asp Phe Glu Thr Leu Pro lie Tyr Thr Leu He lie Gin Gly Thr 

1730 1735 1740 

55 

Asn Met Ala Gly Leu Ser Thr Asn Thr Thr Val Leu Val His Leu 

1745 1750 1755 

60 

Gin Asp Glu Asn Asp Asn Ala Pro Val Phe Met Gin Ala Glu Tyr 

1760 1765 1770 
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Thr Gly Leu lie Ser Glu Ser Ala Ser He Asn Ser Val Val Leu 
1775 1780 1785 

5 Thr Asp Arg Asn Val Pro Leu Val He Arg Ala Ala Asp Ala Asp 
1790 1795 * 1800 

Lys Asp Ser Asn Ala Leu Leu Val Tyr His He Val Glu Pro Ser 
10 1805 1810 1815 

Val His Thr Tyr Phe Ala He Asp Ser Ser Thr Gly Ala He His 1820 
1825 1830 

Thr Val Leu Ser Leu Asp Tyr Glu Glu Thr Ser He Phe His Phe 
1835 1840 1845 

Thr Val Gin Val His Asp Met Gly Thr Pro Arg Leu Phe Ala Glu 
1850 1855 1860 



15 



20 



25 Tyr Ala Ala Asn Val Thr Val His Val He Asp He Asn Asp Cys 
1865 1870 1875 



Pro Pro Val Phe Ala Lys Pro Leu Tyr Glu Ala Ser Leu Leu Leu 
30 1880 1885 1890 



35 



40 



55 



60 



Pro Thr Tyr Lys Gly Val Lys Val He Thr Val Asn Ala Thr Asp 
1895 1900 1905 



Ala Asp Ser Ser Ala Phe Ser Gin Leu He Tyr Ser He Thr Glu 
1910 1915 1920 



Gly Asn He Gly Glu Lys Phe Ser Met Asp Tyr Lys Thr Gly Ala 
1925 1930 1935 



45 Leu Thr Val Gin Asn Thr Thr Gin Leu Arg Ser Arg Tyr Glu Leu 
1940 1945 1950 



Thr Val Arg Ala Ser Asp Gly Arg Phe Ala Gly Leu Thr Ser Val 
50 1955 1960 1965 



Lys He Asn Val Lys Glu Ser Lys Glu Ser His Leu Lys Phe Thr 
1970 1975 1980 



Gin Asp Val Tyr Ser Ala Val Val Lys Glu Asn Ser Thr Glu Ala 
1985 1990 1995 



Glu Thr Leu Ala Val He Thr Ala He Gly Ser Pro He Asn Glu 
2000 2005 2010 
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Pro Leu Phe Tyr His lie Leu Asn Pro Asp Arg Arg Phe Lys lie 
2015 2020 2025 

5 Ser Arg Thr Ser Gly Val Leu Ser Thr Thr Gly Thr Pro Phe Asp 
2030 2035 2040 



Arg Glu Gin Gin Glu Ala Phe Asp Val Val Val Glu Val lie Glu 
10 2045 2050 2055 



Glu His Lys Pro Ser Ala Val Ala His Val Val Val Lys Val lie 

2060 2065 2070 

15 

Val Glu Asp Gin Asn Asp Asn Ala Pro Val Phe Val Asn Leu Pro 

2075 2080 2085 

20 

Tyr Tyr Ala Val Val Lys Val Asp Thr Glu Val Gly His Val lie 

2090 2095 2100 

25 Arg Tyr Val Thr Ala Val Asp Arg Asp Ser Gly Arg Asn Gly Glu 
2105 2110 2115 



Val His Tyr Tyr Leu Lys Glu His His Glu His Phe Gin lie Gly 
30 2120 2125 2130 



Pro Leu Gly Glu lie Ser Leu Lys Lys Gin Phe Glu Leu Asp Thr 

2135 2140 2145 

35 

Leu Asn Lys Glu Tyr Leu Val Thr Val Val Ala Lys Asp Gly Gly 

2150 2155 2160 

40 

Asn Pro Ala Phe Ser Ala Glu Val lie Val Pro lie Thr Val Met 

2165 2170 2175 

45 Asn Lys Ala Met Pro Val Phe Glu Lys Pro Phe Tyr Ser Ala Glu 

2180 2185 2190 



He Ala Glu Ser He Gin Val His Ser Pro Val Val His Val Gin 
50 2195 2200 2205 



Ala Asn Ser Pro Glu Gly Leu Lys Val Phe Tyr Ser He Thr Asp 

2210 2215 2220 

55 

Gly Asp Pro Phe Ser Gin Phe Thr He Asn Phe Asn Thr Gly Val 

2225 2230 2235 

60 

He Asn Val He Ala Pro Leu Asp Phe Glu Ala His Pro Ala Tyr 

2240 2245 2250 
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Lys Leu Ser He Arg Ala Thr Asp Ser Leu Thr Gly Ala His Ala 
2255 2260 2265 

5 Glu Val Phe Val Asp He He Val Asp Asp He Asn Asp Asn Pro 
2270 2275 2280 

Pro Val Phe Ala Gin Gin Ser Tyr Ala Val Thr Leu Ser Glu Ala 
10 2285 2290 2295 



Ser Val He Gly Thr Ser Val Val Gin Val Arg Ala Thr Asp Ser 

2300 2305 2310 

15 

Asp Ser Glu Pro Asn Arg Gly He Ser Tyr Gin Met Phe Gly Asn 

2315 2320 2325 

20 

His Ser Lys Ser His Asp His Phe His Val Asp Ser Ser Thr Gly 

2330 2335 2340 

25 Leu He Ser Leu Leu Arg Thr Leu Asp Tyr Glu Gin Ser Arg Gin 

2345 2350 2355 



His Thr He Phe Val Arg Ala Val Asp Gly Gly Met Pro Thr Leu 
30 2360 2365 2370 



Ser Ser Asp Val He Val Thr Val Asp Val Thr Asp Leu Asn Gly 
2375 2380 2385 

35 

Asn Pro Pro Leu Phe Glu Gin Gin He Tyr Glu Ala Arg He Ser 
2390 2395 2400 

40 

Glu His Ala Pro His Gly His Phe Val Thr Cys Val Lys Ala Tyr 
2405 2410 2415 

45 Asp Ala Asp Ser Ser Asp He Asp Lys Leu Gin Tyr Ser He Leu 
2420 2425 2430 



Ser Gly Asn Asp His Lys His Phe Val He Asp Ser Ala Thr Gly 

50 2435 2440 2445 

He He Thr Leu Ser Asn Leu His Arg His Ala Leu Lys Pro Phe 

2450 2455 2460 

55 

Tyr Ser Leu Asn Leu Ser Val Ser Asp Gly Val Phe Arg Ser Ser 

2465 2470 2475 

60 

Thr Gin Val His Val Thr Val He Gly Gly Asn Leu His Ser Pro 

2480 2485 2490 
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Ala Phe Leu Gin Asn Glu Tyr Glu Val Glu Leu Ala Glu Asn Ala 
2495 2500 2505 

5 Pro Leu His Thr Leu Val Met Glu Val Lys Thr Thr Asp Gly Asp 
2510 2515 2520 



Ser Gly lie Tyr Gly His Val Thr Tyr His lie Val Asn Asp Phe 
10 2525 2530 2535 



Ala Lys Asp Arg Phe Tyr He Asn Glu Arg Gly Gin He Phe Thr 

2540 2545 2550 

15 

Leu Glu Lys Leu Asp Arg Glu Thr Pro Ala Glu Lys Val He Ser 

2555 2560 2565 

20 

Val Arg Leu Met Ala Lys Asp Ala Gly Gly Lys Val Ala Phe Cys 

2570 2575 2580 

25 Thr Val Asn Val He Leu Thr Asp Asp Asn Asp Asn Ala Pro Gin 

2585 2590 2595 



Phe Arg Ala Thr Lys Tyr Glu Val Asn He Gly Ser Ser Ala Ala 
30 2600 2605 2610 



Lys Gly Thr Ser Val Val Lys Ser Ala Ser Asp Ala Asp Glu Gly 
2615 2620 2625 

35 

Ser Asn Ala Asp He Thr Tyr Ala He Glu Ala Asp Ser Glu Ser 
2630 2635 2640 

40 

Val Lys Glu Asn Leu Glu He Asn Lys Leu Ser Gly Val He Thr 
2645 2650 2655 

45 Thr Lys Glu Ser Leu He Gly Leu Glu Asn Glu Phe Phe Thr Phe 
2660 2665 2670 



Phe Val Arg Ala Val Asp Asn Gly Ser Pro Ser Lys Glu Ser Val 
50 2675 2680 2685 



Val Leu Val Tyr Val Lys He Leu Pro Pro Glu Met Gin Leu Pro 
2690 2695 2700 

55 

Lys Phe Ser Glu Pro Phe Tyr Thr Phe Thr Val Ser Glu Asp Val 
2705 2710 2715 

60 

Pro Val Gly Thr Glu He Asp Leu He Arg Ala Glu His Ser Gly 
2720 2725 2730 
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Thr Val Leu Tyr Ser Leu Val Lys Gly Asn Thr Pro Glu Ser Asn 
2735 2740 2745 

5 Arg Asp Glu Ser Phe Val He Asp Arg Gin Ser Gly Arg Leu Lys 
2750 2755 2760 



Leu Glu Lys Ser Leu Asp His Glu Thr Thr Lys Trp Tyr Gin Phe 
10 2765 2770 2775 



Ser He Leu Ala Arg Cys Thr Gin Asp Asp His Glu Met Val Ala 

2780 2785 2790 

15 

Ser Val Asp Val Ser He Gin Val Lys Asp Ala Asn Asp Asn Ser 

2795 2800 2805 

20 

Pro Val Phe Glu Ser Ser Pro Tyr Glu Ala Phe He Val Glu Asn 

2810 2815 2820 

25 Leu Pro Gly Gly Ser Arg Val He Gin He Arg Ala Ser Asp Ala 

2825 2830 2835 



Asp Ser Gly Thr Asn Gly Gin Val Met Tyr Ser Leu Asp Gin Ser 
30 2840 2845 2850 



Gin Ser Val Glu Val He Glu Ser Phe Ala He Asn Met Glu Thr 
2855 2860 2865 

35 

Gly Trp He Thr Thr Leu Lys Glu Leu Asp His Glu Lys Arg Asp 
2870 2875 2880 

40 

Asn Tyr Gin He Lys Val Val Ala Ser Asp His Gly Glu Lys He 
2885 2890 2895 

45 Gin Leu Ser Ser Thr Ala He Val Asp Val Thr Val Thr Asp Val 
2900 2905 2910 



Asn Asp Ser Pro Pro Arg Phe Thr Ala Glu He Tyr Lys Gly Thr 
50 2915 2920 2925 



Val Ser Glu Asp Asp Pro Gin Gly Gly Val He Ala He Leu Ser 

2930 2935 2940 

55 

Thr Thr Asp Ala Asp Ser Glu Glu He Asn Arg Gin Val Thr Tyr 

2945 2950 2955 

60 

Phe He Thr Gly Gly Asp Pro Leu Gly Gin Phe Ala Val Glu Thr 

2960 2965 2970 
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lie Gin Asn Glu Trp Lys Val Tyr Val Lys Lys Pro Leu Asp Arg 
2975 2980 2985 

5 Glu Lys Arg Asp Asn Tyr Leu Leu Thr lie Thr Ala Thr Asp Gly 
2990 2995 . 3000 



Thr Phe Ser Ser Lys Ala lie Val Glu Val Lys Val Leu Asp Ala 
10 3005 3010 3015 



Asn Asp Asn Ser Pro Val Cys Glu Lys Thr Leu Tyr Ser Asp Thr 

3020 3025 3030 

15 

He Pro Glu Asp Val Leu Pro Gly Lys Leu He Met Gin He Ser 

3035 3040 3045 

20 

Ala Thr Asp Ala Asp He Arg Ser Asn Ala Glu He Thr Tyr Thr 

3050 3055 3060 

25 Leu Leu Gly Ser Gly Ala Glu Lys Phe Lys Leu Asn Pro Asp Thr 

3065 3070 3075 



Gly Glu Leu Lys Thr Ser Thr Pro Leu Asp Arg Glu Glu Gin Ala 
30 3080 3085 3090 



Val Tyr His Leu Leu Val Arg Ala Thr Asp Gly Gly Gly Arg Phe 
3095 3100 3105 

35 

Cys Gin Ala Ser He Val Val Thr Leu Glu Asp Val Asn Asp Asn 
3110 3115 3120 

40 

Ala Pro Glu Phe Ser Ala Asp Pro Tyr Ala He Thr Val Phe Glu 
3125 3130 3135 

45 Asn Thr Glu Pro Gly Thr Leu Leu Thr Arg Val Gin Ala Thr Asp 
3140 3145 3150 



Ala Asp Ala Gly Leu Asn Arg Lys He Leu Tyr Ser Leu He Asp 
50 3155 3160 3165 



Ser Ala Asp Gly Gin Phe Ser He Asn Glu Leu Ser Gly He He 

3170 3175 3180 

55 

Gin Leu Glu Lys Pro Leu Asp Arg Glu Leu Gin Ala Val Tyr Thr 

3185 3190 3195 

60 

Leu Ser Leu Lys Ala Val Asp Gin Gly Leu Pro Arg Arg Leu Thr 

3200 3205 3210 



wo 2005/071104 



PCT/AU2005/000078 



124 



Ala Thr Gly Thr Val lie Val Ser Val Leu Asp He Asn Asp Asn 
3215 3220 3225 



5 Pro Pro Val Phe Glu Tyr Arg Glu Tyr Gly Ala Thr Val Ser Glu 
3230 3235 3240 



Asp He Leu Val Gly Thr Glu Val Leu Gin Val Tyr Ala Ala Ser 
10 3245 3250 3255 



Arg Asp He Glu Ala Asn Ala Glu He Thr Tyr Ser He He Ser 
3260 3265 3270 

15 

Gly Asn Glu His Gly Lys Phe Ser He Asp Ser Lys Thr Gly Ala 
3275 3280 3285 

20 

Val Phe He He Glu Asn Leu Asp Tyr Glu Ser Ser His Glu Tyr 
3290 3295 3300 

25 Tyr Leu Thr Val Glu Ala Thr Asp Gly Gly Thr Pro Ser Leu Ser 
3305 3310 3315 



Asp Val Ala Thr Val Asn Val Asn Val Thr Asp He Asn Asp Asn 
30 3320 3325 3330 



Thr Pro Val Phe Ser Gin Asp Thr Tyr Thr Thr Val He Ser Glu 
3335 3340 3345 

35 

Asp Ala Val Leu Glu Gin Ser Val He Thr Val Met Ala Asp Asp 
3350 3355 3360 

40 

Ala Asp Gly Pro Ser Asn Ser His He His Tyr Ser He He Asp 
3365 3370 3375 

45 Gly Asn Gin Gly Ser Ser Phe Thr He Asp Pro Val Arg Gly Glu 
3380 3385 3390 



Val Lys Val Thr Lys Leu Leu Asp Arg Glu Thr He Ser Gly Tyr 
50 3395 3400 3405 



Thr Leu Thr Val Gin Ala Ser Asp Asn Gly Ser Pro Pro Arg Val 
3410 3415 3420 

55 

Asn Thr Thr Thr Val Asn He Asp Val Ser Asp Val Asn Asp Asn 
3425 3430 3435 

60 

Ala Pro Val Phe Ser Arg Gly Asn Tyr Ser Val He He Gin Glu 
3440 3445 3450 
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Asn Lys Pro Val Gly Phe Ser Val Leu Gin Leu Val Val Thr Asp 
3455 3460 3465 

5 Glu Asp Ser Ser His Asn Gly Pro Pro Phe Phe Phe Thr lie Val 
3470 3475 3480 

Thr Gly Asn Asp Glu Lys Ala Phe Glu Val Asn Pro Gin Gly Val 
3485 3490 3495 

Leu Leu Thr Ser Ser Ala lie Lys Arg Lys Glu Lys Asp His Tyr 
3500 3505 3510 



20 



Leu Leu Gin Val Lys Val Ala Asp Asn Gly Lys Pro Gin Leu Ser 
3515 3520 3525 



Ser Leu Thr Tyr lie Asp He Arg Val He Glu Glu Ser He Tyr 
3530 3535 3540 



25 Pro Pro Ala He Leu Pro Leu Glu. He Phe He Thr Ser Ser Gly 
3545 3550 3555 

Glu Glu Tyr Ser Gly Gly Val He Gly Lys He His Ala Thr Asp 
30 3560 3565 3570 

Gin Asp Val Tyr Asp Thr Leu Thr Tyr Ser Leu Asp Pro Gin Met 
2^ ^^'^^ 3580 3585 

Asp Asn Leu Phe Ser Val Ser Ser Thr Gly Gly Lys Leu He Ala 
3590 3595 3600 

40 

His Lys Lys Leu Asp He Gly Gin Tyr Leu Leu Asn Val Ser Val 
3605 3610 3615 

45 Thr Asp Gly Lys Phe Thr Thr Val Ala Asp He Thr Val His He 
3620 3625 3630 

Arg Gin Val Thr Gin Glu Met Leu Asn His Thr He Ala He Arg 
50 3635 3640 3645 

Phe Ala Asn Leu Thr Pro Glu Glu Phe Val Gly Asp Tyr Trp Arg 
3650 3655 3660 

Asn Phe Gin Arg Ala Leu Arg Asn He Leu Gly Val Arg Arg Asn 
3665 3670 3675 

60 

Asp He Gin He Val Ser Leu Gin Ser Ser Glu Pro His Pro His 
3680 3685 3690 
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Leu Asp Val Leu Leu Phe Val Glu Lys Pro Gly Ser Ala Gin He 
3695 3700 3705 

5 Ser Thr Lys Gin Leu Leu His Lys lie Asn Ser Ser Val Thr Asp 
3710 3715 3720 

He Glu Glu He He Gly Val Arg He Leu Asn Val Phe Gin Lys 
10 3725 3730 3735 

Leu Cys Ala Gly Leu Asp Cys Pro Trp Lys Phe Cys Asp Glu Lys 3740 
3745 3750 

15 

Val Ser Val Asp Glu Ser Val Met Ser Thr His Ser Thr Ala Arg 
3755 3760 3765 

20 

Leu Ser Phe Val Thr Pro Arg His His Arg Ala Ala Val Cys Leu 
3770 3775 3780 

25 Cys Lys Glu Gly Arg Cys Pro Pro Val His His Gly Cys Glu Asp 
3785 3790 3795 

Asp Pro Cys Pro Glu Gly Ser Glu Cys Val Ser Asp Pro Trp Glu 
30 3800 3805 3810 

Glu Lys His Thr Cys Val Cys Pro Ser Gly Arg Phe Gly Gin Cys 
3815 3820 3825 

35 

Pro Gly Ser Ser Ser Met Thr Leu Thr Gly Asn Ser Tyr Val Lys 
3830 3835 3840 

40 

Tyr Arg Leu Thr Glu Asn Glu Asn Lys Leu Glu Met Lys Leu Thr 
3845 3850 3855 

45 Met Arg Leu Arg Thr Tyr Ser Thr His Ala Val Val Met Tyr Ala 
3860 3865 3870 

Arg Gly Thr Asp Tyr Ser He Leu Glu He His His Gly Arg Leu 
50 3875 3880 3885 

Gin Tyr Lys Phe Asp Cys Gly Ser Gly Pro Gly He Val Ser Val 
3890 3895 3900 

Gin Ser He Gin Val Asn Asp Gly Gin Trp His Ala Val Ala Leu 
3905 3910 3915 

60 

Glu Val Asn Gly Asn Tyr Ala Arg Leu Val Leu Asp Gin Val His 
3920 3925 3930 
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Thr Ala Ser Gly Thr Ala Pro Gly Thr Leu Lys Thr Leu Asn Leu 
3935 3940 3945 

5 Asp Asn Tyr Val Phe Phe Gly Gly His lie Arg Gin Gin Gly Thr 
3950 3955 3960 

Arg His Gly Arg Ser Pro Gin Val Gly Asn Gly Phe Arg Gly Cvs 
10 3965 3970 3975 



15 



20 



Met Asp Ser lie Tyr Leu Asn Gly Gin Glu Leu Pro Leu Asn Ser 
3980 3985 3990 

Lys Pro Arg Ser Tyr Ala His lie Glu Glu Ser Val Asp Val Ser 
3995 4000 4005 

Pro Gly Cys Phe Leu Thr Ala Thr Glu Asp Cys Ala Ser Asn Pro 
4010 4015 4020 



25 Cys Gin Asn Gly Gly Val Cys Asn Pro Ser Pro Ala Gly Gly Tyr 
4025 4030 4035 

Tyr Cys Lys Cys Ser Ala Leu Tyr lie Gly Thr His Cys Glu lie 
-^0 4040 4045 4050 

Ser Val Asn Pro Cys Ser Ser Asn Pro Cys Leu Tyr Gly Gly Thr 
2^ 4055 4060 4065 



40 



Cys Val Val Asp Asn Gly Gly Phe Val Cys Gin Cys Arg Gly Leu 
4070 4075 4080 

Tyr Thr Gly Gin Arg Cys Gin Leu Ser Pro Tyr Cys Lys Asp Glu 
4085 4090 4095 



45 Pro Cys Lys Asn Gly Gly Thr Cys Phe Asp Ser Leu Asp Gly Ala 
4100 4105 4110 

Val Cys Gin Cys Asp Ser Gly Phe Arg Gly Glu Arg Cys Gin Ser 
50 4115 4120 4125 

Asp lie Asp Glu Cys Ser Gly Asn Pro Cys Leu His Gly Ala Leu 
^2 4130 4135 4140 



60 



Cys Glu Asn Thr His Gly Ser Tyr His Cys Asn Cys Ser His Glu 
4145 4150 4155 

Tyr Arg Gly Arg His Cys Glu Asp Ala Ala Pro Asn Gin Tyr Val 
4160 4165 4170 
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Ser Thr Pro Trp Asn lie Gly Leu Ala Glu Gly He Gly He Val 
4175 4180 4185 

5 Val Phe Val Ala Gly He Phe Leu Leu Val Val Val Phe Val Leu 
4190 4195 4200 

Cys Arg Lys Met He Ser Arg Lys Lys Lys His Gin Ala Glu Pro 
4205 4210 4215 



15 



20 



Lys Asp Lys His Leu Gly Pro Ala Thr Ala Phe Leu Gin Arg Pro 
4220 ' 4225 4230 



Tyr Phe Asp Ser Lys Leu Asn Lys Asn He Tyr Ser Asp He Pro 
4235 4240 4245 

Pro Gin Val Pro Val Arg Pro He Ser Tyr Thr Pro Ser He Pro 
4250 4255 4260 



25 Ser Asp Ser Arg Asn Asn Leu Asp Arg Asn Ser Phe Glu Gly Ser 
4265 4270 4275 

Ala He Pro Glu His Pro Glu Phe Ser Thr Phe Asn Pro Glu Ser 
4280 4285 4290 

Val His Gly His Arg Lys Ala Val Ala Val Cys Ser Val Ala Pro 
25 ^2^5 4300 4305 



40 



Asn Leu Pro Pro Pro Pro Pro Ser Asn Ser Pro Ser Asp Ser Asp 
4310 4315 4320 

Ser He Gin Lys Pro Ser Trp Asp Phe Asp Tyr Asp Thr Lys Val 
4325 4330 4335 



45 Val Asp Leu Asp Pro Cys Leu Ser Lys Lys Pro Leu Glu Glu Lys 
4340 4345 4350 

Pro Ser Gin Pro Tyr Ser Ala Arg Glu Ser Leu Ser Glu Val Gin 
50 4355 4360 4365 

Ser Leu Ser Ser Phe Gin Ser Glu Ser Cys Asp Asp Asn Gly Tyr 
4370 4375 4380 

His Trp Asp Thr Ser Asp Trp Met Pro Ser Val Pro Leu Pro Asp 
4385 4390 4395 

60 

He Gin Glu Phe Pro Asn Tyr Glu Val He Asp Glu Gin Thr Pro 
4400 4405 4410 
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Leu Tyr Ser Ala Asp Pro Asn Ala lie Asp Thr Asp Tyr Tyr Pro 
4415 4420 4425 

5 Gly Gly Tyr Asp He Glu Ser Asp Phe Pro Pro Pro Pro Glu Asp 
4430 4435 4440 

Phe Pro Ala Ala Asp Glu Leu Pro Pro Leu Pro Pro Glu Phe Ser 
10 4445 4450 4455 

Asn Gin Phe Glu Ser He His Pro Pro Arg Asp Met Pro Ala Ala 
4460 4465 4470 

15 

Gly Ser Leu Gly Ser Ser Ser Arg Asn Arg Gin Arg Phe Asn Leu 
4475 4480 4485 

20 

Asn Gin Tyr Leu Pro Asn Phe Tyr Pro Leu Asp Met Ser Glu Pro 
4490 4495 4500 

25 Gin Thr Lys Gly Thr Gly Glu Asn Ser Thr Cys Arg Glu Pro His 
4505 4510 4515 

Ala Pro Tyr Pro Pro Gly Tyr Gin Arg His Phe Glu Ala Pro Ala 
30 4520 4525 4530 

Val Glu Ser Met Pro Met Ser Val Tyr Ala Ser Thr Ala Ser Cys 
4535 4540 4545 

35 

Ser Asp Val Ser Ala Cys Cys Glu Val Glu Ser Glu Val Met Met 
4550 4555 4560 

40 

Ser Asp Tyr Glu Ser Gly Asp Asp Gly His Phe Glu Glu Val Thr 
4565 4570 4575 

45 He Pro Pro Leu Asp Ser Gin Gin His Thr Glu Val 
4580 4585 4590 

<210> 4 

50 <211> 14792 

<212> DNA 

<213> alternate FAT cDNA 

<220> 
55 <221> CDS 

<222> (187) . . (13995) 
<223> 

60 <400> 4 

ctgggcggcc gggcgcgggg agagggcgcg ggagcggctc gtgcggcagg taccatgcgg 60 
acgcgcgagc ccggcgaggc cccggcaggc ccgtccctgc tcgggggcgc gctgagacgg 120 
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cgggtgagct ccacgagagc gccgtcgcca cttcgggcca actttgcgat tcccgacagt 180 

taagca atg ggg aga cat ttg get ttg etc ctg ctt ctg etc ctt etc 228 
Met Gly Arg His Leu Ala Leu Leu Leu Leu Leu Leu Leu Leu 
5 1 5 10 

ttc caa cat ttt gga gac agt gat ggc age caa cga ctt gaa cag act 27 6 

Phe Gin His Phe Gly Asp Ser Asp Gly Ser Gin Arg Leu Glu Gin Thr 
15 20 25 30 

10 

cct ctg cag ttt aca cac etc gag tac aac gtc acc gtg cag gag aac 324 
Pro Leu Gin Phe Thr His Leu Glu Tyr Asn Val Thr Val Gin Glu Asn 
35 40 45 

15 tet gca get aag act tat gtg ggg cat cct gtc aag atg ggt gtt tac 372 
Ser Ala Ala Lys Thr Tyr Val Gly His Pro Val Lys Met Gly Val Tyr 
50 55 60 

att aca cat cea gcg tgg gaa gta agg tac aaa att gtt tec gga gac 420 
20 lie Thr His Pro Ala Trp Glu Val Arg Tyr Lys lie Val Ser Gly Asp 
65 70 75 

agt gaa aac ctg ttc aaa get gaa gag tac att etc gga gac ttt tgc 4 68 

Ser Glu Asn Leu Phe Lys Ala Glu Glu Tyr lie Leu Gly Asp Phe Cys 
25 80 85 90 

ttt eta aga ata agg acc aaa gga gga aat aca get att ctt aat aga 516 
Phe Leu Arg lie Arg Thr Lys Gly Gly Asn Thr Ala lie Leu Asn Arg 
95 100 105 110 



30 



gaa gtg aag gat cac tac aca ttg ata gtg aaa gca ctt gaa aaa aat 564 
Glu Val Lys Asp His Tyr Thr Leu lie Val Lys Ala Leu Glu Lys Asn 
115 120 125 



35 act aat gtg gag gcg cga aca aag gtc agg gtg cag gtg ctg gat aca 612 

Thr Asn Val Glu Ala Arg Thr Lys Val Arg Val Gin Val Leu Asp Thr 
130 135 140 

aat gac ttg aga ccg tta ttc tea ccc acc tea tac age gtt tet tta 660 

40 Asn Asp Leu Arg Pro Leu Phe Ser Pro Thr Ser Tyr Ser Val Ser Leu 

145 150 155 

cct gaa aac aca get ata agg acc agt ate gca aga gtc age gee aeg 708 

Pro Glu Asn Thr Ala lie Arg Thr Ser lie Ala Arg Val Ser Ala Thr 
45 160 165 170 

gat gca gac ata gga ace aac ggg gaa ttt tac tac agt ttt aaa gat 756 

Asp Ala Asp lie Gly Thr Asn Gly Glu Phe Tyr Tyr Ser Phe Lys Asp 
175 - 180 185 190 

50 

cga aca gat atg ttt get att cac cea ace agt ggt gtg ata gtg tta 804 

Arg Thr Asp Met Phe Ala lie His Pro Thr Ser Gly Val lie Val Leu 
195 200 205 

55 act ggt aga ctt gat tac eta gag acc aag etc tat gag atg gaa ate 852 

Thr Gly Arg Leu Asp Tyr Leu Glu Thr Lys Leu Tyr Glu Met Glu lie 
210 215 220 

etc get gcg gac cgt ggc atg aag ttg tat ggg age agt ggc ate age 900 

60 Leu Ala Ala Asp Arg Gly Met Lys Leu Tyr Gly Ser Ser Gly lie Ser 

225 230 235 

age atg gcc aag eta acg gtg cac ate gaa cag gcc aat gaa tgt get 948 

Ser Met Ala Lys Leu Thr Val His lie Glu Gin Ala Asn Glu Cys Ala 
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240 245 250 

ccg gtg ata aca gca gtg aca ttg tea cca tea gaa ctg gac agg gac 996 
Pro Val He Thr Ala Val Thr Leu Ser Pro Ser Glu Leu Asp Arg Asp 
5 255 260 265 270 

cca gca tat gca att gtg aca gtg gat gac tgc gat cag ggt gcc aat 1044 

Pro Ala Tyr Ala He Val Thr Val Asp Asp Cys Asp Gin Gly Ala Asn 
275 280 285 

10 

ggt gac ata gca tct tta age ate gtg gca ggt gac ctt etc cag cag 1092 

Gly Asp He Ala Ser Leu Ser He Val Ala Gly Asp Leu Leu Gin Gin 
290 295 ' 300 

15 ttt aga aca gtg agg tec ttt cca ggg agt aag gag tat aaa gtc aaa 1140 
Phe Arg Thr Val Arg Ser Phe Pro Gly Ser Lys Glu Tyr Lys Val Lys 
305 310 315 

gcc ate ggt gac att gat tgg gac agt cat cct ttc ggc tac aat etc 1188 
20 Ala He Gly Asp He Asp Trp Asp Ser His Pro Phe Gly Tyr Asn Leu 
320 325 330 

aca eta cag get aaa gat aaa gga act ccg ccc cag ttc tct tct gtt 123 6 

Thr Leu Gin Ala Lys Asp Lys Gly Thr Pro Pro Gin Phe Ser Ser Val 
25 335 340 345 350 

aaa gtc att cac gtg act tct cca cag ttc aaa gcc ggg cca gtc aag 1284 
Lys Val He His Val Thr Ser Pro Gin Phe Lys Ala Gly Pro Val Lys 
355 360 365 

30 

ttt gaa aag gat gtt tac aga gca gaa ata agt gaa ttt get cct ccc 1332 
Phe Glu Lys Asp Val Tyr Arg Ala Glu He Ser Glu Phe Ala Pro Pro 
370 375 380 

35 aac aca cct gtg gtc atg gta aag gee att cct get tat tec eat ttg 1380 
Asn Thr Pro Val Val Met Val Lys Ala He Pro Ala Tyr Ser His Leu 
385 390 395 

agg tat gtt ttt aaa agg aca cct gga aaa get aaa ttc agt tta aat 1428 
40 Arg Tyr Val Phe Lys Arg Thr Pro Gly Lys Ala Lys Phe Ser Leu Asn 

400 405 410 

tac aac act ggt etc att tct att tta gaa cca gtt aaa aga cag cag 147 6 

Tyr Asn Thr Gly Leu He Ser He Leu Glu Pro Val Lys Arg Gin Gin 
45 415 420 425 430 

gca gcc cat ttt gaa ctt gaa gta aca aca agt gac aga aaa gcg tec 1524 

Ala Ala His Phe Glu Leu Glu Val Thr Thr Ser Asp Arg Lys Ala Ser 

435 440 445 

50 

ace aag gtc ttg gtg aaa gtc tta ggt gca aat age aat ccc cct gaa 1572 

Thr Lys Val Leu Val Lys Val Leu Gly Ala Asn Ser Asn Pro Pro Glu 

450 455 460 

55 ttt acc cag aca gcg tac aaa get get ttt gat gag aac gtg ccc att 1620 
Phe Thr Gin Thr Ala Tyr Lys Ala Ala Phe Asp Glu Asn Val Pro He 
465 470 475 

ggt act act ate atg age ctg agt gee gta gac cct gat gag ggt gag 1668 
60 Gly Thr Thr He Met Ser Leu Ser Ala Val Asp Pro Asp Glu Gly Glu 
480 485 490 



aat ggg tac gtg aca tac agt ate gca aat tta aat cat gtg ccg ttt 
Asn Gly Tyr Val Thr Tyr Ser He Ala Asn Leu Asn His Val Pro Phe 



1716 
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495 500 505 510 

gcg att gac cat ttc act ggt gcc gtg agt acg tea gaa aac ctg gac 17 64 

Ala lie Asp His Phe Thr Gly Ala Val Ser Thr Ser Glu Asn Leu Asp 
5 515 520 525 

tac gaa ctg atg cct egg gtt tat act ctg agg att cgt gca tea gac 1812 

Tyr Glu Leu Met Pro Arg Val Tyr Thr Leu Arg lie Arg Ala Ser Asp 

530 535 540 

10 

tgg ggc ttg cog tac cgc egg gaa gtc gaa gtc ctt get aca att act 18 60 

Trp Gly Leu Pro Tyr Arg Arg Glu Val Glu Val Leu Ala Thr He Thr 

545 550 555 

15 etc aat aac ttg aat gac aac aca cct ttg ttt gag aaa ata aat tgt 1908 
Leu Asn Asn Leu Asn Asp Asn Thr Pro Leu Phe Glu Lys He Asn Cys 
560 565 570 

gaa ggg aca att cec aga gat eta ggc gtg gga gag caa ata acc act 1956 
20 Glu Gly Thr He Pro Arg Asp Leu Gly Val Gly Glu Gin He Thr Thr 575 
580 585 590 

gtt tet get att gat gca gat gaa ctt cag ttg gta cag tat cag att 2004 
Val Ser Ala He Asp Ala Asp Glu Leu Gin Leu Val Gin Tyr Gin He 
25 595 600 605 

gaa get gga aat gaa etg gat ttg ttt agt tta aac cec aac teg ggg 2052 

Glu Ala Gly Asn Glu Leu Asp Leu Phe Ser Leu Asn Pro Asn Ser Gly 
610 615 620 

30 

gta ttg tea tta aag ega teg eta atg gat gge tta ggt gca aag gtg 2100 

Val Leu Ser Leu Lys Arg Ser Leu Met Asp Gly Leu Gly Ala Lys Val 
625 630 635 

35 tet ttc cac agt ctg aga ate aca get aca gat gga gaa aat ttt gcc 2148 
Ser Phe His Ser Leu Arg He Thr Ala Thr Asp Gly Glu Asn Phe Ala 
640 645 650 

aca cea tta tat ate aac ata aca gtg get gee agt cac aag etg gta 2196 
40 Thr Pro Leu Tyr He Asn He Thr Val Ala Ala Ser His Lys Leu Val 
655 660 665 670 

aac ttg cag tgt gaa gag act ggt gtt gee aaa atg etg gca gag aag 2244 
Asn Leu Gin Cys Glu Glu Thr Gly Val Ala Lys Met Leu Ala Glu Lys 
45 675 680 685 

etc ctg cag gca aat aaa tta cac aac cag gga gag gtg gag gat att 2292 

Leu Leu Gin Ala Asn Lys Leu His Asn Gin Gly Glu Val Glu Asp He 

690 695 700 

50 

ttc ttc gat tet cac tet gtc aat get cac ata ccg cag ttt aga age 2340 

Phe Phe Asp Ser His Ser Val Asn Ala His He Pro Gin Phe Arg Ser 

705 710 715 

55 act ctt ccg act ggt att cag gta aag gaa aac eag cct gtg ggt tee 2388 
Thr Leu Pro Thr Gly He Gin Val Lys Glu Asn Gin Pro Val Gly Ser 
720 725 730 

agt gta att tte atg aac tee act gac ctt gae act gge ttc aat gga 2436 
60 Ser Val He Phe Met Asn Ser Thr Asp Leu Asp Thr Gly Phe Asn Gly 
735 740 745 750 



aaa ctg gtc tat get gtt tet gga gga aat gag gat agt tgc ttc atg 
Lys Leu Val Tyr Ala Val Ser Gly Gly Asn Glu Asp Ser Cys Phe Met 
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755 760 755 

att gat atg gaa aca gga atg ctg aaa att tta tct cct ctt gac cgt 2532 
lie Asp Met Glu Thr Gly Met Leu Lys lie Leu Ser Pro Leu Asp Arg 
5 770 775 780 

gaa aca aca gac aaa tac acc ctg aat att acc gtc tat gac ctt ggg 2580 
Glu Thr Thr Asp Lys Tyr Thr Leu Asn He Thr Val Tyr Asp Leu Gly 
785 790 795 

10 

ata ccc cag aag get gcg tgg cgt ctt eta cat gtc gtg gtt gtc gat 2 628 

He Pro Gin Lys Ala Ala Trp Arg Leu Leu His Val Val Val Val Asp 
800 805 810 

15 gcc aat gat aat cca ccc gag ttt tta cag gag age tat ttt gtg gaa 2 676 

Ala Asn Asp Asn Pro Pro Glu Phe Leu Gin Glu Ser Tyr Phe Val Glu 
815 820 825 830 

gtg agt gaa gac aag gag gta cat agt gaa ate ate cag gtt gaa gcc 2724 

20 Val Ser Glu Asp Lys Glu Val His Ser Glu He He Gin Val Glu Ala 
835 840 845 

aca gat aaa gac ctg ggg ccc aac gga cac gtg acg tac tea att ctt 2772 

Thr Asp Lys Asp Leu Gly Pro Asn Gly His Val Thr Tyr Ser He Leu 
25 850 855 860 

aca gac aca gac aca ttt tea att gac age gtg aeg ggt gtt gtt aac 2820 
Thr Asp Thr Asp Thr Phe Ser He Asp Ser Val Thr Gly Val Val Asn 
865 870 875 



30 



ate gea cgc cct ctg gat ega gag ctg cag eat gag cac tec tta aag 2868 
He Ala Arg Pro Leu Asp Arg Glu Leu Gin His Glu His Ser Leu Lys 
880 885 890 



35 att gag gcc agg gac caa gcc aga gaa gag cct cag ctg ttc tec act 2916 
He Glu Ala Arg Asp Gin Ala Arg Glu Glu Pro Gin Leu Phe Ser Thr 
895 900 905 910 

gtc gtt gtg aaa gta tea eta gaa gat gtt aat gac aac cca cct aca 2964 
40 Val Val Val Lys Val Ser Leu Glu Asp Val Asn Asp Asn Pro Pro Thr 

915 920 925 

ttt att cca cct aat tat cgt gtg aaa gtc ega gag gat ctt cca gaa 3012 
Phe He Pro Pro Asn Tyr Arg Val Lys Val Arg Glu Asp Leu Pro Glu 
45 930 935 940 

gga acc gtc ate atg tgg tta gaa gcc cac gat cct gat tta ggt cag 3060 

Gly Thr Val He Met Trp Leu Glu Ala His Asp Pro Asp Leu Gly Gin 

945 950 955 

50 

tct ggt cag gtg aga tac age ctt ctg gac cac gga gaa gga aac ttc 3108 

Ser Gly Gin Val Arg Tyr Ser Leu Leu Asp His Gly Glu Gly Asn Phe 

960 965 970 

55 gat gtg gat aaa etc agt gga gea gtt agg ate gtc cag cag ttg gac 3156 
Asp Val Asp Lys Leu Ser Gly Ala Val Arg He Val Gin Gin Leu Asp 
975 980 985 990 

ttt gag aag aag caa gtg tat aat etc act gtg agg gcc aaa gac aag 3204 
60 Phe Glu Lys Lys Gin Val Tyr Asn Leu Thr Val Arg Ala Lys Asp Lys 

995 1000 1005 



gga aag cca gtt tct ctg tct tct act tgc tat gtt gaa gtt gag 
Gly Lys Pro Val Ser Leu Ser Ser Thr Cys Tyr Val Glu Val Glu 
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1010 1015 1020 

gtg gtt gat gtg aat gag aac ctg cac cca ccc gtg ttt tec age 3294 

Val Val Asp Val Asn Glu Asn Leu His Pro Pro Val Phe Ser Ser 

5 1025 1030 1035 

ttt gtg gaa aag ggg aca gtg aaa gaa gat gca cct gtt ggt tea 3339 

Phe Val Glu Lys Gly Thr Val Lys Glu Asp Ala Pro Val Gly Ser 

1040 1045 1050 



10 



ttg gta atg acg gtg teg get eat gat gag gac gcc gga aga gat 3384 
Leu Val Met Thr Val Ser Ala His Asp Glu Asp Ala Gly Arg Asp 
1055 1060 1065 



15 ggg gag ate cga tac tec att aga gat gge tet ggc gtt ggt gtt 342 9 

Gly Glu lie Arg Tyr Ser lie Arg Asp Gly Ser Gly Val Gly Val 
1070 1075 1080 

ttc aaa ata ggt gaa gag aca ggt gtc ata gag acg tea gat cga 3474 

20 Phe Lys lie Gly Glu Glu Thr Gly Val He Glu Thr Ser Asp Arg 
1085 1090 . 1095 

ctg gac cgt gaa teg ace tec cat tat tgg eta aca gtc ttt gca 3519 

Leu Asp Arg Glu Ser Thr Ser His Tyr Trp Leu Thr Val Phe Ala 
25 1100 1105 1110 

acc gat cag ggt gtc gtg cct ctt tea teg ttc ata gag ate tac 3564 

Thr Asp Gin Gly Val Val Pro Leu Ser Ser Phe He Glu He Tyr 
1115 1120 1125 



30 



ata gag gtt gag gat gtc aat gac aat gca cca cag aca tea gag 3609 
He Glu Val Glu Asp Val Asn Asp Asn Ala Pro Gin Thr Ser Glu 
1130 1135 1140 



35 cct gtt tat tac cca gaa ate atg gaa aat tct cct aaa gat gta 3654 
Pro Val Tyr Tyr Pro Glu He Met Glu Asn Ser Pro Lys Asp Val 
1145 1150 1155 

tct gtg gtc cag ate gag gca ttt gat cca gat teg age tet aat 3699 
40 Ser Val Val Gin He Glu Ala Phe Asp Pro Asp Ser Ser Ser Asn 

1160 1165 1170 

gac aag etc atg tac aaa att aca agt gga aat cca caa gga ttc 3744 
Asp Lys Leu Met Tyr Lys He Thr Ser Gly Asn Pro Gin Gly Phe 
45 1175 1180 1185 

ttt tea ata cat cct aaa aca ggt etc ate aca act acg tea agg 3789 
Phe Ser He His Pro Lys Thr Gly Leu He Thr Thr Thr Ser Arg 
1190 1195 1200 



50 



aag eta gac cga gaa cag caa gat gaa cac ata tta gag gtt act 3834 
Lys Leu Asp Arg Glu Gin Gin Asp Glu His He Leu Glu Val Thr 
1205 1210 1215 



55 gtg aca gac aat ggt agt ccc ccc aaa tea ace att gca aga gtc 3879 

Val Thr Asp Asn Gly Ser Pro Pro Lys Ser Thr He Ala Arg Val 

1220 1225 1230 

att gtg aaa ate ctt gat gaa aat gac aac aaa cct cag ttt ctg . 3924 

60 He Val Lys He Leu Asp Glu Asn Asp Asn Lys Pro Gin Phe Leu 

1235 1240 1245 



caa aag ttc tac aaa ate aga etc cct gag egg gaa aag cca gac 
Gin Lys Phe Tyr Lys He Arg Leu Pro Glu Arg Glu Lys Pro Asp 
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1250 1255 1260 

cga gaa aga aat gcc aga egg gag ccg etc tat cgc gtc ata gcc 4014 

Arg Glu Arg Asn Ala Arg Arg Glu Pro Leu Tyr Arg Val lie Ala 

5 1265 1270 1275 

acc gac aag gat gag ggc ccc aat gca gaa ate tec tae age ate 4059 

thr Asp Lys Asp Glu Gly Pro Asn Ala Glu lie, Ser Tyr Ser lie 

1280 1285 1290 



10 



gaa gac ggg aat gag cat ggc aaa ttt ttc ate gaa ccg aaa act 4104 
Glu Asp Gly Asn Glu His Gly Lys Phe Phe lie Glu Pro Lys Thr 
1295 1300 1305 



15 gga gtg gtt teg tee aag agg ttt tea gca get gga gaa tat gat 4149 

Gly Val Val Ser Ser Lys Arg Phe Ser Ala Ala Gly Glu Tyr Asp 

1310 1315 1320 

att ctt tea att aag gea gtt gae aat ggt ege cct eaa aag tea 4194 

20 lie Leu Ser lie Lys Ala Val Asp Asn Gly Arg Pro Gin Lys Ser 

1325 * 1330 1335 

tea ace acc aga etc cat att gaa tgg ate tee aag eee aaa eag 4239 

Ser Thr Thr Arg Leu His lie Glu Trp lie Ser Lys Pro Lys Gin 

25 1340 1345 1350 . 

tec ctg gag ccc att tea ttt gaa gaa tea ttt ttt acc ttt act 4284 

Ser Leu Glu Pro lie Ser Phe Glu Glu Ser Phe Phe Thr Phe Thr 

1355 1360 1365 



30 



gtg atg gaa .agt gac ccc gtt get cac atg att gga gta ata tet 4329- 
Val Met Glu Ser Asp Pro Val Ala His Met lie Gly Val lie Ser 
1370 1375 1380 



35 gtg gag cct ect ggc ata ccc ett tgg ttt gac ate act ggt ggc 4374 

Val Glu Pro Pro Gly He Pro Leu Trp Phe Asp He Thr Gly Gly 

1385 1390 1395 

aac tae gac agt cac ttc gat gtg gae aag gga act gga ace ate 4419 

40 Asn Tyr Asp Ser His Phe Asp Val Asp Lys Gly Thr Gly Thr He 

1400 1405 1410 

att gtt gcc aaa cct ett gat gea gaa eag aag tea aac tae aac 44 64 

He Val Ala Lys Pro Leu Asp Ala Glu Gin Lys Ser Asn Tyr Asn 

45 1415 1420 1425 

etc aea gtc gag get aca gat gga ace acc act ate etc act eag 4509 

Leu Thr Val Glu Ala Thr Asp Gly Thr Thr Thr He Leu Thr Gin 

1430 1435 1440 



50 



gta ttc ate aaa gta ata gac aca aat gac cat egt cct cag ttt 4554 
Val Phe He Lys Val He Asp Thr Asn Asp His Arg Pro Gin Phe 
1445 1450 1455 



55 tct aea tea aag tat gaa gtt gtt att cct gaa gat aca gcg cea 4599 

Ser Thr Ser Lys Tyr Glu Val Val He Pro Glu Asp Thr Ala Pro 

1460 1465 1470 

gaa aea gaa att ttg eaa ate agt get gtg gat cag gat gag aaa 4 644 

60 Glu Thr Glu He Leu Gin He Ser Ala Val Asp Gin Asp Glu Lys 

1475 1480 1485 

aac aaa eta ate tac act ctg cag age agt aga gat cca ctg agt 4689 

Asn Lys Leu He Tyr Thr Leu Gin Ser Ser Arg Asp Pro Leu Ser 
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1490 1495 1500 

etc aag aaa ttt cgt ctt gat cct gca acc ggc tct etc tat act 4734 

Leu Lys Lys Phe Arg Leu Asp Pro Ala Thr Gly Ser Leu Tyr Thr 
5 1505 1510 1515 

tct gag aaa ctg gat cat gaa get gtt tea cea gca cac etc aeg 477 9 

Ser Glu Lys Leu Asp His Glu Ala Val Ser Pro Ala His Leu Thr 
1520 1525 1530 



10 



30 



50 



gtc atg gta cga gat eaa gat gtg cct gta aaa egc aac ttt gca 4824 
Val Met Val Arg Asp Gin Asp Val Pro Val Lys Arg Asn Phe Ala 
1535 1540 1545 



15 agg att gtg gtc aat gtc age gae acg aat gae cac gee ccg tgg 48 69 

Arg lie Val Val Asn Val Ser Asp Thr Asn Asp His Ala Pro Trp 
1550 1555 1560 

ttc acc get tec tec tac aaa ggg egg gtt tat gaa teg gca gee 4914 

20 Phe Thr Ala Ser Ser Tyr Lys Gly Arg Val Tyr Glu Ser Ala Ala 

1565 1570 1575 

gtt ggc tea gtt gtg ttg cag gtg acg get ctg gae aag gae aaa 4959 

Val Gly Ser Val Val Leu Gin Val Thr Ala Leu Asp Lys Asp Lys 
25 1580 1585 1590 

ggg aaa aat get gaa gtg ctg tac teg ate gag tea gga aat att 5004 

Gly Lys Asn Ala Glu Val Leu Tyr Ser lie Glu Ser Gly Asn lie 
1595 1600 1605 



gga aat att gga aat tct ttt atg att gat cct gtc ttg ggc tct 5049 
Gly Asn lie Gly Asn Ser Phe Met lie Asp Pro Val Leu Gly Ser 
1610 1615 1620 



35 att aaa act gee aaa gaa tta gat cga agt aac eaa gcg gag tat 5094 

He Lys Thr Ala Lys Glu Leu Asp Arg Ser Asn Gin Ala Glu Tyr 
1625 1630 1635 

gat tta atg gta aaa get aca gat aag ggc agt cea cea atg agt 5139 

40 Asp Leu Met Val Lys Ala Thr Asp Lys Gly Ser Pro Pro Met Ser 

1640 1645 1650 

gaa ata act tct gtg cgt ate ttt gtc aca att get gae aac gee 5184 

Glu He Thr Ser Val Arg He Phe Val Thr He Ala Asp Asn Ala 
45 1655 1660 1665 

tct ccg aag ttt aca tea aaa gaa tat tct gtt gaa ctt agt gaa 5229 

Ser Pro Lys Phe Thr Ser Lys Glu Tyr Ser Val Glu Leu Ser Glu 
1670 1675 1680 



act gtc age att ggg agt ttc gtt ggg atg gtt aca gcc cat agt 5274 
Thr Val Ser He Gly Ser Phe Val Gly Met Val Thr Ala His Ser 
1685 1690 1695 



55 eaa tea tea gtg gtg tat gaa ata aaa gat gga aat aca ggt gat 5319 

Gin Ser Ser Val Val Tyr Glu He Lys Asp Gly Asn Thr Gly Asp 

1700 1705 1710 

get ttt gat att aat cea eat tct gga act ate ate act cag aaa 5364 

60 Ala Phe Asp He Asn Pro His Ser Gly Thr He He Thr Gin Lys 

1715 1720 1725 



gcc ctg gae ttt gaa act ttg ccc att tac aca ttg ata ata caa 
Ala Leu Asp Phe Glu Thr Leu Pro He Tyr Thr Leu He He Gin 
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1730 1735 1740 

gga act aac atg get ggt ttg tec act aat aca acg gtt eta gtt 5454 

Gly Thr Asn Met Ala Gly Leu Ser Thr Asn Thr Thr Val Leu Val 

5 1745 1750 • 1755 

cac ttg cag gat gag aat gac aac gcg cca gtt ttt atg cag gca 5499 

His Leu Gin Asp Glu Asn Asp Asn Ala Pro Val Phe Met Gin Ala 

1760 1765 1770 



10 



gaa tat aca gga etc att agt gaa tea gee tea att aac age gtg 5544 
Glu Tyr Thr Gly Leu lie Ser Glu Ser Ala Ser lie Asn Ser Val 
1775 1780 1785 



15 gte eta aca gac agg aat gtc cca ctg gtg att ega gca get gat 5589 

Val Leu Thr Asp Arg Asn Val Pro Leu Val lie Arg Ala Ala Asp 
1790 1795 1800 

get gat aaa gac tea aat get ttg ctt gta tat cac att gtt gaa 5634 

20 Ala Asp Lys Asp Ser Asn Ala Leu Leu Val Tyr His lie Val Glu 
1805 1810 1815 

cca tct gta cac aca tat ttt get att gat tet age act ggt get 5 679 

Pro Ser Val His Thr Tyr Phe Ala lie Asp Ser Ser Thr Gly Ala 
25 1820 1825 1830 

att cat aca gta eta agt ctg gac tat gaa gaa aca agt att ttt 5724 

lie His Thr Val Leu Ser Leu Asp Tyr Glu Glu Thr Ser lie Phe 
1835 1840 1845 



30 



50 



cac ttt ace gtc caa gtg eat gac atg gga ace cca egt tta ttt 5769 
His Phe Thr Val Gin Val His Asp Met Gly Thr Pro Arg Leu Phe 
1850 1855 1860 



35 get gag tat gca gcg aat gta aca gta cat gta att gac att aat 5814 

Ala Glu Tyr Ala Ala Asn Val Thr Val His Val lie Asp lie Asn 
1865 1870 1875 

gac tge ecc ect gtg ttt gee aag cca tta tat gaa gca tct ctt 5859 

40 Asp Cys Pro Pro Val Phe Ala Lys Pro Leu Tyr Glu Ala Ser Leu 
1880 1885 1890 

ttg tta cca aca tac aaa gga gta aaa gte ate aca gta aat get 5904 

Leu Leu Pro Thr Tyr Lys Gly Val Lys Val He Thr Val Asn Ala 
45 1895 1900 1905 

aca gat get gat tea agt gca ttc tea cag ttg att tac tec ate 594 9 

Thr Asp Ala Asp Ser Ser Ala Phe Ser Gin Leu He Tyr Ser He 
1910 1915 1920 



ace gaa gge aac ate ggg gag aag ttt tct atg gac tac aag act 5994 
Thr Glu Gly Asn He Gly Glu Lys Phe Ser Met Asp Tyr Lys Thr 
1925 1930 1935 



55 ggt get etc act gtc caa aac aca act cag tta aga age cge tac 6039 

Gly Ala Leu Thr Val Gin Asn Thr Thr Gin Leu Arg Ser Arg Tyr 
1940 1945 1950 

gag eta ace gtt aga get tec gat gge aga ttt gee gge ctt ace 6084 

60 Glu Leu Thr Val Arg Ala Ser Asp Gly Arg Phe Ala Gly Leu Thr 
1955 I960 1965 

tct gtc aaa att aat gtg aaa gaa age aaa gaa agt cac eta aag 6129 

Ser Val Lys He Asn Val Lys Glu Ser Lys Glu Ser His Leu Lys 
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1970 1975 1980 

ttt acc cag gat gtc tac tct gcg gta gtg aaa gag aat tec acc 6174 

Phe Thr Gin Asp Val Tyr Ser Ala Val Val Lys Glu Asn Ser Thr 

5 1985 1990 1995 

gag gcc gaa aca tta get gtc att act get att ggg agt cca ate 6219 

Glu Ala Glu Thr Leu Ala Val lie Thr Ala lie Gly Ser Pro lie 

2000 2005 2010 



10 



30 



50 



aat gag cct ttg ttt tat cac ate etc aac cca gat cgc aga ttt 6264 
Asn Glu Pro Leu Phe Tyr His lie Leu Asn Pro Asp Arg Arg Phe 

2015 2020 2025 



15 aaa ata age cgc act tea ggg gtt ctg tea acc act ggc acg ccc 630 9 

Lys He Ser Arg Thr Ser Gly Val Leu Ser Thr Thr Gly Thr Pro 
2030 2035 2040 

ttc gat cgt gag cag cag gag gcg ttt gat gtg gtt gta gaa gtg 6354 
20 Phe Asp Arg Glu Gin Gin Glu Ala Phe Asp Val Val Val Glu Val 
2045 2050 2055 

ata gag gaa cat aag cct tct gca gtg gcc cac gtt gtc gtg aag 6399 
He Glu Glu His Lys Pro Ser Ala Val Ala His Val Val Val Lys 
25 2060 2065 2070 

gtc att gta gaa gac caa aat gat aat gcg cog gtg ttt gtc aac 6444 
Val He Val Glu Asp Gin Asn Asp Asn Ala Pro Val Phe Val Asn 
2075 2080 2085 



ctt ccc tac tac gcc gtt gtt aaa gtg gac act gag gtg ggc cat 648 9 

Leu Pro Tyr Tyr Ala Val Val Lys Val Asp Thr Glu Val Gly His 
2090 2095 2100 



35 gtc att cgc tat gtc act get gta gac aga gac agt ggc aga aac 6534 
Val He Arg Tyr Val Thr Ala Val Asp Arg Asp Ser Gly Arg Asn 
2105 2110 2115 

ggg gaa gtg cat tac tac etc aag gaa cat cat gaa cac ttt caa 657 9 

40 Gly Glu Val His Tyr Tyr Leu Lys Glu His His Glu His Phe Gin 
2120 2125 2130 

att gga ccc ttg ggt gaa att tea ctg aaa aag caa ttt gag ctt 6624 
He Gly Pro Leu Gly Glu He Ser Leu Lys Lys Gin Phe Glu Leu 
45 2135 2140 2145 

gac acc tta aat aaa gaa tat ctt gtt aca gtg gtt gca aaa gat 6669 
Asp Thr Leu Asn Lys Glu Tyr Leu Val Thr Val Val Ala Lys Asp 
2150 2155 2160 



gga ggg aac ccg gcc ttt tea gcg gaa gtt ate gtt ccg ate act 6714 
Gly Gly Asn Pro Ala Phe Ser Ala Glu Val He Val Pro He Thr 
2165 2170 2175 



55 gtc atg aat aaa gee atg cct gtg ttt gaa aaa cct ttc tac agt 6759 

Val Met Asn Lys Ala Met Pro Val Phe Glu Lys Pro Phe Tyr Ser 
2180 2185 2190 

gca gag att gca gag age ate cag gtg cac age cct gtg gtc cac 6804 

60 Ala Glu He Ala Glu Ser He Gin Val , His Ser Pro Val Val His 
2195 2200 2205 



gtg cag get aac age ccg gaa ggc ctg aaa gtg ttc tac age ate 
Val Gin Ala Asn Ser Pro Glu Gly Leu Lys Val Phe Tyr Ser He 
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2210 2215 2220 

aca gac gga gac cct ttc age cag ttc act att aac ttc aat act 6894 

Thr Asp Gly Asp Pro Phe Ser Gin Phe Thr He Asn Phe Asn Thr 
5 2225 2230 2235 

gga gtt ate aat gtc ata get cct ctg gac ttt gag gee cac ccg 6939 

Gly Val He Asn Val He Ala Pro Leu Asp Phe Glu Ala His Pro 
2240 2245 2250 



10 



30 



50 



gca tat aag ctg age ata cgc gca act gac tec ttg acg ggc get 6984 
Ala Tyr Lys Leu Ser He Arg Ala Thr Asp Ser Leu Thr Gly Ala 

2255 2260 2265 



15 cat get gaa gta ttt gtg gac ate ata gta gac gac ate aat gat 702 9 

His Ala Glu Val Phe Val Asp He He Val Asp Asp He Asn Asp 

2270 2275 2280 

aac cct cct gtg ttt get cag cag tet tat gcg gtg ace ctg tct 7074 

20 Asn Pro Pro Val Phe Ala Gin Gin Ser Tyr Ala Val Thr Leu Ser 
2285 2290 2295 

gag gca tct gta att gga acg tct gtt gtt caa gtt aga gee ace 7119 

Glu Ala Ser Val He Gly Thr Ser Val Val Gin Val Arg Ala Thr 

25 2300 2305 2310 

gat tct gat tea gaa cca aat aga gga ate tea tac cag atg ttt 7164 

Asp Ser Asp Ser Glu Pro Asn Arg Gly He Ser Tyr Gin Met Phe 

2315 2320 2325 



ggg aat cac age aag agt cat gat cat ttt cat gta gac age age 7209 
Gly Asn His Ser Lys Ser His Asp His Phe His Val Asp Ser Ser 
2330 2335 2340 



35 act ggc etc ate tea eta etc aga ace ctg gat tac gag cag tec 7254 

Thr Gly Leu He Ser Leu Leu Arg Thr Leu Asp Tyr Glu Gin Ser 

2345 2350 2355 

egg cag cac acg att ttt gtg agg gca gtt gat ggt ggt atg cec 7299 

40 Arg Gin His Thr He Phe Val Arg Ala Val Asp Gly Gly Met Pro 

2360 2365 2370 

acg ctg age agt gat gtg att gtc acg gtg gac gtt ace gac etc 7344 

Thr Leu Ser Ser Asp Val He Val Thr Val Asp Val Thr Asp Leu 

45 2375 2380 2385 

aat ggt aat cca cca etc ttt gaa caa cag att tat gaa gee aga 738 9 

Asn Gly Asn Pro Pro Leu Phe Glu Gin Gin He Tyr Glu Ala Arg 

2390 , 2395 2400 



att age gag cac gcc cct cat ggg cat ttc gtg acc tgt gta aaa 7434 
He Ser Glu His Ala Pro His Gly His Phe Val Thr Cys Val Lys 
2405 2410 2415 



55 gee tat gat gca gac agt tea gac ata gac aag ttg cag tat tec 7479 

Ala Tyr Asp Ala Asp Ser Ser Asp He Asp Lys Leu Gin Tyr Ser 

2420 2425 2430 

att ctg tct ggc aat gat cat aaa eat ttt gtc att gac agt gca 7524 

60 He Leu Ser Gly Asn Asp His Lys His Phe Val He Asp Ser Ala 

2435 2440 2445 

aca ggg att ate acc etc tea aac ctg cac egg cac gcc ctg aag 7569 

Thr Gly He He Thr Leu Ser Asn Leu His Arg His Ala Leu Lys 
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2450 2455 2460 

cca ttt tac agt ctt aac ctg tea gtg tct gat gga gtt ttt aga 7614 

Pro Phe Tyr Ser Leu Asn Leu Ser Val Ser Asp Gly Val Phe Arg 
2465 2470 2475 

agt tec acc cag gtt cat gta act gta att gga ggc aat ttg cac 7659 

Ser Ser Thr Gin Val His Val Thr Val He Gly Gly Asn Leu His 
2480 2485 2490 

agt cct get ttc ctt cag aac gaa tat gaa gtg gaa eta get gaa 7704 

Ser Pro Ala Phe Leu Gin Asn Glu Tyr Glu Val Glu Leu Ala Glu 
2495 2500 2505 



15 aac get ecc eta eat ace ctg gtg atg gag gtg aaa act aeg gat 7749 

Asn Ala Pro Leu His Thr Leu Val Met Glu Val Lys Thr Thr Asp 
2510 2515 2520 

ggg gat tct ggt att tat ggt cac gtt act tac eat att gta aat 7794 

20 Gly Asp Ser Gly He Tyr Gly His Val Thr Tyr His He Val Asn 

2525 2530 2535 

gac ttt gcc aaa gac aga ttt tac ata aat gag aga gga cag ata 7839 

Asp Phe Ala Lys Asp Arg Phe Tyr He Asn Glu Arg Gly Gin He 
25 2540 2545 2550 

ttt act ttg gaa aaa ctt gat cga gaa acc ccg gcg gag aaa gtg 7884 

Phe Thr Leu Glu Lys Leu Asp Arg Glu Thr Pro Ala Glu Lys Val 
2555 2560 2565 



ate tea gtc egt tta atg get aag gat get gga gga aaa gtt get 7929 
He Ser Val Arg Leu Met Ala Lys Asp Ala Gly Gly Lys Val Ala 
2570 2575 2580 



35 ttc tge acc gtg aat gtc ate ett aca gat gac aat gac aat gea 7 974 

Phe Cys Thr Val Asn Val He Leu Thr Asp Asp Asn Asp Asn Ala 

2585 2590 2595 

cca caa ttt cga gea ace aaa tac gaa gtg aat ate ggg tec agt 8019 

40 Pro Gin Phe Arg Ala Thr Lys Tyr Glu Val Asn He Gly Ser Ser 

2600 2605 2610 

get get aaa ggg act tea gtc gta aag tct gea agt gat gee gat 8064 

Ala Ala Lys Gly Thr Ser Val Val Lys Ser Ala Ser Asp Ala Asp 

45 2615 2620 2625 

gag ggc tee aat gee gac ate ace tat gcc att gaa gea gac tct 8109 

Glu Gly Ser Asn Ala Asp He Thr Tyr Ala He Glu Ala Asp Ser 

2630 2635 2640 



gaa agt gta aaa gag aat ttg gaa att aac aaa ctg tec ggc gta 8154 
Glu Ser Val Lys Glu Asn Leu Glu He Asn Lys Leu Ser Gly Val 
2645 2650 2655 



55 ate act aca aag gag age etc att ggc ttg gaa aat gaa ttc ttc 8199 

He Thr Thr Lys Glu Ser Leu He Gly Leu Glu Asn Glu Phe Phe 

2660 2665 2670 

act ttc ttt gtt aga get gtg gat aat ggg tct cca tea aaa gaa 8244 

60 Thr Phe Phe Val Arg Ala Val Asp Asn Gly Ser Pro Ser Lys Glu 

2675 2680 2685 

tct gtt gtt ctt gtc tat gtt aaa ate ctt cca ccg gaa atg cag 8289 

Ser Val Val Leu Val Tyr Val Lys He Leu Pro Pro Glu Met Gin 
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10 



30 



50 



2690 2695 2700 

ctt cca aaa ttt tea gaa cct ttc tat acc ttt aca gtg tea gag 8334 
Leu Pro Lys Phe Ser Glu Pro Phe Tyr Thr Phe Thr Val Ser Glu 
2705 2710 2715 

gac gtg cct gtt gga aca gag ata gat etc ate ega gea gaa cat 8379 
Asp Val Pro Val Gly Thr Glu lie Asp Leu lie Arg Ala Glu His 
2720 2725 2730 

agt ggg act gtt ctt tac age ctg gtc aaa ggg aat act cca gaa 8424 
Ser Gly Thr Val Leu Tyr Ser Leu Val Lys Gly Asn Thr Pro Glu 
2735 2740 2745 



15 age aat agg gat gag tec ttt gtg att gac aga cag age ggg aga 8469 

Ser Asn Arg Asp Glu Ser Phe Val lie Asp Arg Gin Ser Gly Arg 

2750 ' 2755 2760 

ctg aag ttg gag aag agt ctt gat cat gag aca act aag tgg tat 8514 

20 Leu Lys Leu Glu Lys Ser Leu Asp His Glu Thr Thr Lys Trp Tyr 

2765 2770 2775 

cag ttt tec ata ctg gcc agg tgc act caa gat gac cat gag atg .8559 

Gin Phe Ser He Leu Ala Arg Cys Thr Gin Asp Asp His Glu Met 
25 2780 2785 2790 

gtg get tct gta gat gtt agt ate caa gtg aaa gat gea aat gac 8604 

Val Ala Ser Val Asp Val Ser He Gin Val Lys Asp Ala Asn Asp 
2795 2800 2805 



aac age ceg gtc ttt gaa tct agt cca tat gag gea ttc att gtt 8649 
Asn Ser Pro Val Phe Glu Ser Ser Pro Tyr Glu Ala Phe He Val 
2810 2815 2820 



35 gaa aac ctg cca ggg gga agt aga gta att cag ate agg gea tct 8694 

Glu Asn Leu Pro Gly Gly Ser Arg Val He Gin He Arg Ala Ser 
2825 2830 2835 

gat get gac tea gga ace aac gge caa gtt atg tat age ctg gat 8739 

40 Asp Ala Asp Ser Gly Thr Asn Gly Gin Val Met Tyr Ser Leu Asp 

2840 2845 2850 

cag tea caa agt gtg gaa gtc att gaa tec ttt gee att aac atg 8784 

Gin Ser Gin Ser Val Glu Val He Glu Ser Phe Ala He Asn Met 
45 2855 2860 2865 

gaa aca gge tgg att aca act tta aag gaa ctt gac eat gaa aag 882 9 

Glu Thr Gly Trp He Thr Thr Leu Lys Glu Leu Asp His Glu Lys - 
2870 2875 2880 



aga gac aat tac cag att aaa gtg gtt gea tea gat eat ggt gaa 8874 
Arg Asp Asn Tyr Gin He Lys Val Val Ala Ser Asp His Gly Glu 
2885 2890 2895 



55 aag ate cag eta tec tec aca gcc att gtg gat gtt ace gtc ace 8919 

Lys He Gin Leu Ser Ser Thr Ala He Val Asp Val Thr Val Thr 

2900 2905 2910 

gat gtc aac gat agt cca cca ega ttc aeg gcc gag ate tat aaa 8 964 

60 Asp Val Asn Asp Ser Pro Pro Arg Phe Thr Ala Glu He Tyr Lys 

2915 2920 2925 

ggg act gtg agt gag gat gac ccc caa ggt ggg gtg att gcc ate 9009 

Gly Thr Val Ser Glu Asp Asp Pro Gin Gly Gly Val He Ala He 
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2930 



2935 



2940 



tta agt acc acg gat get gat tct gaa gag ate aac aga caa gtt 
Leu Ser Thr Thr Asp Ala Asp Ser Glu Glu lie Asn Arg Gin Val 
2945 2950 2955 



9054 



10 



aca tat ttc ata aca gga ggg gat cct tta gga cag ttt gcc gtt 
Thr Tyr Phe lie Thr Gly Gly Asp Pro Leu Gly Gin Phe Ala Val 
2960 2965 2970 



gaa act ata cag 
Glu Thr lie Gin 

2975 



aat gaa tgg aag gta tat gtg aag aaa cct eta 
Asn Glu Trp Lys Val Tyr Val Lys Lys Pro Leu 

2980 2985 



15 gac agg gaa aaa agg gac aat tac ctt ctt act ate acg gea act 
Asp Arg Glu Lys Arg Asp Asn Tyr Leu Leu Thr lie Thr Ala Thr 
2990 2995 3000 



9099 



9144 



9189 



gat ggc acc ttc 
20 Asp Gly Thr Phe 
3005 



tea tea aaa gcg ata 
Ser Ser Lys Ala lie 
3010 



gtt gaa gtg aaa gtt ctg 
Val Glu Val Lys Val Leu 
3015 



9234 



25 



gat gca aat gac aac agt eca gtt tgt gaa aag act tta tat tea 
Asp Ala Asn Asp Asn Ser Pro Val Cys Glu Lys Thr Leu Tyr Ser 
3020 3025 3030 



9279 



30 



gac act att cct gaa gac gtc ctt cct gga aaa ttg ate atg cag 9324 
Asp Thr lie Pro Glu Asp Val Leu Pro Gly Lys Leu lie Met Gin 
3035 3040 3045 

ate tct get aca gac gca gac ate cgc tct aac get gaa att act 9369 
lie Ser Ala Thr Asp Ala Asp lie Arg Ser Asn Ala Glu lie Thr 
3050 3055 3060 



35 tac acg tta ttg ggt tea ggt gca gaa aaa ttc aaa eta aat cca 
Tyr Thr Leu Leu Gly Ser Gly Ala Glu Lys Phe Lys Leu Asn Pro 
3065 3070 3075 



9414 



gac aca ggt gaa 
40 Asp Thr Gly Glu 

3080 



ctg aaa acg tea acc cec ctt gat cgt gag gag 
Leu Lys Thr Ser Thr Pro Leu Asp Arg Glu Glu 

3085 3090 



9459 



45 



caa get gtt tat eat ctt etc gtc agg gcc aca gat gga gga gga 
Gin Ala Val Tyr His Leu Leu Val Arg Ala Thr Asp Gly Gly Gly 
3095 3100 3105 



9504 



50 



aga ttc tgc caa gcc agt att gtc gtc 
Arg Phe Cys Gin Ala Ser lie Val Val 
3110 3115 



gat aac gcc ccc 
Asp Asn Ala Pro 
3125 



gaa ttc tct gcc gat 
Glu Phe Ser Ala Asp 
3130 



55 ttt gaa aac aca gag ccg gga acg ctg 
Phe Glu Asn Thr Glu Pro Gly Thr Leu 
3140 3145 



acg eta gaa gat gtg aac 

Thr Leu Glu Asp Val Asn 
3120 

cct tat gcc ate acc gtg 

Pro Tyr Ala lie Thr Val 
3135 

ctg aca aga gtg cag gee 

Leu Thr Arg Val Gin Ala 
3150 



9549 



9594 



9639 



aca gat gee gac gea gga tta aat egg aag att tta tac tea ctg 
60 Thr Asp Ala Asp Ala Gly Leu Asn Arg Lys lie Leu Tyr Ser Leu 
3155 3160 3165 



9684 



att gac tct get gat ggg cag ttc tec att aac gaa tta tct gga 
lie Asp Ser Ala Asp Gly Gin Phe Ser lie Asn Glu Leu Ser Gly 



9729 
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3170 



3175 



3180 



att att cag tta gaa aaa cct ttg gac aga gaa etc cag gca gta 
lie He Gin Leu Glu Lys Pro Leu Asp Arg Glu Leu Gin Ala Val 
5 3185 3190 3195 



9774 



10 



tac acc etc tct 
Tyr Thr Leu Ser 
3200 

ctg act gcc act 
Leu Thr Ala Thr 
3215 



ttg aaa get gtg gat 
Leu Lys Ala Val Asp 
3205 

ggc act gtg att gta 
Gly Thr Val He Val 

3220 



caa ggc ttg cea agg agg 9819 
Gin Gly Leu Pro Arg Arg 
3210 

tea gtt ett gac ata aat 9864 
Ser Val Leu Asp He Asn 

3225 



15 gac aae ccc cct gtg ttt gag tac cgt gaa tat ggt gcc acc gtg 
Asp Asn Pro Pro Val Phe Glu Tyr Arg Glu Tyr Gly Ala Thr Val 
3230 3235 3240 



9909 



tct gag gac att ctt gtt gga act gaa gtt ett caa gtg tat gca 
20 Ser Glu Asp He Leu Val Gly Thr Glu Val Leu Gin Val Tyr Ala 
3245 3250 3255 



9954 



25 



gca agt egg gat att gaa gca aat gca gaa ate acc tac tea ata 
Ala Ser Arg Asp He Glu Ala Asn Ala Glu He Thr Tyr Ser He 
3260 3265 3270 



9999 



30 



ata agt gga aat 
He Ser Gly Asn 
3275 



gaa cat ggg aaa ttc age ata gat tct aaa aca 
Glu His Gly Lys Phe Ser He Asp Ser Lys Thr 
3280 3285 



ggg gcc gta ttt ate att gag aat ctg gat tat gag age tct cat 
Gly Ala Val Phe He He Glu Asn Leu Asp Tyr Glu Ser Ser His 
3290 3295 3300 



10044 



10089 



35 gag tat tac eta 
Glu Tyr Tyr Leu 
3305 



aca gta gag gcc act gat gga ggc acg cct tea 
Thr Val Glu Ala Thr Asp Gly Gly Thr Pro Ser 
3310 3315 



10134 



ctg age gac gtt gee act gtg aae gtt aat gta aca gat ate aae 
40 Leu Ser Asp Val Ala Thr Val Asn Val Asn Val Thr Asp He Asn 

3320 3325 3330 



10179 



45 



gat aat ace cct 
Asp Asn Thr Pro 
3335 



gtg ttc age caa gac acc tac acg aca gtc ate 
Val Phe Ser Gin Asp Thr Tyr Thr Thr Val He 
3340 3345 



10224 



50 



agt gaa gat gee gtt ett gag eag tct gtc ate acg gtt atg gee 
Ser Glu Asp Ala Val Leu Glu Gin Ser Val He Thr Val Met Ala 
3350 3355 3360 



gat gat gcc gat 
Asp Asp Ala Asp 
3365 



gga cct tec aac age 
Gly Pro Ser Asn Ser 
3370 



cac ate eac tac tea att 
His He His Tyr Ser He 
3375 



55 ata gat ggc aac caa gga age teg ttc aca att gac ccc gtc agg 
He Asp Gly Asn Gin Gly Ser Ser Phe Thr He Asp Pro Val Arg 
3380 3385 3390 



10269 



10314 



10359 



gga gaa gtc aaa gtg acc aaa ctt etc gac ega gaa acg att tea 
60 Gly Glu Val Lys Val Thr Lys Leu Leu Asp Arg Glu Thr He Ser 
3395 3400 3405 



10404 



ggt tac acg etc acg gtt caa get tct gat aat ggc agt cea ccc 
Gly Tyr Thr Leu Thr Val Gin Ala Ser Asp Asn Gly Ser Pro Pro 



10449 
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3410 



3415 



3420 



aga gtc aac acg 
Arg Val Asn Thr 
3425 



acg acc gtg aac ate gat gtg tec gat gtc aat 
Thr Thr Val Asn lie Asp Val Ser Asp Val Asn 
3430 3435 



10494 



10 



gac aac gcg ccc 
Asp Asn Ala Pro 

3440 



gtc ttc tec agg gga aac tac agt gtc att ate 
Val Phe Ser Arg Gly Asn Tyr Ser Val lie He 
3445 3450 



cag gaa aat aag cca gtg ggc ttc age gtg ctg cag etg gta gta 
Gin Glu Asn Lys Pro Val Gly Phe Ser Val Leu Gin Leu Val Val 
3455 3460 3465 



10539 



10584 



15 aca gat gag gat 
Thr Asp Glu Asp 
3470 



tet tee eat aac 
Ser Ser His Asn 



ggt cca ccc ttc ttc ttt act 
Gly Pro Pro Phe Phe Phe Thr 
3475 3480 



10629 



att gta act gga 
20 He Val Thr Gly 
3485 



aat gat gag aag get 
Asn Asp Glu Lys Ala 
3490 



ttt gaa gtt aac ccg caa 
Phe Glu Val Asn Pro Gin 
3495 



10674 



25 



gga gtc etc ctg aca tea tet gee ate aag agg aag gag aaa gat 
Gly Val Leu Leu Thr Ser Ser Ala He Lys Arg Lys Glu Lys Asp 
3500 3505 3510 



10719 



30 



35 



cat tac tta etg 
His Tyr Leu Leu 
3515 

ttg tea tet ttg 
Leu Ser Ser Leu 
3530 

ate tat ccg cct 
He Tyr Pro Pro 
3545 



cag gtg aag gtg gea gat aat gga aag cct cag 
Gin Val Lys Val Ala Asp Asn Gly Lys Pro Gin 
3520 3525 



aca tac att gac att 
Thr Tyr He Asp He 
3535 

gcg att ttg ccc etg 
Ala He Leu Pro Leu 
3550 



agg gta att gag gag age 
Arg Val He Glu Glu Ser 
3540 

gag att ttc ate acc tet 
Glu He Phe He Thr Ser 
3555 



10764 



10809 



10854 



tet gga gaa gaa tac tea ggt gge gtc att ggg aag ate cat gee 
40 Ser Gly Glu Glu Tyr Ser Gly Gly Val He Gly Lys He His Ala 
3560 3565 3570 



10899 



45 



aca gac cag gac 
Thr Asp Gin Asp 
3575 



gtg tat gat act eta acc tac agt etc gac cct 
Val Tyr Asp Thr Leu Thr Tyr Ser Leu Asp Pro 
3580 3585 



10944 



50 



55 



cag atg gac aac 
Gin Met Asp Asn 
3590 

ata gca cac aaa 
He Ala His Lys 
3605 



ctg ttc tet gtt tec 
Leu Phe Ser Val Ser 
3595 

aag eta gac ata ggg 
Lys Leu Asp He Gly 
3610 



age aca ggg ggc aag ctg 
Ser Thr Gly Gly Lys Leu 
3600 

caa tac ctt etc aat gtc 
Gin Tyr Leu Leu Asn Val 
3615 



age gta aca gat ggg aag ttc acg acg gtg gee gac ate aca gtg 
Ser Val Thr Asp Gly Lys Phe Thr Thr Val Ala Asp He Thr Val 
3620 3625 3630 



10989 



11034 



11079 



eat ate aga caa gtc aca cag gag atg ttg aac cac acc ate gcg 
60 His He Arg Gin Val Thr Gin Glu Met Leu Asn His Thr He Ala 
3635 3640 3645 



11124 



ate cgc ttt gee aac etc act ccg gaa gaa ttc gtt ggt gac tac 
He Arg Phe Ala Asn Leu Thr Pro Glu Glu Phe Val Gly Asp Tyr 



11169 
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3650 



3655 



3660 



tgg cgc aac ttc cag cga get tta egg aac ate ctg ggt gtg agg 
Trp Arg Asn Phe Gin Arg Ala Leu Arg Asn He Leu Gly Val Arg 
5 3665 3670 3675 



11214 



10 



agg aac gac ata 
Arg Asn Asp He 

3680 

cca cat ctg gac 
Pro His Leu Asp 

3695 



cag att gtt agt ttg 
Gin He Val Ser Leu 
3685 

gtc tta ctt ttt gta 
Val Leu Leu Phe Val 

3700 



cag tec tet gaa eet cac 11259 
Gin Ser Ser Glu Pro His 
3690 

gag aaa cca ggt agt get 11304 
Glu Lys Pro Gly Ser Ala 

3705 



15 cag ate tea aca aaa caa ctt ctg cac aag att aac tet tec gtg 
Gin He Ser Thr Lys Gin Leu Leu His Lys He Asn Ser Ser Val 
3710 3715 3720 



11349 



act gac att gag gaa ate att gga gtt agg ata ctg aat gta ttc 
20 Thr Asp He Glu Glu He He Gly Val Arg He Leu Asn Val Phe 
3725 3730 3735 



11394 



25 



cag aaa etc tgc gcg gga ctg gac tgc cec tgg aag ttc tgc gat 
Gin Lys Leu Cys Ala Gly Leu Asp Cys Pro Trp Lys Phe Cys Asp 
3740 3745 3750 



11439 



30 



gaa aag gtg tet 
Glu Lys Val Ser 
3755 

gee aga ctg agt 
Ala Arg Leu Ser 
3770 



gtg gat gaa agt gtg 
Val Asp Glu Ser Val 
3760 

ttt gtg act ccc cgc 
Phe Val Thr Pro Arg 
3775 



atg tea aca cac age aca 11484 
Met Ser Thr His Ser Thr 
3765 

cac cac agg gca gcg gtg 11529 
His His Arg Ala Ala Val 
3780 



35 tgt etc tgc aaa gag gga agg tgc cca eet gtc cac eat gge tgt 
Cys Leu Cys Lys Glu Gly Arg Cys Pro Pro Val His His Gly Cys 
3785 3790 3795 



11574 



gaa gat gat ccg tgc eet gag gga tee gaa tgt gtg tet gat ccc 
40 Glu Asp Asp Pro Cys Pro Glu Gly Ser Glu Cys Val Ser Asp Pro 
3800 3805 3810 



11619 



45 



tgg gag gag aaa cac ace tgt gtc tgt cec age gge agg ttt ggt 
Trp Glu Glu Lys His Thr Cys Val Cys Pro Ser Gly Arg Phe Gly 
3815 3820 3825 



11664 



50 



cag tgc cca ggg 
Gin Cys Pro Gly 
3830 

gtg aaa tac egt 
Val Lys Tyr Arg 
3845 



agt tea tet atg aca ctg act gga aac age tac 

Ser Ser Ser Met Thr Leu Thr Gly Asn Ser Tyr 
3835 3840 

ctg acg gaa aat gaa aac aaa tta gag atg aaa 

Leu Thr Glu Asn Glu Asn Lys Leu Glu Met Lys 
3850 3855 



55 ctg ace atg agg etc aga aca tat tec acg eat gcg gtt gtc atg 
Leu Thr Met Arg Leu Arg Thr Tyr Ser Thr His Ala Val Val Met 
3860 3865 3870 



11709 



11754 



11799 



tat get cga gga act gac tat age ate ttg gag att cat cat gga 
60 Tyr Ala Arg Gly Thr Asp Tyr Ser He Leu Glu He His His Gly 
3875 3880 3885 



11844 



agg ctg cag tac aag ttt gac tgt gga agt gge cct gga att gtc 
Arg Leu Gin Tyr Lys Phe Asp Cys Gly Ser Gly Pro Gly He Val 



11889 
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3890 



3895 



3900 



tct gtt cag age att cag gtc aat gat ggg cag tgg cac gca gtg 
Ser Val Gin Ser lie Gin Val Asn Asp Gly Gin Trp His Ala Val 
5 3905 3910 3915 



11934 



10 



gcc ctg gaa gtg 
Ala Leu Glu Val 

3920 

gtt cat act gca 
Val His Thr Ala 
3935 



aat gga aac tat get 
Asn Gly Asn Tyr Ala 
3925 

teg ggc aca gcc cca 
Ser Gly Thr Ala Pro 

3940 



cgc ttg gtt eta gac eaa 
Arg Leu Val Leu Asp Gin 
3930 

ggg act ctg aaa ace ctg 
Gly Thr Leu Lys Thr Leu 

3945 



15 aac ctg gat aac tat gtg ttt ttt ggt ggc cac ate cgt cag cag 
Asn Leu Asp Asn Tyr Val Phe Phe Gly Gly His lie Arg Gin Gin 
3950 3955 3960 



11979 



12024 



12069 



gga aca agg eat gga aga agt ect eaa gtt ggt aat ggt ttc agg 
20 Gly Thr Arg His Gly Arg Ser Pro Gin Val Gly Asn Gly Phe Arg 
3965 3970 3975 



12114 



25 



ggt tgt atg gac tec att tat ttg aat ggg cag gag etc ect tta 
Gly Cys Met Asp Ser lie Tyr Leu Asn Gly Gin Glu Leu Pro Leu 
3980 3985 3990 



12159 



30 



aac age aaa ccc 
Asn Ser Lys Pro 
3995 

gta tet cca ggc 
Val Ser Pro Gly 
4010 



aga age tat gca cac 
Arg Ser Tyr Ala His 
4000 

tge ttc ctg aeg gee 
Cys Phe Leu Thr Ala 
4015 



ate gaa gag teg gtg gat 12204 
lie Glu Glu Ser Val Asp 
4005 

aeg gaa gac tge gcc age 1224 9 

Thr Glu Asp Cys Ala Ser 
4020 



35 aac ect tge cag aat gga ggc gtt tge aat eeg tea ect get gga 
Asn Pro Cys Gin Asn Gly Gly Val Cys Asn Pro Ser Pro Ala Gly 
4025 4030 4035 



12294 



ggt tat tac tge aaa tge agt gee ttg tac ata ggg acc cac tgt 
40 Gly Tyr Tyr Cys Lys Cys Ser Ala Leu Tyr lie Gly Thr His Cys 

4040 4045 • 4050 



12339 



45 



gag ata age gtc aat eeg tgt tec tec aac cca tge etc tat ggg 
Glu lie Ser Val Asn Pro Cys Ser Ser Asn Pro Cys Leu Tyr Gly 
4055 4060 4065 



12384 



50 



ggc aeg tgt gtt 
Gly Thr Cys Val 
4070 

gga tta tat act 
Gly Leu Tyr Thr 
4085 



gtc gac aac gga ggc 
Val Asp Asn Gly Gly 
4075 

ggt cag agg tgt cag 
Gly Gin Arg Cys Gin 
4090 



ttt gtt tge cag tgt aga 
Phe Val Cys Gin Cys Arg 
4080 

ctt agt cca tac tge aaa 
Leu Ser Pro Tyr Cys Lys 
4095 



55 gat gaa ccc tgt aag aat ggc gga aca tge ttt gac agt ttg gat 
Asp Glu Pro Cys Lys Asn Gly Gly Thr Cys Phe Asp Ser Leu Asp 

4100 /line A1 1 n 



12429 



12474 



12519 



4105 



4110 



ggc gcc gtt tgt cag tgt gat teg ggt ttt agg gga gaa agg tgt 
60 Gly Ala Val Cys Gin Cys Asp Ser Gly Phe Arg Gly Glu Arg Cys 
4115 4120 4125 



12564 



cag agt gat ate gac gag tge tct gga aac cet tge ctg cac ggg 
Gin Ser Asp lie Asp Glu Cys Ser Gly Asn Pro Cys Leu His Gly 



12609 
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4130 



4135 



4140 



gcc etc tgt gag 
Ala Leu Cys Glu 
5 4145 



aac acg cac ggc tec tat cac tgc aac tgc age 
Asn Thr His Gly Ser Tyr His Cys Asn Cys Ser 
4150 4155 



12654 



cac gag tac agg gga cgt cac tgc gag gat get gcg ccc aac cag 
His Glu Tyr Arg Gly Arg His Cys Glu Asp Ala Ala Pro Asn Gin 



10 



4160 

tat gtg tec acg 
Tyr Val Ser Thr 
4175 



4165 

ccg tgg aac att ggg 
Pro Trp Asn lie Gly 
4180 



4170 

ttg gcg gaa gga att gga 
Leu Ala Glu Gly lie Gly 
4185 



12699 



12744 



15 ate gtt gtg ttt gtt gca ggg ata ttt tta ctg gtg gtg gtg ttt 
lie Val Val Phe Val Ala Gly lie Phe Leu Leu Val Val Val Phe 
4190 4195 4200 



12789 



gtt etc tgc cgt 
20 Val Leu Cys Arg 
4205 



aag atg att agt egg 
Lys Met lie Ser Arg 
4210 



aaa aag aag cat cag get 
Lys Lys Lys His Gin Ala 
4215 



12834 



25 



gaa cct aaa gac 
Glu Pro Lys Asp 
4220 



aag cac ctg gga ccc 
Lys His Leu Gly Pro 
4225 



get acg get ttc ttg caa 
Ala Thr Ala Phe Leu Gin 
4230 



12879 



30 



aga ccg tat ttt gat tec aag eta aat aag aac att tac tea gac 
Arg Pro Tyr Phe Asp Ser Lys Leu Asn Lys Asn lie Tyr Ser Asp 
4235 4240 4245 



ata cca cce cag gtg cct gtc egg cct 
lie Pro Pro Gin Val Pro Val Arg Pro 
4250 4255 



att tee tac acc ccg agt 
lie Ser Tyr Thr Pro Ser 
4260 



12924 



12969 



35 att cca agt gac tea aga aac aat ctg 
lie Pro Ser Asp Ser Arg Asn Asn Leu 
4265 . 4270 



gac cga aat tec ttc gaa 
Asp Arg Asn Ser Phe Glu 
4275 



13014 



gga tct get ate 
40 Gly Ser Ala lie 

4280 



cca gag cat ccc gaa 
Pro Glu His Pro Glu 
4285 



ttc age act ttt aac ccc 
Phe Ser Thr Phe Asn Pro 

4290 



13059 



45 



gag tct gtg cac ggg cac cga aaa gca gtg gcg gtc tgc age gtg 
Glu Ser Val His Gly His Arg Lys Ala Val Ala Val Cys Ser Val 
4295 4300 4305 



13104 



50 



gcg cca aac ctg 
Ala Pro Asn Leu 
4310 

age gac tec ate 
Ser Asp Ser lie 
4325 



cct ccc cca ccc ect 
Pro Pro Pro Pro Pro 
4315 

cag aag cct age tgg 
Gin Lys Pro Ser Trp 
4330 



tea aac tec cct tct gac 
Ser Asn Ser Pro Ser Asp 
4320 

gac ttt gac tat gac aca 
Asp Phe Asp Tyr Asp Thr 
4335 



13149 



13194 



55 aaa gtg gtg gat ett gat ccc tgt ett 
Lys Val Val Asp Leu Asp Pro Cys Leu 
4340 4345 



tec aag aag cct eta gag 
Ser Lys Lys Pro Leu Glu 
4350 



13239 



gaa aag ect tec cag cca tac agt gcc egg gaa age ctg tct gaa 
60 Glu Lys Pro Ser Gin Pro Tyr Ser Ala Arg Glu Ser Leu Ser Glu 
4355 4360 4365 



13284 



gtg cag tec ctg age tec ttc cag tec gaa teg tgc gat gac aat 
Val Gin Ser Leu Ser Ser Phe Gin Ser Glu Ser Cys Asp Asp Asn 



13329 
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4370 



4375 



4380 



gaa tct ttg get get cct gac etc age aaa cea aga ggg tat eac 
Glu Ser Leu Ala Ala Pro Asp Leu Ser Lys Pro Arg Gly Tyr His 
5 4385 4390 4395 



13374 



10 



tgg gat aca tea gat tgg atg cea age gtt ect ctg ccg gac ata 13419 
Trp Asp Thr Ser Asp Trp Met Pro Ser Val Pro Leu Pro Asp He 
4400 4405 4410 

eaa gag ttc ccc aae tat gag gtg att gat gag eag aea ccc ctg 13464 
Gin Glu Phe Pro Asn Tyr Glu Val He Asp Glu Gin Thr Pro Leu 
4415 4420 4425 



15 tac tea gca gat eca aac gee ate gat aeg gac tat tac cct gga 
Tyr Ser Ala Asp Pro Asn Ala He Asp Thr Asp Tyr Tyr Pro Gly 
4430 4435 4440 



13509 



ggc tac gac ate gaa agt gat ttt cct cea eee eca gaa gac ttc 
20 Gly Tyr Asp He Glu Ser Asp Phe Pro Pro Pro Pro Glu Asp Phe 
4445 4450 4455 



13554 



ccc gca get gat gag eta cea ccg tta ccg ccc gaa ttc age aat 
Pro Ala Ala Asp Glu Leu Pro Pro Leu Pro Pro Glu Phe Ser Asn 
25 4460 4465 4470 



13599 



30 



eag ttt gaa tec 
Gin Phe Glu Ser 
4475 

age ttg ggt tct 
Ser Leu Gly Ser 
4490 



ate eac cct cct aga gac atg cct gee gcg ggt 13644 

He His Pro Pro Arg Asp Met Pro Ala Ala Gly 

4480 4485 

tea tea aga aae egg eag agg ttc aae ttg aat 13689 

Ser Ser Arg Asn Arg Gin Arg Phe Asn Leu Asn 

4495 4500 



35 eag tat ttg eee aat ttt tat eee etc gat atg tct gaa ect eaa 
Gin Tyr Leu Pro Asn Phe Tyr Pro Leu Asp Met Ser Glu Pro Gin 
4505 4510 4515 



13734 



aca aaa ggc act ggt gag aat agt act tgt aga gaa ccc cat gee 
40 Thr Lys Gly Thr Gly Glu Asn Ser Thr Cys Arg Glu Pro His Ala 
4520 4525 4530 



13779 



ect tac ccg eca ggg tat eaa aga eac ttc gag gcg ccc get gtc 
Pro Tyr Pro Pro Gly Tyr Gin Arg His Phe Glu Ala Pro Ala Val 
45 4535 4540 4545 



13824 



50 



gag age atg eee atg tct gtg tac gee 
Glu Ser Met Pro Met Ser Val Tyr Ala 
4550 4555 

gac gtg tea gee tgc tgc gaa gtg gag 
Asp Val Ser Ala Cys Cys Glu Val Glu 
4565 4570 



tee ace gee tee tgc tet 

Ser Thr Ala Ser Cys Ser 
4560 

tec gag gtc atg atg agt 

Ser Glu Val Met Met Ser 
4575 



55 gac tat gag age ggg gac gac ggc cac ttc gaa gag gtg aeg ate 
Asp Tyr Glu Ser Gly Asp Asp Gly His Phe Glu Glu Val Thr He 
4580 4585 4590 



13869 



13914 



13959 



ccg eee ctg gat tee eag eag eac aeg gaa gtc tga eteteaacte 
60 Pro Pro Leu Asp Ser Gin Gin His Thr Glu Val 
4595 4600 



14005 



cccccaaagt gcetgacttt agtgaaccta gaggtgatgt gagtaatccg cgctgttctt 14065 
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tgcagcagtg 


cttccaagct 


ttttttggtg 


agccgaatgg 


gcatggctgc 


gctggatcct 


14125 




gcgcctctgg 


acgtgctagc 


catttccagt 


gtcccaacta 


ctgtcatcgt 


gaggttttca 


14185 


5 


tcggctgtgc 


catttcccaa 


cgtcttttgg 


gatttacatc 


tgtctgtgtt 


aaaataatca 


14245 




aacgaaaaat 


cagtcctgtg 


ttgtcagcat 


gattcatgta 


tttatataga 


tttgattatt 


14305 


10 


ttaattttcc 


tgtctctttt 


ttttgtaaat 


tttatgtaca 


gatttgattt 


ttcatagttt 


14365 


taactagatt 


tccaagatat 


tttgtgcatt 


tgtttcaact 


gaattttggt 


ggtgtcagtg 


14425 




ccattatcta 


gcaccctgat 


tttttttttt 


ttactataac 


cagggtttca 


ttctgtcttt 


14485 


15 


ttccactgaa 


gtgtgacatt 


ttgttagtac 


atttcagtgt 


agtcattcat 


ttctagctgt 


14545 




acataggatg 


aaggagagat 


cagatacatg 


aacatgtctt 


acatgggttg 


ctgtatttag 


14605 


20 


aattataaac 


atttttcatt 


attggaaagt 


gtaacgggga 


ccttctgcat 


acctgtttag 


14665 


aaccaaaacc 


accatgacac 


agtttttata 


gtgtctgtat 


atttgtgatg 


caatggtctt 


14725 




gtaaaggttt 


ttaatgaaaa 


ctaccattag 


ccagtctttc 


ttactgacaa 


taaattatta 


14785 


25 


ataaaat 












14792 



<210> 5 

<211> 4602 

30 <212> PRT 

<213> alternate FAT cDNA 

<400> 5 

35 Met Gly Arg His Leu Ala Leu Leu Leu Leu Leu Leu Leu Leu Phe Gin 
15 10 15 



His Phe Gly Asp Ser Asp Gly Ser Gin Arg Leu Glu Gin Thr Pro Leu 
40 20 25 30 



45 



Gin Phe Thr His Leu Glu Tyr Asn Val Thr Val Gin Glu Asn Ser Ala 
35 40 45 



50 



Ala Lys Thr Tyr Val Gly His Pro Val Lys Met Gly Val Tyr lie Thr 
50 55 60 



His Pro Ala Trp Glu Val Arg Tyr Lys lie Val Ser Gly Asp Ser Glu 
65 70 75 80 



55 Asn Leu Phe Lys Ala Glu Glu Tyr lie Leu Gly Asp Phe Cys Phe Leu 

85 90 95 



Arg He Arg Thr Lys Gly Gly Asn Thr Ala He Leu Asn Arg Glu Val 
60 100 105 110 



Lys Asp His Tyr Thr Leu He Val Lys Ala Leu Glu Lys Asn Thr Asn 
115 120 125 
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Val Glu Ala Arg Thr Lys Val Arg Val Gin Val Leu Asp Thr Asn Asp 
130 135 140 

5 

Leu Arg Pro Leu Phe Ser Pro Thr Ser Tyr Ser Val Ser Leu Pro Glu 
145 150 155 160 

10 

Asn Thr Ala lie Arg Thr Ser lie Ala Arg Val Ser Ala Thr Asp Ala 
165 170 175 

15 Asp lie Gly Thr Asn Gly Glu Phe Tyr Tyr Ser Phe Lys Asp Arg Thr 
180 185 190 

Asp Met Phe Ala lie His Pro Thr Ser Gly Val lie Val Leu Thr Gly 
20 195 200 205 

Arg Leu Asp Tyr Leu Glu Thr Lys Leu Tyr Glu Met Glu lie Leu Ala 
210 215 220 

25 

Ala Asp Arg Gly Met Lys Leu Tyr Gly Ser Ser Gly He Ser Ser Met 
225 230 235 240 

30 

Ala Lys Leu Thr Val His He Glu Gin Ala Asn Glu Cys Ala Pro Val 
245 250 255 

35 He Thr Ala Val Thr Leu Ser Pro Ser Glu Leu Asp Arg Asp Pro Ala 
260 265 270 

Tyr Ala He Val Thr Val Asp Asp Cys Asp Gin Gly Ala Asn Gly Asp 
40 275 280 285 

He Ala Ser Leu Ser He Val Ala Gly Asp Leu Leu Gin Gin Phe Arg 
290 295 300 

45 

Thr Val Arg Ser Phe Pro Gly Ser Lys Glu Tyr Lys Val Lys Ala He 
305 310 315 320 

50 

Gly Asp He Asp Trp Asp Ser His Pro Phe Gly Tyr Asn Leu Thr Leu 
325 330 335 

55 Gin Ala Lys Asp Lys Gly Thr Pro Pro Gin Phe Ser Ser Val Lys Val 
340 345 350 

He His Val Thr Ser Pro Gin Phe Lys Ala Gly Pro Val Lys Phe Glu 
60 355 360 365 



Lys Asp Val Tyr Arg Ala Glu He Ser Glu Phe Ala Pro Pro Asn Thr 
370 375 380 
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Pro Val Val Met Val Lys Ala lie Pro Ala Tyr Ser His Leu Arg Tyr 
385 390 395 400 

5 

Val Phe Lys Arg Thr Pro Gly Lys Ala Lys Phe Ser Leu Asn Tyr Asn 
405 410 415 

10 

Thr Gly Leu lie Ser lie Leu Glu Pro Val Lys Arg Gin Gin Ala Ala 
420 425 430 

15 His Phe Glu Leu Glu Val Thr Thr Ser Asp Arg Lys Ala Ser Thr Lys 
435 440 445 

Val Leu Val Lys Val Leu Gly Ala Asn Ser Asn Pro Pro Glu Phe Thr 
20 450 455 460 

Gin Thr Ala Tyr Lys Ala Ala Phe Asp Glu Asn Val Pro He Gly Thr 
465 470 475 480 

25 

Thr He Met Ser Leu Ser Ala Val Asp Pro Asp Glu Gly Glu Asn Gly 
485 490 495 

30 

Tyr Val Thr Tyr Ser He Ala Asn Leu Asn His Val Pro Phe Ala He 
500 505 510 

35 Asp His Phe Thr Gly Ala Val Ser Thr Ser Glu Asn Leu Asp Tyr Glu 
515 520 525 

Leu Met Pro Arg Val Tyr Thr Leu Arg He Arg Ala Ser Asp Trp Gly 
40 530 535 540 

Leu Pro Tyr Arg Arg Glu Val Glu Val Leu Ala Thr He Thr Leu Asn 
545 550 555 560 

45 

Asn Leu Asn Asp Asn Thr Pro Leu Phe Glu Lys He Asn Cys Glu Gly 
565 570 575 

50 

Thr He Pro Arg Asp Leu Gly Val Gly Glu Gin He Thr Thr Val Ser 
580 585 590 

55 Ala He Asp Ala Asp Glu Leu Gin Leu Val Gin Tyr Gin He Glu Ala 
595 600 605 

Gly Asn Glu Leu Asp Leu Phe Ser Leu Asn Pro Asn Ser Gly Val Leu 
60 610 615 620 



Ser Leu Lys Arg Ser Leu Met Asp Gly Leu Gly Ala Lys Val Ser Phe 
625 630 635 640 
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His Ser Leu Arg lie Thr Ala Thr Asp Gly Glu Asn Phe Ala Thr Pro 
645 650 655 

5 

Leu Tyr lie Asn lie Thr Val Ala Ala Ser His Lys Leu Val Asn Leu 
660 665 670 

10 

Gin Cys Glu Glu Thr Gly Val Ala Lys Met Leu Ala Glu Lys Leu Leu 
675 680 685 

15 Gin Ala Asn Lys Leu His Asn Gin Gly Glu Val Glu Asp lie Phe Phe 
690 695 700 

Asp Ser His Ser Val Asn Ala His lie Pro Gin Phe Arg Ser Thr Leu 
20 705 710 715 720 

Pro Thr Gly lie Gin Val Lys Glu Asn Gin Pro Val Gly Ser Ser Val 
725 730 735 

25 

lie Phe Met Asn Ser Thr Asp Leu Asp Thr Gly Phe Asn Gly Lys Leu 
740 745 750 

30 

Val Tyr Ala Val Ser Gly Gly Asn Glu Asp Ser Cys Phe Met lie Asp 
755 760 765 

35 Met Glu Thr Gly Met Leu Lys lie Leu Ser Pro Leu Asp Arg Glu Thr 
770 775 780 

Thr Asp Lys Tyr Thr Leu Asn lie Thr Val Tyr Asp Leu Gly lie Pro 
40 785 790 795 800 

Gin Lys Ala Ala Trp Arg Leu Leu His Val Val Val Val Asp Ala Asn 
805 810 815 

45 

Asp Asn Pro Pro Glu Phe Leu Gin Glu Ser Tyr Phe Val Glu Val Ser 
820 825 830 

50 

Glu Asp Lys Glu Val His Ser Glu lie lie Gin Val Glu Ala Thr Asp 
835 840 845 

55 Lys Asp Leu Gly Pro Asn Gly His Val Thr Tyr Ser He Leu Thr Asp 
850 855 860 

Thr Asp Thr Phe Ser He Asp Ser Val Thr Gly Val Val Asn He Ala 
60 865 870 875 880 



Arg Pro Leu Asp Arg Glu Leu Gin His Glu His Ser Leu Lys He Glu 
885 890 895 
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Ala Arg Asp Gin Ala Arg Glu Glu Pro Gin Leu Phe Ser Thr Val Val 
900 905 910 

5 

Val Lys Val Ser Leu Glu Asp Val Asn Asp Asn Pro Pro Thr Phe lie 
915 920 925 

10 

Pro Pro Asn Tyr Arg Val Lys Val Arg Glu Asp Leu Pro Glu Gly Thr 
930 935 940 

15 Val He Met Trp Leu Glu Ala His Asp Pro Asp Leu Gly Gin Ser Gly 
945 950 955 960 

Gin Val Arg Tyr Ser Leu Leu Asp His Gly Glu Gly Asn Phe Asp Val 
20 965 970 975 

Asp Lys Leu Ser Gly Ala Val Arg He Val Gin Gin Leu Asp Phe Glu 
980 985 990 , 

25 

Lys Lys Gin Val Tyr Asn Leu Thr Val Arg Ala Lys Asp Lys Gly Lys 
995 1000 1005 

30 

Pro Val Ser Leu Ser Ser Thr Cys Tyr Val Glu Val Glu Val Val 
1010 1015 1020 

35 Asp Val Asn Glu Asn Leu His Pro Pro Val Phe Ser Ser Phe Val 
1025 1030 1035 

Glu Lys Gly Thr Val Lys Glu Asp Ala Pro Val Gly Ser Leu Val 
40 1040 1045 1050 

Met Thr Val Ser Ala His Asp Glu Asp Ala Gly Arg Asp Gly Glu 
1055 1060 1065 

45 

He Arg Tyr Ser He Arg Asp Gly Ser Gly Val Gly Val Phe Lys 
1070 1075 1080 

50 

He Gly Glu Glu Thr Gly Val He Glu Thr Ser Asp Arg Leu Asp 
1085 1090 1095 

55 Arg Glu Ser Thr Ser His Tyr Trp Leu Thr Val Phe Ala Thr Asp 
1100 1105 1110 

Gin Gly Val Val Pro Leu Ser Ser Phe He Glu He Tyr He Glu 
60 1115 1120 1125 



Val Glu Asp Val Asn Asp Asn Ala Pro Gin Thr Ser Glu Pro Val 
1130 1135 1140 
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Tyr Tyr Pro Glu lie Met Glu Asn Ser Pro Lys Asp Val Ser Val 
1145 1150 1155 

5 

Val Gin lie Glu Ala Phe Asp Pro Asp Ser Ser Ser Asn Asp Lys 
1160 1165 1170 

10 

Leu Met Tyr Lys lie Thr Ser Gly Asn Pro Gin Gly Phe Phe Ser 
1175 1180 1185 

15 lie His Pro Lys Thr Gly Leu He Thr Thr Thr Ser Arg Lys Leu 
1190 1195 1200 



Asp Arg Glu Gin Gin Asp Glu His He Leu Glu Val Thr Val Thr 
20 1205 1210 1215 



Asp Asn Gly Ser Pro Pro Lys Ser Thr He Ala Arg Val He Val 

1220 1225 1230 

25 

Lys He Leu Asp Glu Asn Asp Asn Lys Pro Gin Phe Leu Gin Lys 

1235 1240 . 1245 

30 

Phe Tyr Lys He Arg Leu Pro Glu Arg Glu Lys Pro Asp Arg Glu 

1250 1255 1260 

35 Arg Asn Ala Arg Arg Glu Pro Leu Tyr Arg Val He Ala Thr Asp 

1265 1270 1275 



Lys Asp Glu Gly Pro Asn Ala Glu He Ser Tyr Ser He Glu Asp 
40 1280 1285 1290 



Gly Asn Glu His Gly Lys Phe Phe He Glu Pro Lys Thr Gly Val 
1295 1300 1305 

45 

Val Ser Ser Lys Arg Phe Ser Ala Ala Gly Glu Tyr Asp He Leu 
1310 1315 1320 

50 

Ser He Lys Ala Val Asp Asn Gly Arg Pro Gin Lys Ser Ser Thr 
1325 1330 1335 

55 Thr Arg Leu His He Glu Trp He Ser Lys Pro Lys Gin Ser Leu 
1340 1345 1350 

Glu Pro He Ser Phe Glu Glu Ser Phe Phe Thr Phe Thr Val Met 
60 1355 1360 1365 



Glu Ser Asp Pro Val Ala His Met He Gly Val He Ser Val Glu 
1370 1375 1380 
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Pro Pro Gly He Pro Leu Trp Phe Asp He Thr Gly Gly Asn Tyr 
1385 1390 1395 

5 

Asp Ser His Phe Asp Val Asp Lys Gly Thr Gly Thr He He Val 
1400 1405 1410 

10 

Ala Lys Pro Leu Asp Ala Glu Gin Lys Ser Asn Tyr Asn Leu Thr 
1415 1420 1425 

15 Val Glu Ala Thr Asp Gly Thr Thr Thr He Leu Thr Gin Val Phe 
1430 1435 1440 

He Lys Val He Asp Thr Asn Asp His Arg Pro Gin Phe Ser Thr 
20 1445 1450 1455 

Ser Lys Tyr Glu Val Val He Pro Glu Asp Thr Ala Pro Glu Thr 

1460 1465 1470 

25 

Glu He Leu Gin He Ser Ala Val Asp Gin Asp Glu Lys Asn Lys 

1475 1480 1485 

30 

Leu He Tyr Thr Leu Gin Ser Ser Arg Asp Pro Leu Ser Leu Lys 

1490 1495 1500 

35 Lys Phe Arg Leu Asp Pro Ala Thr Gly Ser Leu Tyr Thr Ser Glu 
1505 1510 1515 

Lys Leu Asp His Glu Ala Val Ser Pro Ala His Leu Thr Val Met 
40 1520 1525 1530 

Val Arg Asp Gin Asp Val Pro Val Lys Arg Asn Phe Ala Arg He 
1535 1540 1545 

45 

Val Val Asn Val Ser Asp Thr Asn Asp His Ala Pro Trp Phe Thr 
1550 1555 1560 

50 

Ala Ser Ser Tyr Lys Gly Arg Val Tyr Glu Ser Ala Ala Val Gly 
1565 1570 1575 

55 Ser Val Val Leu Gin Val Thr Ala Leu Asp Lys Asp Lys Gly Lys 
1580 1585 1590 

Asn Ala Glu Val Leu Tyr Ser He Glu Ser Gly Asn He Gly Asn 
60 1595 1600 1605 



He Gly Asn Ser Phe Met He Asp Pro Val Leu Gly Ser He Lys 
1610 1615 1620 
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Thr Ala Lys Glu Leu Asp Arg Ser Asn Gin Ala Glu Tyr Asp Leu 
1625 1630 1635 

5 

Met Val Lys Ala Thr Asp Lys Gly Ser Pro Pro Met Ser Glu lie 
1640 1645 1650 

10 

Thr Ser Val Arg lie Phe Val Thr lie Ala Asp Asn Ala Ser Pro 
1655 1660 1665 

15 Lys Phe Thr Ser Lys Glu Tyr Ser Val Glu Leu Ser Glu Thr Val 
1670 1675 1680 

Ser lie Gly Ser Phe Val Gly Met Val Thr Ala His Ser Gin Ser 
20 1685 1690 1695 

Ser Val Val Tyr Glu lie Lys Asp Gly Asn Thr Gly Asp Ala Phe 
1700 1705 1710 

25 

Asp lie Asn Pro His Ser Gly Thr lie lie Thr Gin Lys Ala Leu 
1715 1720 1725 

30 

Asp Phe Glu Thr Leu Pro lie Tyr Thr Leu lie lie Gin Gly Thr 
1730 1735 1740 

35 Asn Met Ala Gly Leu Ser Thr Asn Thr Thr Val Leu Val His Leu 
1745 1750 1755 



Gin Asp Glu Asn Asp Asn Ala Pro Val Phe Met Gin Ala Glu Tyr 
40 ' 1760 1765 1770 

Thr Gly Leu lie Ser Glu Ser Ala Ser lie Asn Ser Val Val Leu 
1775 1780 1785 

45 

Thr Asp Arg Asn Val Pro Leu Val lie Arg Ala Ala Asp Ala Asp 
1790 1795 1800 

50 

Lys Asp Ser Asn Ala Leu Leu Val Tyr His lie Val Glu Pro Ser 
1805 1810 1815 

55 Val His Thr Tyr Phe Ala lie Asp Ser Ser Thr Gly Ala lie His 
1820 1825 1830 

Thr Val Leu Ser Leu Asp Tyr Glu Glu Thr Ser lie Phe His Phe 
60 1835 1840 1845 



Thr Val Gin Val His Asp Met Gly Thr Pro Arg Leu Phe Ala Glu 
1850 1855 I860 



wo 2005/071104 



PCT/AU2005/000078 



157 



Tyr Ala Ala Asn Val Thr Val His Val lie Asp lie Asn Asp Cys 

1865 1870 1875 

5 

Pro Pro Val Phe Ala Lys Pro Leu Tyr Glu Ala Ser Leu Leu Leu 

1880 1885 1890 

10 

Pro Thr Tyr Lys Gly Val Lys Val lie Thr Val Asn Ala Thr Asp 

1895 1900 1905 

15 Ala Asp Ser Ser Ala Phe Ser Gin Leu He Tyr Ser He Thr Glu 
1910 1915 1920 

Gly Asn He Gly Glu Lys Phe Ser Met Asp Tyr Lys Thr Gly Ala 
20 1925 1930 1935 

Leu Thr Val Gin Asn Thr Thr Gin Leu Arg Ser Arg Tyr Glu Leu 

1940 1945 1950 

25 

Thr Val Arg Ala Ser Asp Gly Arg Phe Ala Gly Leu Thr Ser Val 

1955 I960 1965 

30 

Lys He Asn Val Lys Glu Ser Lys Glu Ser His Leu Lys Phe Thr 

1970 1975 1980 

35 Gin Asp Val Tyr Ser Ala Val Val Lys Glu Asn Ser Thr Glu Ala 
1985 1990 1995 

Glu Thr Leu Ala Val He Thr Ala He Gly Ser Pro He Asn Glu 
40 2000 2005 2010 

Pro Leu Phe Tyr His He Leu Asn Pro Asp Arg Arg Phe Lys He 
2015 2020 2025 

45 

Ser Arg Thr Ser Gly Val Leu Ser Thr Thr Gly Thr Pro Phe Asp 
2030 2035 2040 

50 

Arg Glu Gin Gin Glu Ala Phe Asp Val Val Val Glu Val He Glu 
2045 2050 2055 

55 Glu His Lys Pro Ser Ala Val Ala His Val Val Val Lys Val He 
2060 2065 2070 

Val Glu Asp Gin Asn Asp Asn Ala Pro Val Phe Val Asn Leu Pro 
60 2075 2080 2085 



Tyr Tyr Ala Val Val Lys Val Asp Thr Glu Val Gly His Val He 
2090 2095 2100 
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Arg Tyr Val Thr Ala Val Asp Arg Asp Ser Gly Arg Asn Gly Glu 

2105 2110 2115 

5 

Val His Tyr Tyr Leu Lys Glu His His Glu His Phe Gin lie Gly 2120 

2125 2130 

10 

Pro Leu Gly Glu He Ser Leu Lys Lys Gin Phe Glu Leu Asp Thr 

2135 2140 2145 

15 Leu Asn Lys Glu Tyr Leu Val Thr Val Val Ala Lys Asp Gly Gly 

2150 2155 2160 

Asn Pro Ala Phe Ser Ala Glu Val He Val Pro ile Thr Val Met 

20 2165 2170 2175 

Asn Lys Ala Met Pro Val Phe Glu Lys Pro Phe Tyr Ser Ala Glu 

2180 2185 2190 

25 

He Ala Glu Ser lie Gin Val His Ser Pro Val Val His Val Gin 

2195 2200 2205 

30 

Ala Asn Ser Pro Glu Gly Leu Lys Val Phe Tyr Ser lie Thr Asp 

2210 2215 2220 

35 Gly Asp Pro Phe Ser Gin Phe Thr lie Asn Phe Asn Thr Gly Val 

2225 2230 2235 

lie Asn Val lie Ala Pro Leu Asp Phe Glu Ala His Pro Ala Tyr 

40 2240 2245 2250 

Lys Leu Ser lie Arg Ala Thr Asp Ser Leu Thr Gly Ala His Ala 

2255 2260 2265 

45 

Glu Val Phe Val Asp lie lie Val Asp Asp lie Asn Asp Asn Pro 

2270 2275 2280 

50 

Pro Val Phe Ala Gin Gin Ser Tyr Ala Val Thr Leu Ser Glu Ala 

2285 2290 2295 

55 Ser Val lie Gly Thr Ser Val Val Gin Val Arg Ala Thr Asp Ser 

2300 2305 2310 

Asp Ser Glu Pro Asn Arg Gly Ile Ser Tyr Gin Met Phe Gly Asn 

60 2315 2320 2325 

His Ser Lys Ser His Asp His Phe His Val Asp Ser Ser Thr Gly 

2330 2335 2340 
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Leu He Ser Leu Leu Arg Thr Leu Asp Tyr Glu Gin Ser Arg Gin 
2345 2350 2355 

5 

His Thr He Phe Val Arg Ala .Val Asp Gly Gly Met Pro Thr Leu 
2360 2365 2370 

10 

Ser Ser Asp Val He Val Thr Val Asp Val Thr Asp Leu Asn Gly 
2375 2380 2385 

15 Asn Pro Pro Leu Phe Glu Gin Gin He Tyr Glu Ala Arg He Ser 
2390^ 2395 2400 

Glu His Ala Pro His Gly His Phe Val Thr Cys Val Lys Ala Tyr 
20 2405 2410 2415 

Asp Ala Asp Ser Ser Asp He Asp Lys Leu Gin Tyr Ser He Leu 

2420 2425 2430 

25 

Ser Gly Asn Asp His Lys His Phe Val He Asp Ser Ala Thr Gly 

2435 2440 2445 

30 

He He Thr Leu Ser Asn Leu His Arg His Ala Leu Lys Pro Phe 

2450 2455 2460 

35 Tyr Ser Leu Asn Leu Ser Val Ser Asp Gly Val Phe Arg Ser Ser 
2465 2470 2475 

Thr Gin Val His Val Thr Val He Gly Gly Asn Leu His Ser Pro 
40 2480 2485 2490 

Ala Phe Leu Gin Asn Glu Tyr Glu Val Glu Leu Ala Glu Asn Ala 
2495 2500 2505 

45 

Pro Leu His Thr Leu Val Met Glu Val Lys Thr Thr Asp Gly Asp 
2510 2515 2520 

50 

Ser Gly He Tyr Gly His Val Thr Tyr His He Val Asn Asp Phe 
2525 2530 2535 

55 Ala Lys Asp Arg Phe Tyr He Asn Glu Arg Gly Gin He Phe Thr 
2540 2545 2550 

Leu Glu Lys Leu Asp Arg Glu Thr Pro Ala Glu Lys Val He Ser 
60 2555 2560 2565 

Val Arg Leu Met Ala Lys Asp Ala Gly Gly Lys Val Ala Phe Cys 
2570 2575 2580 
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Thr Val Asn Val lie Leu Thr Asp Asp Asn Asp Asn Ala Pro Gin 

2585 2590 2595 

5 

Phe Arg Ala Thr Lys Tyr Glu Val Asn lie Gly Ser Ser Ala Ala 

2600 2605 2610 

10 

Lys Gly Thr Ser Val Val Lys Ser Ala Ser Asp Ala Asp Glu Gly 

2615 2620 2625 

15 Ser Asn Ala Asp He Thr Tyr Ala He Glu Ala Asp Ser Glu Ser 

2630 2635 2640 

Val Lys Glu Asn Leu Glu He Asn Lys Leu Ser Gly Val He Thr 

20 2645 2650 ' 2655 

Thr Lys Glu Ser Leu He Gly Leu Glu Asn Glu Phe Phe Thr Phe 

2660 2665 2670 

25 

Phe Val Arg Ala Val Asp Asn Gly Ser Pro Ser Lys Glu Ser Val 

2675 2680 2685 

30 

Val Leu Val Tyr Val Lys He Leu Pro Pro Glu Met Gin Leu Pro 

2690 2695 2700 

35 Lys Phe Ser Glu Pro Phe Tyr Thr Phe Thr Val Ser Glu Asp Val 

2705 2710 2715 

Pro Val Gly Thr Glu He Asp Leu He Arg Ala Glu His Ser Gly 

40 2720 2725 2730 

Thr Val Leu Tyr Ser Leu Val Lys Gly Asn Thr Pro Glu Ser Asn 

2735 2740 2745 

45 

Arg Asp Glu Ser Phe Val He Asp Arg Gin Ser Gly Arg Leu Lys 

2750 2755 2760 

50 

Leu Glu Lys Ser Leu Asp His Glu Thr Thr Lys Trp Tyr Gin Phe 

2765 2770 2775 

55 Ser He Leu Ala Arg Cys Thr Gin Asp Asp His Glu Met Val Ala 

2780 2785 2790 

Ser Val Asp Val Ser He Gin Val Lys Asp Ala Asn Asp Asn Ser 

60 2795 2800 2805 



Pro Val Phe Glu Ser Ser Pro Tyr Glu Ala Phe He Val Glu Asn 
2810 2815 2820 



wo 2005/071104 



PCT/AU2005/000078 



161 



Leu Pro Gly Gly Ser Arg Val He Gin He Arg Ala Ser Asp Ala 

2825 2830 2835 

5 

Asp Ser Gly Thr Asn Gly Gin Val Met Tyr Ser Leu Asp Gin Ser 

2840 2845 2850 

10 

Gin Ser Val Glu Val He Glu Ser Phe Ala He Asn Met Glu Thr 

2855 2860 2865 

15 Gly Trp He Thr Thr Leu Lys Glu Leu Asp His Glu Lys Arg Asp 

2870 2875 2880 



Asn Tyr Gin He Lys Val Val Ala Ser Asp His Gly Glu Lys He 
20 2885 2890 2895 



Gin Leu Ser Ser Thr Ala He Val Asp Val Thr Val Thr Asp Val 
2900 2905 2910 

25 

Asn Asp Ser Pro Pro Arg Phe Thr Ala Glu He Tyr Lys Gly Thr 
2915 2920 2925 

30 

Val Ser Glu Asp Asp Pro Gin Gly Gly Val He Ala He Leu Ser 
2930 2935 2940 

35 Thr Thr Asp Ala Asp Ser Glu Glu He Asn Arg Gin Val Thr Tyr 
2945 2950 2955 



Phe He Thr Gly Gly Asp Pro Leu Gly Gin Phe Ala Val Glu Thr 
40 2960 2965 2970 



He Gin Asn Glu Trp Lys Val Tyr Val Lys Lys Pro Leu Asp Arg 
2975 2980 2985 

45 

Glu Lys Arg Asp Asn Tyr Leu Leu Thr He Thr Ala Thr Asp Gly 
2990 2995 3000 

50 

Thr Phe Ser Ser Lys Ala He Val Glu Val Lys Val Leu Asp Ala 
3005 3010 3015 

55 Asn Asp Asn Ser Pro Val Cys Glu Lys Thr Leu Tyr Ser Asp Thr 
3020 3025 3030 



He Pro Glu Asp Val Leu Pro Gly Lys Leu He Met Gin He Ser 
60 3035 3040 3045 



Ala Thr Asp Ala Asp He Arg Ser Asn Ala Glu He Thr Tyr Thr 
3050 3055 3060 
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Leu Leu Gly Ser Gly Ala Glu Lys Phe Lys Leu Asn Pro Asp Thr 

3065 3070 3075 

5 

Gly Glu Leu Lys Thr Ser Thr Pro Leu Asp Arg Glu Glu Gin Ala 

3080 3085 3090 

10 

Val Tyr His Leu Leu Val Arg Ala Thr Asp Gly Gly Gly Arg Phe 

3095 3100 3105 

15 Cys Gin Ala Ser lie Val Val Thr Leu Glu Asp Val Asn Asp Asn 

3110 3115 3120 



Ala Pro Glu Phe Ser Ala Asp Pro Tyr Ala lie Thr Val Phe Glu 
20 3125 3130 3135 



Asn Thr Glu Pro Gly Thr Leu Leu Thr Arg Val Gin Ala Thr Asp 

3140 3145 3150 

25 

Ala Asp Ala Gly Leu Asn Arg Lys lie Leu Tyr Ser Leu lie Asp 

3155 3160 3165 

30 

Ser Ala Asp Gly Gin Phe Ser lie Asn Glu Leu Ser Gly He He 

3170 3175 3180 

35 Gin Leu Glu Lys Pro Leu Asp Arg Glu Leu Gin Ala Val Tyr Thr 

3185 3190 3195 



Leu Ser Leu Lys Ala Val Asp Gin Gly Leu Pro Arg Arg Leu Thr 
40 3200 3205 3210 



Ala Thr Gly Thr Val He Val Ser Val Leu Asp He Asn Asp Asn 

3215 3220 3225 

45 

Pro Pro Val Phe Glu Tyr Arg Glu Tyr Gly Ala Thr Val Ser Glu 

3230 3235 3240 

50 

Asp He Leu Val Gly Thr Glu Val Leu Gin Val Tyr Ala Ala Ser 

3245 3250 3255 

55 Arg Asp He Glu Ala Asn Ala Glu He Thr Tyr Ser He He Ser 

3260 3265 3270 

Gly Asn Glu His Gly Lys Phe Ser He Asp Ser Lys Thr Gly Ala 

60 3275 3280 3285 



Val Phe He He Glu Asn Leu Asp Tyr Glu Ser Ser His Glu Tyr 
3290 '3295 3300 
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Tyr Leu Thr Val Glu Ala Thr Asp Gly Gly Thr Pro Ser Leu Ser 

3305 3310 3315 

5 

Asp Val Ala Thr Val Asn Val Asn Val Thr Asp lie Asn Asp Asn 

3320 3325 3330 

10 

Thr Pro Val Phe Ser Gin Asp Thr Tyr Thr Thr Val lie Ser Glu 

3335 3340 3345 

15 Asp Ala Val Leu Glu Gin Ser Val lie Thr Val Met Ala Asp Asp 

3350 3355 3360 



Ala Asp Gly Pro Ser Asn Ser His lie His Tyr Ser He He Asp 
20 3365 3370 3375 



Gly Asn Gin Gly Ser Ser Phe Thr He Asp Pro Val Arg Gly Glu 

3380 3385 3390 

25 

Val Lys Val Thr Lys Leu Leu Asp Arg Glu Thr He Ser Gly Tyr 

3395 3400 3405 

30 

Thr Leu Thr Val Gin Ala Ser Asp Asn Gly Ser Pro Pro Arg Val 

3410 3415 3420 

35 Asn Thr Thr Thr Val Asn He Asp Val Ser Asp Val Asn Asp Asn 

3425 3430 3435 



Ala Pro Val Phe Ser Arg Gly Asn Tyr Ser Val He He Gin Glu 
40 3440 3445 3450 



Asn Lys Pro Val Gly Phe Ser Val Leu Gin Leu Val Val Thr Asp 
3455 3460 3465 

45 

Glu Asp Ser Ser His Asn Gly Pro Pro Phe Phe Phe Thr He Val 
3470 3475 3480 

50 

Thr Gly Asn Asp Glu Lys Ala Phe Glu Val Asn Pro Gin Gly Val 
3485 3490 3495 

55 Leu Leu Thr Ser Ser Ala He Lys Arg Lys Glu Lys Asp His Tyr 
3500 3505 3510 

Leu Leu Gin Val Lys Val Ala Asp Asn Gly Lys Pro Gin Leu Ser 
60 3515 3520 3525 



Ser Leu Thr Tyr He Asp He Arg Val He Glu Glu Ser He Tyr 
3530 3535 3540 
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Pro Pro Ala He Leu Pro Leu Glu He Phe He Thr Ser Ser Gly 

3545 3550 3555 

5 

Glu Glu Tyr Ser Gly Gly Val He Gly Lys He His Ala Thr Asp 

3560 3565 3570 

10 

Gin Asp Val Tyr Asp Thr Leu Thr Tyr Ser Leu Asp Pro Gin Met 

3575 3580 3585 

15 Asp Asn Leu Phe Ser Val Ser Ser Thr Gly Gly Lys Leu He Ala 
3590 3595 3600 



His Lys Lys Leu Asp He Gly Gin Tyr Leu Leu Asn Val Ser Val 
20 3605 3610 3615 



Thr Asp Gly Lys Phe Thr Thr Val Ala Asp He Thr Val His He 
3620 3625 3630 

25 

Arg Gin Val Thr Gin Glu Met Leu Asn His Thr He Ala He Arg 
3635 3640 3645 

30 

Phe Ala Asn Leu Thr Pro Glu Glu Phe Val Gly Asp Tyr Trp Arg 
3650 3655 3660 

35 Asn Phe Gin Arg Ala Leu Arg Asn He Leu Gly Val Arg Arg Asn 
3665 3670 3675 



Asp He Gin He Val Ser Leu Gin Ser Ser Glu Pro His Pro His 
40 3680 3685 3690 



Leu Asp Val Leu Leu Phe Val Glu Lys Pro Gly Ser Ala Gin He 
3695 3700 3705 

45 

Ser Thr Lys Gin Leu Leu His Lys He Asn Ser Ser Val Thr Asp 
3710 3715 3720 

50 

He Glu Glu He He Gly Val Arg He Leu Asn Val Phe Gin Lys 
3725 3730 3735 

55 Leu Cys Ala Gly Leu Asp Cys Pro Trp Lys Phe Cys Asp Glu Lys 
3740 3745 3750 



Val Ser Val Asp Glu Ser Val Met Ser Thr His Ser Thr Ala Arg 
60 3755 3760 3765 



Leu Ser Phe Val Thr Pro Arg His His Arg Ala Ala Val Cys Leu 
3770 3775 3780 
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Cys Lys Glu Gly Arg Cys Pro Pro Val His His Gly Cys Glu Asp 

3785 3790 3795 

5 

Asp Pro Cys Pro Glu Gly Ser Glu Cys Val Ser Asp Pro Trp Glu 

3800 3805 3810 

10 

Glu Lys His Thr Cys Val Cys Pro Ser Gly Arg Phe Gly Gin Cys 

3815 3820 3825 

15 Pro Gly Ser Ser Ser Met Thr Leu Thr Gly Asn Ser Tyr Val Lys 

3830 3835 3840 



Tyr Arg Leu Thr Glu Asn Glu Asn Lys Leu Glu Met Lys Leu Thr 
20 3845 3850 3855 



Met Arg Leu Arg Thr Tyr Ser Thr His Ala Val Val Met Tyr Ala 
3860 3865 3870 

25 

Arg Gly Thr Asp Tyr Ser lie Leu Glu He His His Gly Arg Leu 
3875 3880 3885 

30 

Gin Tyr Lys Phe Asp Cys Gly Ser Gly Pro Gly He Val Ser Val 
3890 3895 3900 

35 Gin Ser He Gin Val Asn Asp Gly Gin Trp His Ala Val Ala Leu 
3905 3910 3915 



Glu Val Asn Gly Asn Tyr Ala Arg Leu Val Leu Asp Gin Val His 
40 3920 3925 3930 



Thr Ala Ser Gly Thr Ala Pro Gly Thr Leu Lys Thr Leu Asn Leu 
3935 3940 3945 

45 

Asp Asn Tyr Val Phe Phe Gly Gly His He Arg Gin Gin Gly Thr 
3950 3955 3960 

50 

Arg His Gly Arg Ser Pro Gin Val Gly Asn Gly Phe Arg Gly Cys 
3965 3970 3975 

55 Met Asp Ser He Tyr Leu Asn Gly Gin Glu Leu Pro Leu Asn Ser 
3980 3985 3990 



Lys Pro Arg Ser Tyr Ala His He Glu Glu Ser Val Asp Val Ser 
60 3995 4000 4005 



Pro Gly Cys Phe Leu Thr Ala Thr Glu Asp Cys Ala Ser Asn Pro 
4010 4015 4020 
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Cys Gin Asn Gly Gly Val Cys Asn Pro Ser Pro Ala Gly Gly Tyr 
4025 4030 4035 

5 

Tyr Cys Lys Cys Ser Ala Leu Tyr lie Gly Thr His Cys Glu lie 4040 
4045 4050 

10 

Ser Val Asn Pro Cys Ser Ser Asn Pro Cys Leu Tyr Gly Gly Thr 
4055 4060 4065 

15 Cys Val Val Asp Asn Gly Gly Phe Val Cys Gin Cys Arg Gly Leu 
4070 4075 4080 

Tyr Thr Gly Gin Arg Cys Gin Leu Ser Pro Tyr Cys Lys Asp Glu 
20 4085 4090 4095 

Pro Cys Lys Asn Gly Gly Thr Cys Phe Asp Ser Leu Asp Gly Ala 
4100 4105 4110 

25 

Val Cys Gin Cys Asp Ser Gly Phe Arg Gly Glu Arg Cys Gin Ser 
4115 4120 4125 

30 

Asp He Asp Glu Cys Ser Gly Asn Pro Gys Leu His Gly Ala Leu 
4130 4135 4140 

35 Cys Glu Asn Thr His Gly Ser Tyr His Cys Asn Cys Ser His Glu 
4145 4150 4155 

Tyr Arg Gly Arg His Cys Glu Asp Ala Ala Pro Asn Gin Tyr Val 
40 4160 4165 4170 

Ser Thr Pro Trp Asn He Gly Leu Ala Glu Gly He Gly He Val 
4175 4180 4185 

45 

Val Phe Val Ala Gly He Phe Leu Leu Val Val Val Phe Val Leu 
4190 4195 4200 

50 

Cys Arg Lys Met He Ser Arg Lys Lys Lys His Gin Ala Glu Pro 
4205 4210 4215 

55 Lys Asp Lys His Leu Gly Pro Ala Thr Ala Phe Leu Gin Arg Pro 
4220 4225 4230 

Tyr Phe Asp Ser Lys Leu Asn Lys Asn He Tyr Ser Asp He Pro 
60 4235 4240 4245 

Pro Gin Val Pro Val Arg Pro He Ser Tyr Thr Pro Ser He Pro 
4250 4255 4260 
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Ser Asp Ser Arg Asn Asn Leu Asp Arg Asn Ser Phe Glu Gly Ser 

4265 4270 4275 

5 

Ala lie Pro Glu His Pro Glu Phe Ser Thr Phe Asn Pro Glu Ser 

4280 4285 4290 

10 

Val His Gly His Arg Lys Ala Val Ala Val Cys Ser Val Ala Pro 

4295 4300 4305 

15 Asn Leu Pro Pro Pro Pro Pro Ser Asn Ser Pro Ser Asp Ser Asp 

4310 4315 4320 



Ser lie Gin Lys Pro Ser Trp Asp Phe Asp Tyr Asp Thr Lys Val 
20 4325 4330 4335 



Val Asp Leu Asp Pro Cys Leu Ser Lys Lys Pro Leu Glu Glu Lys 
4340 4345 4350 

25 

Pro Ser Gin Pro Tyr Ser Ala Arg Glu Ser Leu Ser Glu Val Gin 
4355 4360 4365 

30 

Ser Leu Ser Ser Phe Gin Ser Glu Ser Cys Asp Asp Asn Glu Ser 
4370 4375 4380 

35 Leu Ala Ala Pro Asp Leu Ser Lys Pro Arg Gly Tyr His Trp Asp 
4385 4390 4395 



Thr Ser Asp Trp Met Pro Ser Val Pro Leu Pro Asp lie Gin Glu 
40 4400 4405 4410 



Phe Pro Asn Tyr Glu Val lie Asp Glu Gin Thr Pro Leu Tyr Ser 
4415 4420 4425 

45 

Ala Asp Pro Asn Ala lie Asp Thr Asp Tyr Tyr Pro Gly Gly Tyr 
4430 4435 4440 

50 

Asp He Glu Ser Asp Phe Pro Pro Pro Pro Glu Asp Phe Pro Ala 
4445 4450 4455 

55 Ala Asp Glu Leu Pro Pro Leu Pro Pro Glu Phe Ser Asn Gin Phe 
4460 4465 4470 



Glu Ser He His Pro Pro Arg Asp Met Pro Ala Ala Gly Ser Leu 
60 4475 4480 4485 



Gly Ser Ser Ser Arg Asn Arg Gin Arg Phe Asn Leu Asn Gin Tyr 
4490 4495 4500 
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Leu Pro Asn Phe Tyr Pro Leu Asp Met Ser Glu Pro Gin Thr Lys 
4505 4510 4515 



Gly Thr Gly Glu Asn Ser Thr Cys Arg Glu Pro His Ala Pro Tyr 
4520 4525 4530 



Pro Pro Gly Tyr Gin Arg His Phe Glu Ala Pro Ala Val Glu Ser 
4535 4540 4545 



15 Met Pro Met Ser Val Tyr Ala Ser Thr Ala Ser Cys Ser Asp Val 
4550 4555 4560 



Ser Ala Cys Cys Glu Val Glu Ser Glu Val Met Met Ser Asp Tyr 
20 4565 4570 4575 



25 



30 



35 



Glu Ser Gly Asp Asp Gly His Phe Glu Glu Val Thr lie Pro Pro 
4580 4585 4590 



Leu Asp Ser Gin Gin His Thr Glu Val 
4595 4600 



<210> 6 

<211> 16781 

<212> DNA 

<213> FAT fragment 

<400> 6 

gaaaataagc cagtgggctt cagcgtgctg cagctggtag taacagatga ggattcttcc 60 



40 



cataacggtc cacccttctt ctttactatt gtaactggaa atgatgagaa ggcttttgaa 12 0 

gttaacccgc aaggagtcct cctgacatca tctgccatca agaggaagga gaaagatcat 180 

tacttactgc aggtgaaggt atgaatggct ttctttgtgg tttggttgtg gattcataga 240 

45 gaagagctgc ttggcgtggt tcccctcttc tatttgaaca gcttacattt catacaaaaa 300 

caaactttca tagaattgct gtctttgttt tttgccatac cttccatttt tatcccgctg 360 

tgtttgaagg agctcattgt tgattctgtc atagtcattg acagagctgg gtttcagtgt 420 

50 

gaattagtga agtgctataa agaaatttgt ccttttcttt gatacgtttc ttgtgtggag 480 

aaatgagtat ctaccagtta gtaatttttt gggaacttga gtaatacaaa tgtttttatt 540 

55 gaagaagtta taaacagtgc catagacaaa ggtgatttta tttttctttt cttgtaggtg 600 

gcagataatg gaaagcctca gttgtcatct ttgacataca ttgacattag ggtaattgag 660 

gagagcatct atccgcctgc gattttgccc ctggagattt tcatcacctc ttctggagaa 720 

60 

gaatactcag gtggcgtcat tgggaagatc catgccacag accaggacgt gtatgatact 780 

ctaacctaca gtctcgaccc tcagatggac aacctgttct ctgtttccag cacagggggc 840 
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aagctgatag cacacaaaaa 

gatgggaagt tcacgacggt 

5 atgttgaacc acaccatcgc 

gactactggc gcaacttcca 

atacagattg ttagtttgca 

10 

gtagagaaac caggtagtgc 

tccgtgactg acattgagga 

15 tgcgcgggac tggactgccc 

gtgatgtcaa cacacagcac 

gcggtgtgtc tctgcaaagg 

20 

ttcagacggc ctttgaagcc 

tgttaattat cttttccctt 

25 caccatggct gtgaagatga 

gaggagaaac acacctgtgt 

tgaatggttg ggtatacttt 

30 

tctttattgg agtctaaaaa 

atgaataaag aatgacagta 

35 catagttggt gtccctcctc 

cagtgccatt atgtagcagt 

agttctctcc ctgttgcctt 

40 

tggttccgag ccagtacctt 

catggctgta cttattcaac 

45 tcagataaag aaatctttat 

tgtatagatt ataaaactag 

tgtatcacta tattagtttt 

50 

tgaaggtttc actctccatt 

ccccaccatc tattttatgg 

55 tctggctact ttaaaagttt 

gtggcctcta cctgttcatg 

tgtagagtta cttgtgtatt 

60 

ttatatcatt tatattgatg 

aattcaattg ttatttagtc 
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gctagacata gggcaatacc 
ggccgacatc acagtgcata 
gatccgcttt gccaacctca 
gcgagcttta cggaacatcc 
gtcctctgaa cctcacccac 
tcagatctca acaaaacaac 
aatcattgga gttaggatac 
ctggaagttc tgcgatgaaa 
agccagactg agttttgtga 
tactgcacat gagtgtatga 
tttgatggct atacatgaaa 
tctcccctct ttgaatgaag 
tccgtgccct gagggatccg 
ctgtcccagc ggcaggtttg 
tatttttaaa aatcggtttc 
tattgcaaag tatgtttatt 
gtaagttttg cttcctcttg 
ctgtgtcttc aatgattata 
ttaattttcc tggaaattca 
ttccctccac ttagcagtat 
taaacctgat tctttttgat 
attgttctta tgtgtaaaga 
acatgtatct ttacatactg 
aatttgctat ctcaaacatc 
ccaaaaagtc gtattaattt 
cttttgacat cattgaacat 
gtgtgaagtg atatctaatt 
tcatctcatt tgttcatttc 
ttgtttgatg gtctgggtta 
aggagtatta acattcacag 
ttatcttttg atttgttaag 
agttctacat aattttatgt 



ttctcaatgt 


cagcgtaaca 


900 


tcagacaagt 


cacacaggag 


960 


ctccggaaga 


attcgttggt 


1020 


tgggtgtgag 


gaggaacgac 


1080 


atctggacgt 


cttacttttt 


1140 


ttctgcacaa 


gattaactct 


1200 


tgaatgtatt 


ccagaaactc 


1260 


aggtgtctgt 


ggatgaaagt 


1320 


ctccccgcca 


ccacagggca 


1380 


aagtcggtgt 


cacagatggt 


1440 


ggtgatgttc 


ttgaaatgtc 


1500 


agggaaggtg 


cccacctgtc 


1560 


aatgtgtgtc 


tgatccctgg 


1620 


gtcagtgccc 


aggtgagagt 


1680 


attgtttctt 


accattttct 


1740 


gtaagaagac 


agatgtggag 


1800 


ttacagcaca 


ccccttggtt 


1860 


tagacataca 


gctaacaacg 


1920 


agagtgatca 


tatctcacac 


1980 


ggtaaagagc 


acctttcgta 


2040 


agctggataa 


tattttctag 


2100 


ttcgagttgt 


tctctttctt 


2160 


atgcgttcat 


ttctatacgg 


2220 


aatgacattt 


taaatttttt 


2280 


ttatttctcc 


cagttatgta 


2340 


tttcgattat 


aaaacaaatt 


2400 


attattttaa 


tttgcatttc 


2460 


ctatcagtat 


tgcctctgct 


2520 


tttgtttctt 


agtatcaatg 


2580 


tgttgcagtt 


acctctgtct 


2640 


tatgcctctt 


gtcattttga 


2700 


aacagttgcc 


atctgtggag 


2760 
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attgatgaca tttgcatctt ctttggggaa tggggattgt tttattttgc ttgagaaggt 2820 

ttcttaaatc accttgaggc tatgtataac tattttctga aattttcttc taataatttt 2880 

5 atactgaaca tttttatatt taatctttca ttactttaga attcatttct ctgtgatgca 2940 

gtcgtcaaat ttattctttc caaacagaga gccagtcatg ctgggctttt cattaagcaa 3000 

atagacgttt tcccacagaa tifggatagta aaatgttatc atcttaaata aaaccctaaa 3060 

10 

tcagtctcaa ggggtgcagg ggagtcatac tttaaaaaat atgcttaaac ttggttctgg 3120 

tttatttttt cctctgtgtg attcacaggg agttcatcta tgacactgac tggaaacagc 318 0 

15 tacgtgaaat accgtctgac ggaaaatgaa aacaaattag agatgaaact gaccatgagg 324 0 

ctcagaacat attccacgca tgcggttgtc atgtatgctc gaggaactga ctatagcatc 3300 

ttggaggtat gtttctccac agcgttgcat cttagtggaa gactttcaaa ccataaattt 3360 

20 

cattttatat tcagattgtt aatttgcaca gataataaag taagtgaaat ggttgaattc 3420 

cacatttaaa taattcattg atgcctgtac aagttttaga ctttgtggga tgaagagctc 3480 

25 tttttgccct gccatgacag agatttaggt ccatgtgaca gttaacattc aaactctagg 3540 

tgatgcccca ttttaataat gttggctggg tgtggtggct cacgcctgta atcccagcac 3600 

tttgggaagc tgaggcgggt ggatcacttg aggtcaggaa tttgagacca gcctggccag 3660 

30 

catggcaaaa cctgctctct actaaaaata caaaaaatta gccagacttg gtggcggacg 3720 

cctgtaattc cagctactca ggaggctgag gcacgagaat cacttgaaca ggggaggcag 3780 

35 aggttgcagt gagttgagat cacgccactg cactccagcc tgggcgacaa gagtgaaact 3840 

gtctcaaaaa acaaaaactg ttacagttta tagagacatc ctacatgtgt ttcaagtgtt 3900 
atgtatcttg cccacctttt ttaaaaacat tattcagttt tgacttttga tattacctaa . 3960 

40 

tgcttatgtg ttcagttaat agttaattat tcgcttccat gatgctttgt ggatgtgcat 4020 

tttaacttga tattcctaaa agacgcattt taatgattta tacagtggac aaatgaatct 4080 

45 gtgctctgta gtacttaaat gtaaggccta acttctaccc tcactcccta agccctctcc 4140 

tgtagatttg tgatcaggtg ctctcattga aggttctatg agagtaatgt gaacagtcat 4200 

tgcttttatc ctagattcat catggaaggc tgcagtacaa gtttgactgt ggaagtggcc 4260 

50 

ctggaattgt ctctgttcag agcattcagg tcaatgatgg gcagtggcac gcagtggccc 4320 

tggaagtgaa tggaaactat gctcgcttgg ttctagacca agttcatact gcatcgggca 4380 

55 cagccccagg gactctgaaa accctgaacc tggataacta tgtgtttttt ggtggccaca 4440 

tccgtcagca gggaacaagg catggaagaa gtcctcaagt tggtaatggt ttcaggggtt 4500 

gtatggactc catttatttg aatgggcagg agctcccttt aaacagcaaa cccagaagct 4560 

60 

atgcacacat cgaagagtcg gtggatgtat ctccaggctg cttcctgacg gccacggaag 4620 

actgcgccag caacccttgc cagaatggag gcgtttgcaa tccgtcacct gctggaggtg 4680 
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ggctccgtaa tgttgccatc 
ccaggtattt ttttattttt 
5 agtgttggaa gcgagcagca 
gtgcccaggc tgcaggtacc 

cccgagcagg aggcacctca 

10 

caggggaatt tagaattcgt 
taatggctca gcgtaggggg 
15 ttttccagaa ggccctgaat 
tggcgtagtg gggtactttg 
ataatagggt acagttagga 

20 

acagagcaaa aataatactg 
ctctcaggga ggtatatttg 
25 aacactctca tttatactgt 
gccgtcctca ttttgtcact 
cccatggtcc cgaagcagga 

30 

ctggcccagg gcaccacagt 
aggggcgggg aagcactgtg 
35 acaccacctg tcacttgaca 
gatgatctcc tttcttaaat 
ggctagaagt gaggcagcct 

40 

aatcagccag gcatgtggca 
atccctgagc ccgggagttt 
45 ctgggtggca gagcgagacc 
cttcaaagtg cttttcacat 
caaataaatt gagatgttaa 

50 

gtattttcct cctctatatg 
gctaactgag ttctctcttc 
55 ttgatgtagc caactttttt 
ggagaataaa gataaaaagc 
gacttttttg ttcctttttg 

60 

agggacccac tgtgagataa 
cacgtgtgtt gtcgacaacg 
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tttaaaatgc tgcacgtgtg 
ttctcttttg attcagataa 
tccctcatac gggggcagag 
acggctccca ctgctgagcg 
agtgactcag aactcttctt 
accgcttagc ccttctttgt 
cctgctagat tcttgctggc 
ccctcctgaa gtgttgccat 
tgtcttttgc accctggact 
aaatgacagt tgtcatacca 
tcattaagtg ggatttccaa 
cattctgtgt gcgtagagtg 
gctcatatta gttacacgtc 
tagggatgag gctgagagag 
gtaaaggagt atggcagctg 
tcttcatcct gagaaaaacc 
ctgcggtgtg ccctcaaggc 
aagtggagtc gacattcttc 
ctttacatgt ttgagaggct 
gggcgttaca gggaaacccc 
tgcctctagt tccagctact 
gaggatgcaa tgagctgaga 
ctgtctcaaa aaataaaaat 
tcattatttt ctcatttaat 
gtggtgctgt ctacgtacat 
tgtgacctag tgatcttaat 
aattctgggt gttttggtta 
cccagagaga gtgagaattt 
aatataatta agaccaggtt 
ccgatttagg ttattactgc 
gcgtcaatcc gtgttcctcc 
gaggctttgt ttgccagtgt 



tacatttaag 


gggaagctcc 


4740 


ttttgtcaga 


cactgcagtc 


4800 


ctgggtctgc 


tgcccttctg 


4860 


cctgcagtgc 


cctcccagtg 


4920 


taactccata 


gtcatcggcc 


4980 


tatttgtatc 


accttttatc 


5040 


aataatagtt 


gggaatatga 


5100 


atctgtctgt 


cttgaagccc 


5160 


cctgttaggc 


ccacttacca 


5220 


aatagagctt 


ggtataatga 


5280 


agctttggtt 


ttctgctgtt 


5340 


ggccaggcca 


tccccacaga 


5400 


caaaccaggt 


tagcaaggag 


5460 


gtgctttcct 


gacatgcact 


5520 


tgccctggct 


cctaaaggcc 


5580 


cacagccacg 


ccagctttgg 


5640 


aggcagttag 


aagatctgcc 


5700 


gtactgcttt 


gaacagatgt 


5760 


gaggcaggag 


gatcacttga 


5820 


atctctacaa 


aaacttaaaa 


5880 


caggaggctg 


aggtgggagg 


5940 


ttgcgccact 


gcactccagc 


6000 


attgaaaggt 


aatttatagt 


6060 


ccttaaatgc 


ttgtgaattg 


6120 


ggtcactcag 


gtaaagaact 


6180 


gcagattatg 


atgaactaaa 


6240 


taccagcagt 


ggaaggcttg 


6300 


tacgagcttt 


tacagacctc 


6360 


tctgagtcat 


tgagtgatag 


6420 


aaatgcagtg 


ccttgtacat 


6480 


aagccatgcc 


tctatggggg 


6540 


agaggattat 


atactggtca 


6600 
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gaggtatgtg tatttttctt aactttcata atcaattgta gtataaaatt cttaaacata 6660 

taatggtaca tgtaaaaagt ctgcacgtta atttgctaat gtgttctgtt ttgctttctg 6720 

5 ttttgctgta tttatttgca ataggatcat gaggtttatg tctgtttctc cttactcttc 6780 

aggtgtcagc ttagtccata ctgcaaagat gaaccctgta agaatggcgg aacatgcttt 6840 

gacagtttgg atggcgccgt ttgtcagtgt gattcgggtt ttaggggaga aaggtaaatg 6900 

10 

gtttctttca aaatttaggt tcataccttt tcatagcgtc atattgactg gcagatgcaa 6960 

cagaccttca gtgatttgaa ctacattatg tcagattttg ataatcctca tattggcccc 7020 

15 ttatataatt tataatcttt tcactcttta aaatgaatta tcaagcagat gaatacagta 7080 

tatataatac ttgaaaaaaa ctaatgttta gccaatgggg ttgatgtaat agtctgttga 714 0 

tcctaggaaa atggccatta atattggctt gatatgtttc cttcccaaat atacatcaaa 7200 

20 

agcatgcgat cacatgattg gtttctccac agaaggtctt ttctcgtggt tgtcgacgtt 7260 

acatttttta gttgtctttt atctgggttt gatcttcaca tagctcatca aggagggatt 7320 

25 agtcttcagt ctctaaggat tgagcctgac atacgctggc gtatgctaca gaggtctctc 7380 

ctcattcctg acttccttgg caggtgtcag agtgatatcg acgagtgctc tggaaaccct 7440 

tgcctgcacg gggccctctg tgagaacacg cacggctcct atcactgcaa ctgcagccac 7500 

30 

gagtacaggg gacgtcactg cgaggatgct gcgcccaacc agtatgtgtc cacgccgtgg 7560 

aacattgggt tggcggaagg aattggaatc gttgtgtttg ttgcagggat atttttactg 7 620 

35 gtggtggtgt ttgttctctg ccgtaagatg attagtcgga aaaagaagca tcaggctgaa 7680 

cctaaagaca agcacctggg acccgctacg gctttcttgc aaagaccgta ttttgattcc 7740 

aagctaaata agaacattta ctcagacata ccaccccagg tgcctgtccg gcctatttcc 7800 

40 

tacaccccga gtattccaag tgactcaaga aacaatctgg accgaaattc cttcgaagga 78 60 

tctgctatcc cagagcatcc cgaattcagc acttttaacc ccgagtctgt gcacgggcac 7 920 

45 cgaaaagcag tggcggtctg cagcgtggcg ccaaacctgc ctcccccacc cccttcaaac 7 980 

tccccttctg acagcgactc catccagaag cctagctggg actttgacta tgacagtaag 8040 

agccactttt tcatctcact aaagtgtcac ttgagataaa cagtgaggtt acaaattctg 8100 

50 

tccagtcaaa atgtgtgtac tcttcattag agacaagtat gctcagactg aaatccgtat 8160 

gatgatttga aacttttttg gatgtcccga ttgctgggtt agcattgtgg ctttgatgtt 8220 

55 attttaatta agaaattgaa tctagtcatg tttagttaat attctggaga gatcatttca 8280 

ttttataatt gataaaggtt ctcatctata attttttgag tttattaata tgtcaaaaaa 8340 

ataatcggga gcattttcat gctaggattt ttaaaaatat gacctggcga agtggaaata 8400 

60 

tttatattag tgacctaaca tatatttgat gcttttttct tttaaagctg tacatactat 8460 

tttaaaacaa aattttagca gcctttactg tctaatgata cccataggca tgcttatggg 8520 
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cgatttctac tctatgaata atctctaaga tgatgtggag gtctttctgt gcaggggttt 8580 

tttatttctt cgtttgagtt tgtaaggtgt ttctgttttt ctttcagtca ttcatttatt 8640 

5 gagtaaatct caggccatcg ttgggtaatg catggtgtgt ctcaggattc agcggtgaac 8700 

aaaaccgtct tggcccatat acttactgtt tgtcatcctt ccttttagca aaagtggtgg 87 60 

atcttgatcc ctgtctttcc aagaagcctc tagaggaaaa gccttcccag ccatacagtg 8820 

10 

cccgggaaag cctgtctgaa gtgcagtctc tgagctcctt ccagtccgaa tcgtgcgatg 8880 

acaatggtga ggcagcagtg tgctgcaaca ctgcgctttg cttgcttgtt gtgttactgt 8 940 

15 gttatctcac aatgtagacg cactatctac ccttaaagcc tcaccatatt ttcatttttc 9000 

ttggaccact tttaaacaat accatacata cttgcatgaa tgtctgctgg ggaaaatagc 90 60 

caaactgttc ttaatgaata ggtgtttgaa cttgtcagta atagagaaga acatattcat 9120 

20 

tgaaggatct gatcgactaa tcttatattg gctttttttc acaacagtta atatcacccc 9180 

agttttgtgg gtttgtcaga aatcttcctc gcaactttct taaccacgca gcacgcacac 9240 

25 aaacacacac tctctctcac acacacacac acacacaccc cctctaagaa gagatgtgat 9300 

agtctgaaat gttcgatttc agtagcacct tgggtattac aaggttttat ttgtctcctc 9360 

ccccaacccc actgcggccc cagctcccat ttggatcaga gcgtactgcc agagcacagt 9420 

30 

ttaagagatt gctagtaagt ttgattatat ttctaatgaa gaaagtttaa cagtgggatc 9480 

tttgccacca gttatgttga tctggtttcc ctatagggta aattgcattg ataactagct 9540 

35 ttgccatatt aacacatacc agtagagaaa aacgtcaata ttcagtaaca caatgtagtt 9600 

tttagtggaa atttttgaat ctcagaatta gtaagtttaa tgataatttt tattgtataa 9660 

acgtaatacg tttattatta aacatattaa tatgttatac atttcaaata ttttattggt 9720 

40 

gggaaaaggt aaccccacta ataattattc aatccagagt aatatagtcc ataatacatc 9780 

atatagtcca taaatccata tagtcattat ctattgcagt catttttcaa actaaagata 9840 

45 gctataagta tgtgctatca tttctgattt caagtatata tatatatata tatatatact 9 900 

ttcaagtata tatatatata cacactctat tcctaatcaa cacaggtata ttttgatacc 9960 

gtatatatgg tatcaaaata tacctgtgtt gattaggaat agggtgtatg gacatagctt 10020 

50 

tgcttgttaa accaacaaga tagaattatg tcttttatca attttaattc taagaagttc 10080 

ctgtttccag tttatgtaat aatttatatc ttggccccta aatgctcttt ataaatacat 10140 

55 ttcagaattt tatcagcatt ttctttctag ttcttgttgt tggaacatca gtcttcttaa 10200 

taatagtccc aggtggccgg gcgcagtggc tcacgcctgt aatcccagca ctttgggagg 10260 

tgaaggcggg cggatcacaa ggttgggaga tcgagaccgt cctggcagtg aaaccccgtc 10320 

60 

tctactaaaa atataaaaaa aatcagccgg gcgtggtggt gggcacctgt actcccagct 10380 

actggggagg ctgaggcagg agaatggcct gagcccggga gttgtagctt gcagtgagct 10440 
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gaggtcacgc cactgcactc cagcctgggc gacagagcga gactctgtct caaaaaaaaa 10500 

aatagtccca agtgctttca ataagttatg gtcaaattag ttatgaaaac tagcttccag 10560 

5 atagtacaat gcagagaaaa aacatatata caggagtgtt tttattttac tcattaccat 10620 

aatgtaatta tcagttgtaa actgaaagtc tgctgagagt ctgttcctgc gtcgtattcc 10680 

cggttttcca gggccattac agattaccac aaactttgtg gcctaaaaca atgtagactt 10740 

10 

gtgttgctgt cattctgtag cttagaagcc caacccctgt gtctcacagg gcttaagtca 10800 

tgcgatcagt agggctgcat tgccttctgc agctcgaggg aagaacctgt tttccttcct 10860 

15 ttcctggttt ttagaggctg cccacattct ttggctcttg gtttcttcca tctcagagac 10920 

agcaacacag tgtttcattg accacccttc tgtcagcaga gctcccccca gccgtaactg 10980 

ggaacgcctc tgtgcagaaa agttaccctt atgattacac tgggcccacc caggtaatcc 11040 

20 

agggaaatcc ctcatctcaa tttccttatc tgaaccgcgt caacaaagtc ccttttgcca 11100 

tgtatagtga catattcaca ggctcctggg attaggacgt ggactatttg agggccagcc 11160 

25 ttctgcctac cacatgcgta catatttacc ttggcatagt tattttaaaa caatctgata 11220 

cacaaatgaa aagggaattt acacaggaaa cagacggaca gagtctcctc ctatactcgt 11280 

acattagctc accagcgatt agtccatctg caaacagacg agaaatttgc agggaaagca 11340 

30 

atcagaacag ggacaaaaac attcttgttt tagattgcat atgtttctcc ttcaatttct 11400 

tttttttggg ggacaatgtg tgagtgatta agcagccgga agagtggcga accacagact 114 60 

35 gtagtcttgg aatgtcgagt cttgcctgta agatgttaaa ataagaatcg ttttggcctg 11520 

gcatgatgca taattgtaat tgtgaaaaaa tttaaagcta aaagtttttt tgtttaaatt 11580 

ccaataaaat atgtttacgt tattcctttg attaataata acaaatatat agctcgatta 11640 

40 

aaaaagtctc tgagacacac agctaacagt gaggagacca cgcatcatta tgtggttgta 11700 

ttaaagcact catcggttgg aatctgaggt agaaatggta taatacaaaa ctttatttca 11760 

45 tgcactgttt tctaactaac tgaagatgtt cctaattgac tgcttttgta cctttttgca 11820 

agcttccata gtgaccgtaa tgcaccttgt caatgctgtg gttgacacgg tgagcacaga 11880 

aggtacagtt gtaagtgctc gtgcttgtgt ctgtgtcttg cagcagccgt gtcgtagagc 11940 

50 

tcggccgcat tgctattgca atggtaggaa aaaacagttt gtggttttga gggggttgag 12000 

tccttttatt ttatgcaggt gtgtatatac gtaatatgag tgctttgcaa aaaatatctc 12060 

55 aatgtatgtt atgtctttgt tcctttttac cattcatagt gatttacatg agatctggag 12120 

agcttatctg taggtggtgc aatcaagaaa aagttcagaa gtaattttac ctaaaatttt 12180 

tttgaaacaa aaattcttct tcgtatgtac aggaataaga cttgaataat gtaaagcttt 12240 

60 

cataattaac ctgtaactga ctcttcactt ttggtttttc cctgagtatg atcaaagaaa 12300 

agggtgtaga gcatggtaaa agaatatttt catatttggt ttagtgaaaa ttatttaatg 12360 
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tgaagcttta tctgctcaga gttgtaagaa aggacattga gcaccttccc caaattattt 12420 

taaattaaaa tagcccttta ttagtgcact gaaattcatc acatggggaa gacacaggct 12480 

5 agtacttttc aaactgtaat gtgaatcaga tcatctggag ggctgttaaa agcccaattg 12540 

ctggttctca gcaccagcat ttctgatcca acaggtctgg gttgggactt tagaatttgc 12600 

atttttcacc agttcccagg tagctctgat ggtgccggtc tagagatccc actcgagaac 12660 

10 

tgcttacaga ggccatcgag tacacagacg tcatcataga gttcggggga tcctttatgc 12720 

taggacatga tgctgtcaag gttcaggagg agggaggata gctctgggcc ccatttgcta 12780 

15 tcaggcagaa gaggcttaga tactccagtg ttcatggtta tagttactga tgacgcctac 12840 

acttcttttc ctaagaagta ccatgttttc actgggcaaa tcagaaacat acctgtattt 12900 

tgtctagtga agttttagtg ttaaactgat gaccttcagc attttaaata ttattgaagc 12960 

20 

ttatagaagc agaatttcaa cagttccttc attgcagtct ccttcattga caaatatttt 13020 

ttggcatatc caagaagtgc acatggaatt taaagttgaa agctattact agtgcctacg 13080 

25 taacaaaagt tgttgatctt tttttgttta aaggaattgc tgcttttgtt actagactta 13140 

aaaatgattc tgtagataca tgttacctaa atgccggcgt attcatgttt tagagacacc 13200 

acagtctttt aaaattactg aaatttctag aagtgaacta tcaatcaaat atttgtccca 13260 

30 

aattataaca ctgttgaatg catagaaagc cttgtttaaa aaatcacgga tgtgaccgtt 13320 

tttctgctgt gatgtctact ttcacagtta ttgatagttt ctaacagtgc ttaacctgca 13380 

35 tgatcctgtt taatcctcat aacaactcta acggattttc accccatttc aaagagagaa 13440 

cctgaaggtt agccagggcc tgggcaggcg tctcatggcc ctaactgata gtgggattta 13500 

catgcgtttg gttacacttc ctgctgggct tctgtgtata gatgcggggc cctggcaggg 13560 

40 

caagtgtaat tacagacatg gggtaagtgt agccgtggtc tctttaggga atggctcaca 13 620 

gtgtcaatat taaagcatat tcaaaataca tacagtttgg agagatcttc agcttgtaca 13680 

45 tctgtcttta agtatctaag tttgcctatg aattcctctg aatttaatgt cctttgaagt 13740 

tgcagtgtgc tataaagtgt gtgcattatg tagctgtaga tgtatttgga ttatcaccta 13800 

tgtaatctga tcagtttata ttttattaga gcctgtttgt tttgttttca ttattcctaa 13860 

50 

ggaaattctg tgttttcagg ctgtgattgt cagaaacaag gaaaagaaag taatatttga 13920 

gttttctggc caaatttctg gttcctcatt ccgcagtcac tttcctccac ttccatattc 13980 

55 cattttattt gtggtacata catttctcag ccatttggaa ttgtcataga tactggcgta 14040 

aggacatgct gtatggctga ttgggcctct gtaagcagtt ttcattgttc tgtgtactta 14100 

cctttattgc cttttcagcc gactgtttta attacaaatg ttttcttttt tttctactct 14160 

60 

gccaccaaaa gaatctttgg ctgctcctga cctcagcaaa ccaagaggtg acttatgcat 14220 

gccagttatt cattgatact cactaaaaac aatgggtcaa gccttgcccc agtgctgact 14280 
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gactacgctg ggtcgcccag tgtttgcagc agtaactaag tacacggctg catgtgtgtg 14340 

cgcattgcat ttgaagcacg gattgcctaa ccttctcccg cctctccaag gattttttaa 14400 

5 atcctaagga ggaaaaaaaa aaaactattc caaaattgga agtttttttt taaaatagtg 14460 

gtgctttata tagtctaaaa ggatcacagt ccttttggaa gtaacacaga ttgattgtta 14520 

cagtgtatca gaggctgtgt tataatcttg caacgcttgt tcaattgtat tttgcttgaa 14580 

10 

ttggcatgct ttgatacata cctatattaa gttaatttgt tgtctgaggg ttaatgaaaa 14 640 

atagtaattt taatattaaa cttgctacat tattatgaag gaagcttatt ttctaaactt 14700 

15 tagcatgtta aaggttactt ttattacttt aaaaagttgc attggctggg cctgatggct 147 60 

cacacctgta atcccagcac ttcgggaagc tgaattggca agattgtttg tggccaggag 14820 

tttaagacca gcctgggcaa catagtgaga ccctgtctct ataaaaaata gaaatgcaaa 14880 

20 

atttttttaa gttgcattaa tcagtatttt tttaatgaga agtagtgcag atcaagtgac 14940 

actggatatt tcactaatgt cctgagactg gatcagtact cttcttccta cagagcagtg 15000 

25 ggttctacag aagaaaagcc agaaggatgg ttagaatcat ttgtagaaaa atgtatataa 15060 

tttagatgct agcatcccat ttctcttagg actccttttg tttccttgaa tgttagttgc 15120 

gtacataaaa ctgtaagtcc acattttaga actagagcct agttcatagg ggtctttaaa 15180 

30 

ctggagtggg ttgggggatg tcttcaaagc aaagacgagg aatttccagt ggtgaacttt 15240 

gaatgaaggc ataaatgcgg ttgcatcttt gtgtctttga tacactgagc tctctttcca 15300 

35 tggcacaaaa gcttaggaga aaacacactg acatctgttt tcttttccac caagggtatc 15360 

actgggatac atcagattgg atgccaagcg ttcctctgcc ggacatacaa gagttcccca 15420 

actatgaggt gattgatgag cagacacccc tgtactcagc agatccaaac gccatcgata 15480 

40 

cggactatta ccctggaggc tacgacatcg aaagtgattt tcctccaccc ccagaagact 15540 

tccccgcagc tgatgagcta ccaccgttac cgcccgaatt cagcaatcag tttgaatcca 15600 

45 tccaccctcc tagagacatg cctgccgcgg gtagcttggg ttcttcatca agaaaccggc 15 660 

agaggttcaa cttgaatcag tatttgccca atttttatcc cctcgatatg tctgaacctc 15720 

aaacaaaagg cactggtgag aatagtactt gtagagaacc ccatgcccct tacccgccag 15780 

50 

ggtatcaaag acacttcgag gcgcccgctg tcgagagcat gcccatgtct gtgtacgcct 15840 

ccaccgcctc ctgctctgac gtgtcagcct gctgcgaagt ggagtccgag gtcatgatga 15900 

55 gtgactatga gagcggggac gacggccact tcgaagaggt gacgatcccg cccctggatt 15960 

cccagcagca cacggaagtc tgactctcaa ctccccccaa agtgcctgac tttagtgaac 16020 

ctagaggtga tgtgagtaat ccgcgctgtt ctttgcagca gtgcttccaa gctttttttg 16080 

60 

gtgagccgaa tgggcatggc tgcgctggat cctgcgcctc tggacgtgct agccatttcc 16140 

agtgtcccaa ctactgtcat cgtgaggttt tcatcggctg tgccatttcc caacgtcttt 16200 



wo 2005/071104 



PCT/AU2005/000078 



10 



177 

tgggatttac atctgtctgt gttaaaataa tcaaacgaaa aatcagtcct gtgttgtcag 16260 

catgattcat gtatttatat agatttgatt attttaattt tcctgtctct tttttttgta 16320 

aattttatgt acagatttga tttttcatag ttttaactag atttccaaga tattttgtgc 16380 

atttgtttca actgaatttt ggtggtgtca gtgccattat ctagcaccct gatttttttt 16440 

tttttactat aaccagggtt tcattctgtc tttttccact gaagtgtgac attttgttag 16500 

tacatttcag tgtagtcatt catttctagc tgtacatagg atgaaggaga gatcagatac 16560 

atgaacatgt cttacatggg ttgctgtatt tagaattata aacatttttc attattggaa 16620 

15 agtgtaacgg ggaccttctg catacctgtt tagaaccaaa accaccatga cacagttttt 16680 

atagtgtctg tatatttgtg atgcaatggt cttgtaaagg tttttaatga aaactaccat 16740 

tagccagtct ttcttactga caataaatta ttaataaaat a 16781 

20 

<210> 7 
<211> 19 
<212> DNA 
25 <213> synthetic oligonucleotide 

<400> 7 

tgagctcctt ccagtccga 19 

30 

<210> 8 
<211> 20 
<212> DNA 

<213> synthetic oligosucleotide 
<400> 8 

ggaaagcctg tctgaagtgc 20 

40 <210> 9 
<211> 20 
<212> DNA 

<213> synthetic oligonucleotide 
45 <400> 9 

tttccccagc agacattcat 20 

<210> 10 
50 <211> 27 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 10 

55 ttactgacaa gttcaaacac ctattca 27 

<210> 11 

<211> 20 

60 <212> DNA 

<213> synthetic oligonucleotide 

<400> 11 

tgagtcagca aagacggaaa 20 



35 
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<210> 12 

<211> 20 

5 <212> DNA 

<213> synthetic oligonucleotide 



10 



25 



<400> 12 

atggaaggct acatcaagca 20 



<210> 13 

<211> 18 

<212> DNA 

15 <213> synthetic oligonucleotide 

<400> 13 

tgaccggcag caaaattg 18 

20 

<210> 14 

<211> 18 

<212> DNA 

<213> synthetic oligonucleotide 



<400> 14 

tgtaaaacga cggccagt 18 



30 <210> 15 
<211> 38 
<212> DNA 

<213> synthetic oligonucleotide 
35 <400> 15 

tgaccggcag caaaattggg aaagcctgtc tgaagtgc 38 



<210> 16 
40 <211> 38 
<212> DNA 

<213> synthetic oligonucleotides 
<400> 16 

45 tgtaaaacga cggccagttt tccccagcag acattcat 38 



<210> 17 

<211> 38 

50 <212> DNA 

<213> synthetic oligonucleotide 



55 



<400> 17 

tgaccggcag caaaattgtg agtcagcaaa gacggaaa 38 



<210> 18 

<211> 38 

<212> DNA 

60 <213> synthetic oligonucleotides 



<400> 18 

tgtaaaacga cggccagtat ggaaggctac atcaagca 



38 
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<210> 


19 


<211> 


18 


<212> 


DNA 


<213> 


synthetic oligonucleotide 


<220> 




<221> 


modified base 


<222> 


(1) . . (1) 


<223> 


Cy-5 conjugated base 


<400> 


19 


tgaccggcag caaaattg 


<210> 


20 


<211> 


18 


<212> 


DNA 



18 



15 



20 <213> synthetic oligonucleotide 
<220> 

<221> modif ied_base 

<222> (1) . . (2) 

25 <223> Cy-5 conjugated base 



30 



35 



40 



45 



50 



55 



60 



<400> 20 

tgtaaaacga cggccagt 



<210> 21 
<211> 217 
<212> DNA 

<213> luicrosatellite marker D4S1164 
<400> 21 

gatctgaaaa gcaatgaaga atggctactg acaggttgta gaggcatgag agcgacagga 
tatatttgac tttgagcaaa ttgcatttat tttacagtaa ggactgtgaa ctggtgggtc 
ccaagatggg agtccaggct cgccatgatg gcatggctgc caagggaatt tctcctccta 
aacacaaggt ccacttagat ccctctggtg gctgaga 



18 



60 
120 
180 
217 



<210> 


22 


<211> 


368 


<212> 


DNA 


<213> 


microsatellite 


<220> 




<221> 


misc feature 


<222> 


(368) . . (368) 


<223> 


N == A,T,C or G 


<400> 


22 



gatcacgctc cactcagtgg tctcacctct gcctgctgag gccagatgct ttctggtgcc 
ctgctcagac cccttctaac agcacagtgt gtgtttctct tgctccttca cagctgtatg 
cactcaggag catggggaca ccctcctttc atcttggtgt cctcttcaac atcctagcac 
atgggcctga acgtaggagt ggctccatat gtgtggaatt ccaatgccta ggttttctgc 



60 
120 
180 
240 
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cttgctagaa aacaggcttt ttaagggtag gacaaaacta taagaaacat ttgtattgtt 
ttatagtatt gaacatgttg cattatacag agctgatagt aaatattgaa ttgaatgaat 
gaatgaan 



300 
360 
368 



<210> 23 
10 <211> 166 
<212> DNA 

<213> microsatellite marker D4S3173 

<400> 23 

15 atgggttccc aggggccatt ggagtccctg aaggacccag gatttgctgg gagagggtgt 
tgagttcact gtgccagcat gcttcctcca cagtaacacg ctgaaggggc ttggtgtttg 
taagaaaatg ctagaagaaa acaaactgtc acaagttgtt atgtcc 

20 



60 
120 
166 



<210> 
<211> 
<212> 



24 

260 

DNA 



25 <213> microsatellite marker D4S3236 



<220> 
<221> 
<222> 
30 <223> 



misc__f eature 
(99) . . (99) 
N = A,T,C or G 



<220> 

<221> misc_feature 
35 <222> (253).. (253) 



40 



45 



50 



55 



60 



<223> N = 


A^T^C or G 










<400> 24 
ctggagcagg 


cctgaagtct aggttttgtg 


tggccatctt 


ggagcctgaa 


gccccagggg 


60 


ctgacctggt 


ctggggtgag catggggctg 


aggccacana 


ggctggtctg 


gcctgtggag 


120 


gcctgaatcc 


tggtgctggg gtttactgga 


gtgggcttgg 


tgcttggaat 


ctgtggtgaa 


180 


gttaggttct 


atcttaactg tccctcctcc 


atgcaagagg 


gcatctctct 


ccatactgtg 


240 


ctgcccaggc 


ttnaaggtga 








260 



<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 



25 
184 

DNA 

microsattellite marker D4S2827 



misc_f eature 
(7) . . (7) 
N = A,T,C or G 



misc_feature 
(13) . . (13) 
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<223> N - A,T,C or G 



<220> 
<221> 
<222> 
<223> 



mis cofeature 
(21) . . (21) 
N = A,T,C or G 



10 <220> 
<221> 

<222> 
<223> 



15 



20 



25 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
30 <223> 



misc_f eature 
(27) . . (27) 
N = A,T,C or G 



misc_f eature 
(72) . . (72) 
N « A, T,C or G 



mi s c_f eature 
(143) . . (143) 
N = ArT,C or 



mis cofeature 
(156) . . (156) 
N = A,T,C or G 



35 



40 



<400> 25 

ctctatncac ttncggcaat ncaattnaag gaatcagtct cagaagaaga gacgggagag 60 

aaaatgcatt tncacggtgc tgaatattat ttaagttaat ggaggtgaat ttaagttgtt 120 

agggtgcacg gtttaaaagc gtnctcactt gctttnatac tgagtagttt tggtgcttat 180 

tgag 184 



<210> 
<211> 
45 <212> 



50 



<220> 
<221> 
<222> 
<223> 



26 

492 

DNA 



<213> microsatellite marker D4S1192 



mi sc_f eature 
(115) . . (115) 
N = A,T,C or G 



55 



<220> 
<221> 
<222> 
<223> 



misc_feature 
(302) . . (302) 
N = A,T,C or G 



60 <220> 
<221> 
<222> 
<223> 



misc_f eature 
(402) . . (402) 
N = A,T,C or G 
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<220> 
<221> 
<222> 
5 <223> 



mis cofeature 
(403) . . (403) 
N - A, T,C or 



<220> 
<221> 
10 <222> 
<223> 



misc_f eature 
(411) . . (411) 
N = A,T^C or G 



<220> 
15 <221> 
<222> 
<223> 



inisc_f eature 
(441) . . (441) 
N = A,T,C or G 



20 <220> 
<221> 
<222> 
<223> 



25 



30 



<220> 
<221> 
<222> 
<223> 



mis cofeature 
(455) , . (455) 
N = A^T,C or G 



mis cofeature 
(462) . . (462) 
N « A,T,C or G 



<220> 
<221> 
<222> 
35 <223> 



misc_f eature 
(465) . . (465) 
N = A,T,C or G 



<220> 
<221> 
40 <222> 
<223> 



mis cofeature 
(466) . . (466) 
N = A,T,C or G 



<220> 
45 <221> 
<222> 
<223> 



misc_f eature 
(467) . . (467) 
N = A,T,C or G 



50 <220> 
<221> 
<222> 
<223> 



55 



60 



<220> 
<221> 
<222> 
<223> 



misc__f eature 
(471) . , (471) 
N = A^T,C or 



misc_f eature 
(475) . . (475) 
N = A,T,C or G 



<220> 

<221> misc_feature 
<222> (477) . . (477) 
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<223> N = A,T,C or G 



<220> 

<221> mis cofeature 

<222> (479) . . (479) 

<223> N = A,T,C or G 



10 



15 



20 



<220> 

<221> misc__feature 

<222> (480) . . (480) 

<223> N = A,T,C or G 



<220> 

<221> misc_feat'ure 

<222> (481) . . (481) 

<223> N = A,T,C or G 



25 



30 



35 



40 



<400> 26 
gatccaatgt 


gctttttggc 


tacagtccaa 


ctccttggga 


ggtcacagtt 


ttcaaatgtg 


60 


agtttttagt 


tttacatgtt 


tacttatttt 


tagagggaac 


atcactgggg 


ctttnggggg 


120 


cttaaactct 


tactatttct 


taaacatatt 


tcttaaacta 


aggatattta 


gatattgtct 


180 


tccatgtaca 


actttaaatt 


cggttcagaa 


accccaggca 


agggtattct 


gtgtgtccta 


240 


acccttgaag 


ttaatgactt 


ctaattaact 


cagcaagaag 


ctaatgactt 


gtaagcactt 


300 


gncaattgat 


tcggagtatt 


ttctttgtaa 


gatgagtctg 


ggccggcgga 


actgggaagc 


360 


ctctggcaga 


gagaaggcac 


aggagggtgg 


gggatggaaa 


cnncatccaa ngatgagctc 


420 


tggaagatat 


ttagggcaaa 


nggaaagtat 


tgttnggagc 


cnttnnnccc 


ncttntntnn 


480 


nccttcatga 


ct 










492 



45 



<210> 27 

<211> 373 

<212> DNA 

<213> raicrosatellite marker D4S1374 



<220> 

<221> misc_feature 

<222> (253) , , (253) 

50 <223> N = A,T,C or G 



<220> 

<221> misc_f eature 

55 <222> (280) . . (280) 

<223> N == A,T,C or G 



60 



<220> 
<221> 
<222> 
<223> 



mi s c__f e a tu r e 
(317) . . (317) 
N = A,T,C or G 
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10 



15 



20 



<400> 27 
g* cL t c c 3. cf t c a. 


gaagtcagaa 






atatttcttt 




60 


attcaccgcc 


tctaaaccct 


atactcttat 


tttctgctgg 


aagtatgaaa 


agggagggaa 


120 


taaatgtagg 


aagaaaggaa 


actgcgaaaa 


tagggaggaa 


aagaacagag 


aagaggagag 


180 


agtggaatgg 
gaagtagcag 


aaacaggaac 
ctnattaggc 


aggacatttc 
tatggggaga 


tgaagggtat 
cccagagcan 


tatccactct 
cctcttttct 


tggctaaggt 
tttagcaaac 


240 
300 


ccccacgagc 


ttatggnttt 


tccccagctt 


gggcaggttt 


cctattgaaa 


tctttctcct 


360 


ggagggatct 


tgc 










373 



<210> 28 
<211> 389 
<212> DNA 

<213> microsatellite marker D4S1375 
<400> 28 

gatcattata tgtcaggccc tgaagcaagt gttgtacaaa cattacatcg tttaatcctc 60 



25 



tcagcaatcc agtaaagcag ttgttattat caccatttta cagagggaga aactgaggct 120 
caaagtgagc aaattgactt gctcaaaccc aaacagctag aaaatgataa ggctgccatg 180 
caatcctggg cttattttat ccctaagcct gcattccatt tcctacaaat aaagagatag 240 
30 ttttggggtg ggaaagttct gataaaggag tggggagact gattgcccct gcacaagctt 300 
cccattccat ttacatattt taggcccttt agcctccagg gtttgaatca gagctgggca 360 
ggtgacaaag gaggactagg aagccgagc 389 

35 

<210> 29 
<211> 333 
<212> DNA 

40 <213> microsatellite marker D4S3051 
<220> 

<221> misc_feature 
<222> (3) . . (3) 
45 <223> N = A,T,C or G 

<220> 

<221> misc_feature 

50 <222> (32),. (32) 

<223> N A,T,C or G 



<220> 

55 <221> misc_feature 

<222> (253) . , (253) 

<223> N = A,T,C or G 



60 <220> 

<221> misc_feature 

<222> (322) . . (322) 

<223> N A,T,C or G 
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<400> 29 



tgntctaatg 


ttggcctttg 


gtggttgcaa 


anattgtgtt 


aagattttgt 


ttggtctatc 


60 


aaaagtcata 


atgatgacta 


ctgaaatgat 


tttgaaatca 


gtagttattc 


tttgtaaaag 


120 


gaggattttg 


aagatccaat 


gtcttttatc 


aaacatctca 


ccagtaaatt 


aagaagatct 


180 


aaatcttgcc 


acacacacac 


acacacacac 


acacacacac 


acccttatgc 


tttaaaatct 


240 


atctttccaa 


tgnggttccc 


actgcacatc 


ttgaggggat 


cttctctgga 


tttccacata 


300 


agcattgttc 


aggaaatgct 


tntcagcaga 


get 






333 



10 



15 



20 



25 

Ctgaaatgat acatgtcaga attggaaaaa taatcttaag tgttctggaa gaactctttg 60 

30 atatattgtc caataactct tttcctaaca atacaatgac catctttaat atgttaaggt 120 

ctattttcac atccaattca ggactaatct ctgctaaagt accttctntt ctcaccttac 180 

ccaaatcaag taacccttta cctagatgaa actctccatt tggccaagat tgatatagga 24 0 

atcagtaatt agg 253 



<210> 


30 


<211> 


253 


<212> 


DNA 


<213> 


microsatellite 


<220> 




<221> 


misc feature 


<222> 


(168) , . (168) 


<223> 


N - A,T,C or G 


<400> 


30 



35 



<210> 31 

40 <211> 6 

<212> PRT 

<213> synthetic peptide 



45 



<400> 31 

Gin Gin His Thr Glu Val 
1 5 



50 <210> 32 

<211> 24 

<212> DNA 

<213> synthetic oligonucleotide 

55 <400> 32 

tgaacgatga aagaggcacg acac 24 

<210> 33 

60 <211> 24 

<212> DNA 

<213> synthetic oligonucleotide 

<400> 33 
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gctgagtcac agaaaggctg gtta 24 

<210> 34 
5 <211> 21 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 34 

10 ctgaatctgg ggtgtgtttt g 21 

<210> 35 

<211> 22 

15 <212> DNA 

<213> synthetic oligonucleotide 

<400> 35 

caagtgagtc catttgtttt tg 22 

20 

<210> 36 

<211> 24 

<212> DNA 

25 <213> synthetic oligonucleotide 

<400> 36 

tgtgctggaa acagagaaca ggtt 24 

30 

<210> 37 
<211> 24 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 37 

acagtgccat agacaaaggt gatt 24 

40 <210> 38 
<211> 22 
<212> DNA 

<213> synthetic oligonucleotide 
45 <400> 38 

gcaccccttg agactgattt ag 22 

<210> 39 
50 <211> 24 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 39 

55 atctgtggag attgatgaca tttg 24 

<210> 40 

<211> 22 

60 <212> DNA 

<213> synthetic oligonucleotide 



<400> 40 

caacgctgtg gagaaacata cc 



22 
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<210> 41 

<211> 24 

5 <212> DNA 

<213> synthetic oligonucleotide 



10 



20 



25 



<400> 41 

taaaacccta aatcagtctc aagg 24 



<210> 42 

<211> 22 

<212> DNA 

15 <213> synthetic oligonucleotide 



<400> 42 

cctctacact ggcaaacaaa gc 22 

<210> 43 
<211> 24 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 43 

ttacagacct cggagaataa agat 24 



30 <210> 44 

<211> 24 

<212> DNA 

<213> synthetic oligonucleotide 

35 <400> 44 

atgacgctat gaaaaggtat gaac 



<210> 45 

40 <211> 24 

<212> DNA 

<213> synthetic oligonucleotide 

<400> 45 
45 ttgtttgcca gtgtagagga ttat 



<210> 46 

<211> 24 

50 <212> DNA 

<213> synthetic oligonucleotide 



55 



60 



<400> 46 

atgacgctat gaaaaggtat gaac 24 

<210> 47 
<211> 24 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 47 

ttgtttgcca gtgtagagga ttat 24 
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<210> 48 
<211> 24 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 48 

ttcttcgttt gagtttgtaa ggtg 



24 



10 <210> 49 

<211> 24 

<212> DNA 

<213> synthetic oligonucleotide 

15 <400> 49 

gttaagaaag ttgcgaggaa gatt 



24 



<210> 50 

20 <211> 28 

<212> DNA 

<213> synthetic oligonucleotide 

<400> 50 
25 gttggatgtt cctgtacata cgaagaag 



28 



<210> 51 

<211> 30 

30 <212> DNA 

<213> synthetic oligonucleotide 



35 



<400> 51 

acgttggatg gagagcttat ctgtaggtgg 



30 



<210> 52 

<211> 24 

<212> DNA 

40 <213> synthetic oligonucleotide 

<400> 52 

aaaattactt ctgaactttt tctt 



45 



50 



24 



<210> 53 
<211> 30 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 53 

acgttggatg tgtttctgac aatcacagcc 



30 



55 <210> 54 

<211> 31 

<212> DNA 

<213> synthetic oligonucleotide 

60 <400> 54 

acgttggatg gagcctgttt gttttgtttt c 



31 



<210> 55 
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<211> 20 
<212> DNA 

<213> synthetic oligonucleotide 
5 <400> 55 

aatcacagcc tgaaaacaca 20 



<210> 56 
10 <211> 30 
<212> DNA 

<213> synthetic oligonucleotide 

<400> 56 

15 acgttggatg tactgacaag ttcaaacacc 30 



<210> 57 

<211> 30 

20 <212> DNA 

<213> synthetic oligonucleotide 



25 



35 



<400> 57 

acgttggatg ttgcatgaat gtctgctggg 30 



<210> 58 

<211> 20 

<212> DNA 

30 <213> synthetic oligonucleotide 



<400> 58 

caagttcaaa cacctattca 20 



<210> 59 

<211> 22 

<212> DNA 

<213> synthetic oligonucleotide 

40 

<400> 59 

ccgccgttgt gttgttcttt tg 22 



45 <210> 60 
<211> 22 
<212> DNA 

<213> synthetic oligonucleotide 
50 <400> 60 

aacgacgcta acaccaccac ac 22 



<210> 61 

55 <211> 21 

<212> DNA 

<213> synthetic oligonucleotide 

<400> 61 
60 aactttggca ttgtggaagg g 



<210> 62 
<211> 24 
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<212> DNA 

<213> synthetic oligonucleotide 
<400> 62 

5 tcatcatact tggcaggttt ctcc 24 

<210> 63 

<211> 22 

10 <212> DNA 

<213> synthetic oligonucleotide 

<400> 63 

tgggaatggg tcagaaggac tc 22 
<210> 64 

<211> 21<212> DNA 

<213> synthetic oligonucleotide 

20 

<400> 64 

ggtcatcttt tcacggttgg c 21 

25 <210> 65 
<211> 21 
<212> DNA 

<213> synthetic oligonucleotide 
30 <400> 65 

gctggtgaaa aggacctctc g 21 

<210> 66 
35 <211> 22 
<212> DNA 

<213> synthetic oligonucleotide 
<400> 66 

40 ctggcaacat caacaggact cc 22 

<210> 67 

<211> 24 

45 <212> DNA 

<213> synthetic oligonucleotide 

<400> 67 

ttcttcgttt gagtttgtaa ggtg 24 

50 

<210> 68 

<211> 24 

<212> DNA 

55 <213> synthetic oligonucleotide 

<400> 68 

gttaagaaag ttgcgaggaa gatt 24 

60 

<210> 69 

<211> 24 

<212> DNA 

<213> synthetic oligonucleotide 
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10 



<400> 69 

ttcttcgttt gagtttgtaa ggtg 24 

<210> 70 
<211> 22 

<212> DNA 

<213> synthetic oligonucleotide 
<400> 70 

ctattttccc cagcagacat tc 22 



15 <210> 71 
<211> 63 
<212> DNA 

<213> synthetic oligonucleotide 
20 <400> 71 

ggccagtgaa ttgtaatacg actcactata gggaggcggt tttttttttt tttttttttt 60 



25 



ttt 63 



<210> 72 
<211> 19 
<212> PRT 

<213> Synthetic peptide derived from Homo sapiens FAT 

30 

<400> 72 

Ser Lys Pro Lys Pro Ser Ser Glu Pro lie Ser Phe Glu Glu Ser Val 
15 10 15 

35 

Phe Ser Cys 



40 



